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k Paper IF Citations

83 GenomedwideOassociationOstudyOforOmeatOtendernessOinObeefOcattleOidentifiesOpatternsOofOtheO
geneticOcontributionOinOdifferentOpostdmortemOstageseeOMeatlSciencecO2022cOhpncOhgpokk 6.4 1

82 †haracterizationOofOnovelOmuscleOexpressionOprofilesOassociatedOwithOmeatOqualityOinObeefOcattleeeO
EvolutionarylApplicationscO2022cOhmcOogndohp 4.8 2

81 SmallOgeneticOvariationOaffectingOmRNyOisoformsOassociatedOwithOmarblingOandOmeatOcolorOinObeefO
cattleeeOFunctionallandlIntegrativelGenomicscO2022cOh 3.8

80 IdentificationOofOnovelOalternativeOsplicingOassociatedOwithOmastitisOdiseaseOinOHolsteinOdairyOcowsO
usingOlargeOgapOreadOmappingeeOBMClGenomicscO2022cOikcOiii 4.5 1

79 ×ynamicOchangesOinOHolsteinOheiferOcirculatoryOstressObiomarkersOinOresponseOtoOlipopolysaccharideO
immuneOchallengeeeOVeterinarylImmunologylandlImmunopathologycO2022cOilpcOhhglin 2 0

78
†omprehensiveORNydSeqOProfilingORevealsOTemporalOandOTissuedSpecificO†hangesOinOGeneO
βxpressionOinOSpragued×awleyORatsOasOResponseOtoOHeatOStressO†hallengeseOFrontierslinlGeneticscO
2021cOhicOnmhqoq

4.5 3

77 HeatOstressOandOimmuneOresponseOphenotypeOaffectO×NyOmethylationOinObloodOmononuclearOcellsO
fromOHolsteinOdairyOcowseOScientificlReportscO2021cOhhcOhhkoh 4.9 5

76 GeneOexpressionOprofileOofOtheOtaimenOHuchoOtaimenOinOresponseOtoOacuteOtemperatureOchangeseO
ComparativelBiochemistrylandlPhysiologylPartlD:lGenomicslandlProteomicscO2021cOkpcOhggpil 2 0

75 GenomedwideOassociationOstudyObetweenOcopyOnumberOvariantsOandOhoofOhealthOtraitsOinOHolsteinO
dairyOcattleeOJournalloflDairylSciencecO2021cOhglcOpgmgdpgnh 4 2

74 TheOvalueOofOincorporatingOcarcassOtraitOphenotypesOinOterminalOsireOselectionOindexesOtoOimproveO
carcassOweightOandOqualityOofOheavyOlambseOJournalloflAnimallBreedinglandlGeneticscO2021cOhkpcOqhdhgo 2.9 1

73 IdentificationOofOnovelOmRNyOisoformsOassociatedOwithOmeatOtendernessOusingORNyOsequencingO
dataOinObeefOcattleeOMeatlSciencecO2021cOhokcOhgpkop 6.4 5

72 ×ifferentialOgeneOexpressionOinOdairyOcowsOunderOnegativeOenergyObalanceOandOketosisrOyOsystematicO
reviewOandOmetadanalysiseOJournalloflDairylSciencecO2021cOhglcOngidnhm 4 3

71 IdentificationOofOfunctionalOcandidateOvariantsOandOgenesOforOfeedOefficiencyOinOHolsteinOandOJerseyO
cattleObreedsOusingORNydsequencingeOJournalloflDairylSciencecO2021cOhglcOhqipdhqmg 4 6

70 yssociationsObetweenOfeedOefficiencyOandOaspectsOofOlactationOcurvesOinOprimiparousOHolsteinOdairyO
cattleeOJournalloflDairylSciencecO2021cOhglcOqkgldqkhm 4 2

69 TheOpotentialOforOmitigationOofOmethaneOemissionsOinOruminantsOthroughOtheOapplicationOofO
metagenomicscOmetabolomicscOandOotherOdOMI†SOtechnologieseOJournalloflAnimallSciencecO2021cOqqcO 0.7 1

68 GeneOexpressionOprofilesOofObovineOgenitalOridgesOduringOsexOdeterminationOandOearlyO
differentiationOofOtheOgonadsâ� eOBiologyloflReproductioncO2020cOhgicOkpdmi 3.9 4

