
Roland Eils

ListgofgPublicationsgbygYearging
DescendinggOrder

Source:ghttps:xxexalyvcomxauthorupdfx241y917xrolandueilsupublicationsubyuyearvpdf

Version:g2y24uy4u26g

ThisgdocumentghasgbeenggeneratedgbasedgongthegpublicationsgandgcitationsgrecordedgbygexalyvcomvgForg

theglatestgversiongofgthisgpublicationglisttgvisitgtheglinkggivengabovev

ThegthirdgcolumngisgthegimpactgfactorgoIFpgofgthegjournaltgandgthegfourthgcolumngisgthegnumbergofg

citationsgofgthegarticlev

436
papers

40,264
citations

88
h-index

195
g-index

475
ext. papers

51,861
ext. citations

11.3
avg, IF

7.1
L-index



j Paper IF Citations

436
zeuralInetworkVbasedIintegrationIofIpolygenicIandIclinicalIinformationfIdevelopmentIandI
validationIofIaIpredictionImodelIforIZYVyearIriskIofImajorIadverseIcardiacIeventsIinItheIβwIniobankI
cohortWWIThegLancetgDigitalgHealthUI2022UI_UIed_Vee_

14.4 2

435 mgeVäelatedIpifferencesIinIötructureIandIrunctionIofIzasalIqpithelialIoulturesIrromItealthyI
ohildrenIandIqlderlyI eopleWWIFrontiersgingImmunologyUI2022UIZ]UId[[_]c 8.4 0

434 öömyVlitefImIxightVWeightIWebImppIforIäapidImnalysisIofIöpatiallyIäesolvedIüranscriptomicsIpataWWI
FrontiersgingGeneticsUI2022UIZ]UIcdadcc 4.5 0

433 üemporalIcontrolIofItheIintegratedIstressIresponseIbyIaIstochasticImolecularIswitchWWIScienceg
AdvancesUI2022UIdUIeabk[Y[[ 14.3 0

432
mItargetableIProguePIneutrophilVsubsetUI[opZZbTpqspäT]IimmunotypeUIisIassociatedIwithIseverityI
andImortalityIinIacuteIrespiratoryIdistressIsyndromeIQmäpöRIandIo–VupVZeVmäpöWWIScientificgReports
UI2022UIZ[UIaad]

4.9 0

431 üheIgenomicIandItranscriptionalIlandscapeIofIprimaryIcentralInervousIsystemIlymphomaWWINatureg
CommunicationsUI2022UIZ]UI[aad 17.4 4

430 oomplementIactivationIinducesIexcessiveIüIcellIcytotoxicityIinIsevereIo–VupVZeWWICellUI2021UI 56.2 9

429 ömäöVooVV[IinfectionItriggersIprofibroticImacrophageIresponsesIandIlungIfibrosisWWICellUI2021UIZd_UIb[_]Vb[bZWe[c56.2 22

428 öingleVcellIanalysisIofIpatientVderivedI pmoIorganoidsIrevealsIcellIstateIheterogeneityIandIaI
conservedIdevelopmentalIhierarchyWINaturegCommunicationsUI2021UIZ[UIad[b 17.4 8

427 öingleVzucleusIandIunIöituIäzmVöequencingIäevealIoellIüopographiesIinItheItumanI ancreasWI
GastroenterologyUI2021UIZbYUIZ]]YVZ]__WeZZ 13.3 41

426 runctionalIötatesIinIüumorVunitiatingIoellIpifferentiationIinItumanIoolorectalIoancerWICancersUI2021
UIZ]UI 6.6 2

425 typerinflammationIasIunderlyingImechanismIpredisposingIpatientsIwithIcardiovascularIdiseasesI
forIsevereIo–VupVZeWIEuropeangHeartgJournalUI2021UI_[UIZc[YVZc[Z 9.5 3

424 seneIqxpressionIinIöolitaryIribrousIüumorsIQörüsRIoorrelatesIwithImnatomicIxocalizationIandI
zmn[VöümübIseneIrusionIVariantsWIAmericangJournalgofgPathologyUI2021UIZeZUIbY[VbZc 5.8 9

