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56 EffectsOofOsequenceOmotifsOinOtheOyeastOkWOuntranslatedOregionOdeterminedOfromOmassivelyOparallelO
assaysOofOrandomOsequencesfOGenomelBiologydO2021dOjjdOjqk 18.3 0

55 SyntheticOpromoterOdesignsOenabledObyOaOcomprehensiveOanalysisOofOplantOcoreOpromotersfONaturel
PlantsdO2021dOodOpljepmm 11.5 7

54 TheOregulatoryOlandscapeOofOyrabidopsisOthalianaOrootsOatOsingleecellOresolutionfONaturel
CommunicationsdO2021dOijdOkkkl 17.4 23

53 zalanceObetweenOpromiscuityOandOspecificityOinOphageO˛»OhostOrangefOISMElJournaldO2021dOimdOjiqmejjhm 11.9 2

52 ExpandingOtheObindingOspecificityOforORNyOrecognitionObyOaOPUFOdomainfONaturelCommunicationsdO
2021dOijdOmiho 17.4 0

51 IdentificationOofOPlantOEnhancersOandOTheirOλonstituentOElementsObyOSTyRReseqOinOTobaccoOLeavesfO
PlantlCelldO2020dOkjdOjijhejiki 11.6 15

50 DimensionalityOreductionObyOUMyPOtoOvisualizeOphysicalOandOgeneticOinteractionsfONaturel
CommunicationsdO2020dOiidOimko 17.4 43

49 DistinctOpatternsOofOmutationalOsensitivityOforOresistanceOandOmaltodextrinOtransportOinOLamzfO
MicrobiallGenomicsdO2020dOndO 4.4 4

48 zindingOandORegulationOofOTranscriptionObyOYeastOSteijOVariantsOToODriveOMatingOandOInvasionO
PhenotypesfOGeneticsdO2020dOjildOkqoelho 4 3

47 DynamicsOofOGeneOExpressionOinOSingleORootOλellsOoffOPlantlCelldO2019dOkidOqqkeihii 11.6 133

46 HighethroughputOidentificationOofOdominantOnegativeOpolypeptidesOinOyeastfONaturelMethodsdO2019dO
indOlikelin 21.6 9

45 PreferencesOinOaOtraitOdecisionOdeterminedObyOtranscriptionOfactorOvariantsfOProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericadO2018dOiimdOEoqqoeEphhn 11.5 7

44 λonditionalOaccumulationOofOtoxicOtRNysOtoOcauseOaminoOacidOmisincorporationfONucleiclAcidsl
ResearchdO2018dOlndOopkieoplk 20.1 14

43
yOMultiplexOHomologyeDirectedODNyORepairOyssayORevealsOtheOImpactOofOMoreOThanOidhhhOzRλyiO
MissenseOSubstitutionOVariantsOonOProteinOFunctionfOAmericanlJournalloflHumanlGeneticsdO2018dO
ihkdOlqpemhp

11 62

42 EngineeredOziosensorsOfromODimericOLigandezindingODomainsfOACSlSyntheticlBiologydO2018dOodOjlmoejlno5.7 15

41 DeepOlearningOofOtheOregulatoryOgrammarOofOyeastOmWOuntranslatedOregionsOfromOmhhdhhhOrandomO
sequencesfOGenomelResearchdO2017dOjodOjhimejhjl 9.7 96

40 MassivelyOParallelOGeneticsfOGeneticsdO2016dOjhkdOnioeq 4 21
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39 λomprehensiveOynalysisOofOtheOSULiOPromoterOofOSaccharomycesOcerevisiaefOGeneticsdO2016dOjhkdOiqiejhj4 13

38 EngineeringOanOallostericOtranscriptionOfactorOtoOrespondOtoOnewOligandsfONaturelMethodsdO2016dOikdOiooepk21.6 184

37 ydjacentOλodonsOyctOinOλoncertOtoOModulateOTranslationOEfficiencyOinOYeastfOCelldO2016dOinndOnoqenqh 56.2 122

36 DeepOMutationalOScanningrOLibraryOλonstructiondOFunctionalOSelectiondOandOHigheThroughputO
SequencingfOColdlSpringlHarborlProtocolsdO2015dOjhimdOoooeph 1.2 2

35 DeepOMutationalOScanningrOλalculatingOEnrichmentOScoresOforOProteinOVariantsOfromODNyO
SequencingOOutputOFilesfOColdlSpringlHarborlProtocolsdO2015dOjhimdOopiek 1.2 5

34 DeepOMutationalOScanningrOyOHighlyOParallelOMethodOtoOMeasureOtheOEffectsOofOMutationOonOProteinO
FunctionfOColdlSpringlHarborlProtocolsdO2015dOjhimdOoiiel 1.2 15

33 λombiningOnaturalOsequenceOvariationOwithOhighOthroughputOmutationalOdataOtoOrevealOproteinO
interactionOsitesfOPLoSlGeneticsdO2015dOiidOeihhlqip 6 18

32 MassivelyOParallelOFunctionalOynalysisOofOzRλyiORINGODomainOVariantsfOGeneticsdO2015dOjhhdOlikejj 4 190

31 yOtetOOToolkitOToOylterOExpressionOofOGenesOinOSaccharomycesOcerevisiaefOACSlSyntheticlBiologydO
2015dOldOpljemj 5.7 13