67 IdentificationOofOOvineOSerumOmiRNysOFollowingOzacterialOLipopolysaccharideO†hallengeeO
InternationallJournalloflMolecularlSciencescO2020cOihcO 6.3 5
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66 HighOconfidenceOcopyOnumberOvariantsOidentifiedOinOHolsteinOdairyOcattleOfromOwholeOgenomeO
sequenceOandOgenotypeOarrayOdataeOScientificlReportscO2020cOhgcOpgll 4.9 6

65 GeneticOmechanismsOunderlyingOfeedOutilizationOandOimplementationOofOgenomicOselectionOforO
improvedOfeedOefficiencyOinOdairyOcattleeOCanadianlJournalloflAnimallSciencecO2020cOhggcOmpodngl 0.9 7

64 WeightedOGeneO†orrelationONetworkOMetadynalysisORevealsOFunctionalO†andidateOGenesOyssociatedO
withOHighdOandOSubdFertileOReproductiveOPerformanceOinOzeefO†attleeOGenescO2020cOhhcO 4.2 3

63 ×educingOsignalingOpathwaysOfromOparallelOactionsOofOarseniteOandOantimoniteOinOhumanOepidermalO
keratinocyteseOScientificlReportscO2020cOhgcOipqg 4.9 1

62 TranscriptomicOProfilesOofOMonocyted×erivedOMacrophagesOinOResponseOtoOβscherichiaOcoliOisO
yssociatedOwithOtheOHostOGeneticseOScientificlReportscO2020cOhgcOioh 4.9 9

61 ShortOcommunicationrO†haracterizingOovineOserumOstressObiomarkersOduringOendotoxemiaeOJournall
oflDairylSciencecO2020cOhgkcOmmghdmmgp 4 7

60 GyLLOrOynOROpackageOforOgenomicOannotationOandOintegrationOofOmultipleOdataOsourcesOinOlivestockO
forOpositionalOcandidateOlocieOGigaSciencecO2020cOqcO 7.6 15

59 GenomedwideOassociationOstudiesOofObeefOcowOterrainduseOtraitsOusingOzayesianOmultipledSNPO
regressioneOLivestocklSciencecO2020cOikicOhgkqgg 1.7 7

58 TheOdynamicObehaviorOofOfeedOefficiencyOinOprimiparousOdairyOcattleeOJournalloflDairylSciencecO2020cO
hgkcOhmipdhmlg 4 12

57
×evelopmentOandOcomparisonOofORNydsequencingOpipelinesOforOmoreOaccurateOSNPOidentificationrO
practicalOexampleOofOfunctionalOSNPOdetectionOassociatedOwithOfeedOefficiencyOinONelloreObeefO
cattleeOBMClGenomicscO2020cOihcOogk

4.5 6

56 ×iscoveringOlethalOallelesOacrossOtheOturkeyOgenomeOusingOaOtransmissionOratioOdistortionOapproacheO
AnimallGeneticscO2020cOmhcOpondppq 2.5 3

55 GenomedwideOassociationOstudyOtoOidentifyOgenomicOregionsOandOpositionalOcandidateOgenesO
associatedOwithOmaleOfertilityOinObeefOcattleeOScientificlReportscO2020cOhgcOighgi 4.9 8

54 ×iscriminatingObetweenOalleledOandOgenotypedspecificOtransmissionOratioOdistortioneOAnimallGeneticscO
2020cOmhcOplodpml 2.5 2

53 UseOofOgeneOexpressionOprofileOtoOidentifyOpotentiallyOrelevantOtranscriptsOtoOmyofibrillarO
fragmentationOindexOtraiteOFunctionallandlIntegrativelGenomicscO2020cOigcOngqdnhq 3.8 7

52 Nond†odingORNyOSequencingOofOβquineOβndometriumO×uringOMaternalORecognitionOofOPregnancyeO
GenescO2019cOhgcO 4.2 3

51 ScreeningOforOepistaticOselectionOsignaturesrOyOsimulationOstudyeOScientificlReportscO2019cOqcOhgin 4.9 3

50 yboutOtheOexistenceOofOcommonOdeterminantsOofOgeneOexpressionOinOtheOporcineOliverOandOskeletalO
muscleeOBMClGenomicscO2019cOigcOmhp 4.5 3

49 †omparingOtheOmRNyOexpressionOprofileOandOtheOgeneticOdeterminismOofOintramuscularOfatOtraitsOinO
theOporcineOgluteusOmediusOandOlongissimusOdorsiOmuscleseOBMClGenomicscO2019cOigcOhog 4.5 12
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48 ImplementationOofOzayesianOmethodsOtoOidentifyOSNPOandOhaplotypeOregionsOwithOtransmissionO
ratioOdistortionOacrossOtheOwholeOgenomerOTR×scanOvehegeOJournalloflDairylSciencecO2019cOhgicOkhomdkhpp 4 7

47 InvitedOreviewrO×eterminationOofOlargedscaleOindividualOdryOmatterOintakeOphenotypesOinOdairyOcattleeO
JournalloflDairylSciencecO2019cOhgicOonmmdonnk 4 18

46 GenomedwideOassociationOanalysisOforO˛†dhydroxybutyrateOconcentrationOinOMilkOinOHolsteinOdairyO
cattleeOBMClGeneticscO2019cOigcOmp 2.6 16

45 GeneticOmechanismsOregulatingOtheOhostOresponseOduringOmastitiseOJournalloflDairylSciencecO2019cO
hgicOqglkdqgmq 4 13

44 GeneticOandOgenomicOanalysesOofOembryoOproductionOinOdairyOcattleeOReproduction,lFertilitylandl
DevelopmentcO2019cOkicOmgdmm 1.8 1

43 yOgeneticOevaluationOofOgrowthcOultrasoundcOandOcarcassOtraitsOatOalternativeOslaughterOendpointsOinO
crossbredOheavyOlambseOJournalloflAnimallSciencecO2019cOqocOmihdmkm 0.7 4

42
NeuropeptidomeOofOtheOHypothalamusOandOPituitaryOGlandOofOIndicineOˆ�OTaurineOHeifersrOβvidenceO
ofO×ifferentialONeuropeptideOProcessingOinOtheOPituitaryOGlandObeforeOandOafterOPubertyeOJournallofl
ProteomelResearchcO2018cOhocOhpmidhpnm

5.6 8

41 LatedonsetOmeningealOlymphomatosisOinOmantleOcellOlymphomaOcontrolledOwithOchemotherapyeO
Neurologˆ›acO2018cOkkcOighdigi 1.4

40 cOcOandOβmergeOasOPredictedORegulatorsOofOlmiO×ifferentiallyOβxpressedOGenesOyssociatedOWithO
PubertyOinOzrahmanOHeiferseOFrontierslinlGeneticscO2018cOqcOpo 4.5 16

39 βxpressionOpatternsOandOgeneticOvariationOofOtheOovineOskeletalOmuscleOtranscriptomeOofOsheepOfromO
fiveOSpanishOmeatObreedseOScientificlReportscO2018cOpcOhglpn 4.9 4

38 ×ifferentialOexpressionOofOmRNyOisoformsOinOtheOskeletalOmuscleOofOpigsOwithOdistinctOgrowthOandO
fatnessOprofileseOBMClGenomicscO2018cOhqcOhlm 4.5 22

37 GeneticOmechanismsOunderlyingOspermaticOandOtesticularOtraitsOwithinOandOamongOcattleObreedsrO
systematicOreviewOandOprioritizationOofOGWySOresultseOJournalloflAnimallSciencecO2018cOqncOlqopdlqqq 0.7 10

36 †ombiningOmultidOMI†sOinformationOtoOidentifyOkeydregulatorOgenesOforOpleiotropicOeffectOonO
fertilityOandOproductionOtraitsOinObeefOcattleeOPLoSlONEcO2018cOhkcOegigmiqm 3.7 22

35 PredOandOpostdpubertyOexpressionOofOgenesOandOproteinsOinOtheOuterusOofOzosOindicusOheifersrOtheO
lutealOphaseOeffectOpostdpubertyeOAnimallGeneticscO2018cOlqcOmkqdmlq 2.5 8

34 RNydseqObasedOdetectionOofOdifferentiallyOexpressedOgenesOinOtheOskeletalOmuscleOofO×urocOpigsO
withOdistinctOlipidOprofileseOScientificlReportscO2017cOocOlgggm 4.9 32