30 TheOroleOofOfunctionalOdataOinOinterpretingOtheOeffectsOofOgeneticOvariationfOMolecularlBiologyloflthel
CelldO2015dOjndOkqhlep 3.5 10

29 MassivelyOparallelOsingleeaminoeacidOmutagenesisfONaturelMethodsdO2015dOijdOjhkendOlOpOfollowingOjhn 21.6 101

28 IdentificationOofOtheOdeterminantsOofOtRNyOfunctionOandOsusceptibilityOtoOrapidOtRNyOdecayObyO
highethroughputOinOvivoOanalysisfOGeneslandlDevelopmentdO2014dOjpdOiojiekj 12.6 45

27 yOhomologOofOlariatedebranchingOenzymeOmodulatesOturnoverOofObranchedORNyfORnadO2014dOjhdOikkoelp 5.8 22

26 EngineeringOallosteryfOTrendslinlGeneticsdO2014dOkhdOmjiep 8.5 50

25 DeepOmutationalOscanningrOaOnewOstyleOofOproteinOsciencefONaturelMethodsdO2014dOiidOphieo 21.6 520

24 MeasuringOtheOactivityOofOproteinOvariantsOonOaOlargeOscaleOusingOdeepOmutationalOscanningfONaturel
ProtocolsdO2014dOqdOjjnoepl 18.8 97

23 WouldOFredOSangerOgetOfundedOtodaywfOGeneticsdO2014dOiqodOlkmeq 4 1

22 GlobalOanalysisOofOphosphorylationOandOubiquitylationOcrossetalkOinOproteinOdegradationfONaturel
MethodsdO2013dOihdOnonepj 21.6 381
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21 DeepOmutationalOscanningOofOanORRMOdomainOofOtheOSaccharomycesOcerevisiaeOpolyYyaebindingO
proteinfORnadO2013dOiqdOimkoemi 5.8 136

20
yOfundamentalOproteinOpropertydOthermodynamicOstabilitydOrevealedOsolelyOfromOlargeescaleO
measurementsOofOproteinOfunctionfOProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericadO2012dOihqdOinpmpenk

11.5 146

19 HigheresolutionOmappingOofOproteinOsequenceefunctionOrelationshipsfONaturelMethodsdO2010dOodOolien 21.6 350

18 InteractiveOlearningrOlessonsOfromOtwoOhybridsOoverOtwoOdecadesfOProteomicsdO2009dOqdOmjhqeik 4.8 31

17 MolecularObiologyfOSiteeseeingObyOsequencingfOSciencedO2007dOkindOilliej 33.3 26

16 λellObiologyfOWhitherOmodelOorganismOresearchwfOSciencedO2005dOkhodOippmen 33.3 90

15 HighethroughputOtwoehybridOanalysisfOTheOpromiseOandOtheOperilfOFEBSlJournaldO2005dOjojdOmkqieq 5.7 151

14 ypproachesOtoOynalyzeOProteinOInteractionsfOScientificlWorldlJournal,lThedO2002dOjdOqkeql 2.2

13 GenomicsfOyOcrisisOinOpostgenomicOnomenclaturefOSciencedO2002dOjqndOnoiej 33.3 6

12 yOyeastOsensorOofOligandObindingfONaturelBiotechnologydO2001dOiqdOihljen 44.5 74

11 ProteomicsfOProteomicsOinOgenomelandfOSciencedO2001dOjqidOijjiel 33.3 196

10 λonstitutiveOactivationOofOtheOSaccharomycesOcerevisiaeOtranscriptionalOregulatorOSteijpObyO
mutationsOatOtheOaminoeterminusfOYeastdO2000dOindOiknmeom 3.4 11

9 yOnetworkOofOproteineproteinOinteractionsOinOyeastfONaturelBiotechnologydO2000dOipdOijmoeni 44.5 1066

8 IdentificationOofORNysOthatObindOtoOaOspecificOproteinOusingOtheOyeastOthreeehybridOsystemfORnadO1999
dOmdOmqnenhi 5.8 58

7 λaspaseekOinhibitsOgrowthOinOSaccharomycesOcerevisiaeOwithoutOcausingOcellOdeathfOFEBSlLettersdO
1999dOllndOqeil 3.8 21

6 MutationOdetectionObyOaOtwoehybridOassayfOHumanlMolecularlGeneticsdO1998dOodOihjqekj 5.6 19

5 yOconservedORNyebindingOproteinOthatOregulatesOsexualOfatesOinOtheOλfOelegansOhermaphroditeOgermO
linefONaturedO1997dOkqhdOlooepl 50.4 443

4 TheOregulatoryOlandscapeOofOyrabidopsisOthalianaOrootsOatOsingleecellOresolution 7
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3 DynamicsOofOgeneOexpressionOinOsingleOrootOcellsOofyfOthaliana 4

2 DimensionalityOreductionObyOUMyPOtoOvisualizeOphysicalOandOgeneticOinteractions 1

1 SyntheticOPromoterODesignsOEnabledObyOaOλomprehensiveOynalysisOofOPlantOλoreOPromoters 1
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