33 GeneticOdiversityOandOsignaturesOofOselectionOinOvariousOgoatObreedsOrevealedObyOgenomedwideOSNPO
markerseOBMClGenomicscO2017cOhpcOiiq 4.5 70

32 JointOQTLOmappingOandOgeneOexpressionOanalysisOidentifyOpositionalOcandidateOgenesOinfluencingO
porkOqualityOtraitseOScientificlReportscO2017cOocOkqpkg 4.9 25

31 SNPOdetectionOusingORNydsequencesOofOcandidateOgenesOassociatedOwithOpubertyOinOcattleeOGeneticsl
andlMolecularlResearchcO2017cOhncO 1.2 26
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30 ighnOTRIβNNIyLOGROWTHOyN×O×βVβLOPMβNTOSYMPOSIUMrONewOperspectivesOandOinsightOonO
intramuscularOadiposeOtissueeOJournalloflAnimallSciencecO2017cOqmcOiilhdiilk 0.7 2

29 GlobalOdifferentialOgeneOexpressionOinOtheOpituitaryOglandOandOtheOovariesOofOpredOandOpostpubertalO
zrahmanOheiferseOJournalloflAnimallSciencecO2017cOqmcOmqqdnhm 0.7 16

28 GlobalOdifferentialOgeneOexpressionOinOtheOpituitaryOglandOandOtheOovariesOofOpredOandOpostpubertalO
zrahmanOheiferseOJournalloflAnimallSciencecO2017cOqmcOmqq 0.7 10

27 OmegadkOfattyOacidsOpartiallyOrevertOtheOmetabolicOgeneOexpressionOprofileOinducedObyOlongdtermO
calorieOrestrictioneOExperimentallGerontologycO2016cOoocOiqdko 4.5 3

26 ×evelopmentalOStagecOMuscleOandOGeneticOTypeOModifyOMuscleOTranscriptomeOinOPigsrOβffectsOonO
GeneOβxpressionOandORegulatoryOFactorsOInvolvedOinOGrowthOandOMetabolismeOPLoSlONEcO2016cOhhcOeghnopmp3.7 32

25 TranscriptomeOanalysesOidentifyOfiveOtranscriptionOfactorsOdifferentiallyOexpressedOinOtheO
hypothalamusOofOpostdOversusOprepubertalOzrahmanOheiferseOJournalloflAnimallSciencecO2016cOqlcOknqkdkogi0.7 16

24 ParallelOresponsesOofOhumanOepidermalOkeratinocytesOtoOinorganicOSbIIIOandOysIIIeOEnvironmentall
ChemistrycO2016cOhkcOqnkdqog 3.2 9

23 WilsonO×iseaserOβpigeneticOeffectsOofOcholineOsupplementationOonOphenotypeOandOclinicalOcourseOinO
aOmouseOmodeleOEpigeneticscO2016cOhhcOpgldphp 5.7 23

22 WolfOSubspeciesrOReplyOtoOWeckworthOetOaleOandOFredricksonOetOaleOJournalloflHereditycO2015cOhgncOlhodq 2.4 9

21 PeptidomicOanalysisOofOhealthyOandOsubclinicallyOmastiticObovineOmilkeOInternationallDairylJournalcO
2015cOlncOlndmi 3.5 27

20 SingleOnucleotideOpolymorphismOWSNPYOvariationOofOwolvesOW†anisOlupusYOinOSoutheastOylaskaOandO
comparisonOwithOwolvescOdogscOandOcoyotesOinONorthOymericaeOJournalloflHereditycO2015cOhgncOindkn 2.4 27

19 †omparativeOynalysisOofOMuscleOTranscriptomeObetweenOPigOGenotypesOIdentifiesOGenesOandO
RegulatoryOMechanismsOyssociatedOtoOGrowthcOFatnessOandOMetabolismeOPLoSlONEcO2015cOhgcOeghlmhni 3.7 52

18 GeneticOInfluencesOonO†attleOGrazingO×istributionrOyssociationOofOGeneticOMarkersOwithOTerrainOUseO
inO†attleeORangelandlEcologylandlManagementcO2015cOnpcOhlidhlq 2.2 30

17 †omparisonOofOfiveOdifferentORNyOsourcesOtoOexamineOtheOlactatingObovineOmammaryOglandO
transcriptomeOusingORNydSequencingeOScientificlReportscO2014cOlcOmiqo 4.9 92

16 MolecularOphylogenyOandOSNPOvariationOofOpolarObearsOWUrsusOmaritimusYcObrownObearsOWUeOarctosYcO
andOblackObearsOWUeOamericanusYOderivedOfromOgenomeOsequenceseOJournalloflHereditycO2014cOhgmcOkhidik2.4 14

15 RNydSequencingrOyOtoolOtoOexploreOnewOfrontiersOinOanimalOgeneticseOLivestocklSciencecO2014cOhnncOigndihn1.7 43

14 zovineOandOmurineOtissueOexpressionOofOinsulinOlikeOgrowthOfactordIeOGenecO2014cOmkmcOhghdm 3.8 5

13 MultidtissueOomicsOanalysesOrevealOmolecularOregulatoryOnetworksOforOpubertyOinOcompositeObeefO
cattleeOPLoSlONEcO2014cOqcOehgimmh 3.7 71

(2014-2017)
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12 yllelicOfrequenciesOofOPRKyGkOinOseveralOpigObreedsOandOitsOtechnologicalOconsequencesOonOaO×urocO
ˆ�OLandracedLargeOWhiteOcrosseOJournalloflAnimallBreedinglandlGeneticscO2013cOhkgcOkpidqk 2.9 8

11 RNyOsequencingOtoOstudyOgeneOexpressionOandOsingleOnucleotideOpolymorphismOvariationOassociatedO
withOcitrateOcontentOinOcowOmilkeOJournalloflDairylSciencecO2013cOqncOinkodinlp 4 39

10 zodyOcompositionOandOgeneOexpressionOQTLOmappingOinOmiceOrevealsOimprintingOandOinteractionO
effectseOBMClGeneticscO2013cOhlcOhgk 2.6 5

9 βarlyOpostmortemOgeneOexpressionOandOitsOrelationshipOtoOcompositionOandOqualityOtraitsOinOpigO
LongissimusOdorsiOmuscleeOJournalloflAnimallSciencecO2012cOqgcOkkimdkn 0.7 4

8 SegregationOofOregulatoryOpolymorphismsOwithOeffectsOonOtheOgluteusOmediusOtranscriptomeOinOaO
purebredOpigOpopulationeOPLoSlONEcO2012cOocOekmmpk 3.7 19

7 PorcineOintramuscularOfatOcontentOandOcompositionOareOregulatedObyOquantitativeOtraitOlociOwithO
muscledspecificOeffectseOJournalloflAnimallSciencecO2011cOpqcOiqnkdoh 0.7 44

6 TechnicalOnoterOβfficientOprotocolOforOisolationOofOtotalOribonucleicOacidOfromOlyophilizedOfatOandO
muscleOpigOsampleseOJournalloflAnimallSciencecO2010cOppcOllidm 0.7 6

5 FunctionalOandOassociationOstudiesOonOtheOpigOHMG†ROgenecOaOcholesteroldsynthesisOlimitingO
enzymeeOAnimalcO2010cOlcOiildkk 3.1 19

4 SNPOdiscoveryOinOtheObovineOmilkOtranscriptomeOusingORNydSeqOtechnologyeOMammalianlGenomecO
2010cOihcOmqidp 3.2 120

3 MuscleOtranscriptomicOprofilesOinOpigsOwithOdivergentOphenotypesOforOfatnessOtraitseOBMClGenomicscO
2010cOhhcOkoi 4.5 78

2
ycetyld†oyOcarboxylaseOandOstearoyld†oyOdesaturaseOproteinOexpressionOinOsubcutaneousOadiposeO
tissueOisOreducedOinOpigsOselectedOforOdecreasedObackfatOthicknessOatOconstantOintramuscularOfatO
contenteOJournalloflAnimallSciencecO2009cOpocOkqgmdhl

0.7 34

1 NucleotideOsequenceOandOassociationOanalysisOofOpigOapolipoproteindzOandOL×LdreceptorOgeneseO
AnimallBiotechnologycO2009cOigcOhhgdik 1.4 9
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