423 oharacterizingIgeneticIintraVtumorIheterogeneityIacrossI[UbadIhumanIcancerIgenomesWICellUI2021UI
Zd_UI[[]eV[[a_We]e 56.2 57

422 untegrativeIäankingIofIqnhancerIzetworksIracilitatesItheIpiscoveryIofIqpigeneticIyarkersIinI
oancerWIFrontiersgingGeneticsUI2021UIZ[UIbb_ba_ 4.5

421 mImethodIforItheIrationalIselectionIofIdrugIrepurposingIcandidatesIfromImultimodalIknowledgeI
harmonizationWIScientificgReportsUI2021UIZZUIZZY_e 4.9 3

420 wnowledgeIbasesIandIsoftwareIsupportIforIvariantIinterpretationIinIprecisionIoncologyWIBriefingsging
BioinformaticsUI2021UI[[UI 13.4 4

Roland Eils

2



419 yutationalImechanismsIshapingItheIcodingIandInoncodingIgenomeIofIgerminalIcenterIderivedI
nVcellIlymphomasWILeukemiaUI2021UI]aUI[YY[V[YZb 10.7 3

418 oellIsegmentationVfreeIinferenceIofIcellItypesIfromIinIsituItranscriptomicsIdataWINatureg
CommunicationsUI2021UIZ[UI]a_a 17.4 14

417 ömäöVooVV[VmediatedIdysregulationIofImetabolismIandIautophagyIuncoversIhostVtargetingI
antiviralsWINaturegCommunicationsUI2021UIZ[UI]dZd 17.4 53

416 mnalysisIofImutationalIsignaturesIwithIyetIanotherIpackageIforIsignatureIanalysisWIGenesg
ChromosomesgandgCancerUI2021UIbYUI]Z_V]]Z 5 12

415 –lfactoryItransmucosalIömäöVooVV[IinvasionIasIaIportIofIcentralInervousIsystemIentryIinIindividualsI
withIo–VupVZeWINaturegNeuroscienceUI2021UI[_UIZbdVZca 25.5 459

414 –ptogeneticIcontrolIofIzeisseriaImeningitidisIoaseIgenomeIeditingIusingIanIengineeredUI
lightVswitchableIantiVoäuö äIproteinWINucleicgAcidsgResearchUI2021UI_eUIe[e 20.1 8

413 typertensionIdelaysIviralIclearanceIandIexacerbatesIairwayIhyperinflammationIinIpatientsIwithI
o–VupVZeWINaturegBiotechnologyUI2021UI]eUIcYaVcZb 44.5 65

412  utativeIsecondIhitIrareIgeneticIvariantsIinIfamiliesIwithIseeminglyIsnmVassociatedI arkinsonPsI
diseaseWINpjgGenomicgMedicineUI2021UIbUI[ 6.2 1

411 yemoryVlikeItoVVspecificIopdIüIcellsIretainIaImolecularIscarIafterIcureIofIchronicItoVIinfectionWI
NaturegImmunologyUI2021UI[[UI[[eV[]e 19.1 27

410 pifferentiallyImethylatedIregionsIwithinIlungIcancerIriskIlociIareIenrichedIinIderegulatedI
enhancersWIEpigeneticsUI2021UIZVZb 5.7 1

409
xipomatousIöolitaryIribrousIüumorsItarborIäareIzmn[VöümübIrusionIVariantsIandIöhowI
βpVäegulationIofItheIseneI  mäsUIqncodingIforIaIäegulatorIofImdipocyteIpifferentiationWIAmericang
JournalgofgPathologyUI2021UIZeZUIZ]Z_VZ][_

5.8 3

408 üheIpzmImethylationIlandscapeIofImultipleImyelomaIshowsIextensiveIinterVIandIintrapatientI
heterogeneityIthatIfuelsItranscriptomicIvariabilityWIGenomegMedicineUI2021UIZ]UIZ[c 14.4 1

407  reVactivatedIantiviralIinnateIimmunityIinItheIupperIairwaysIcontrolsIearlyIömäöVooVV[IinfectionIinI
childrenWINaturegBiotechnologyUI2021UI 44.5 63

406 VirusVinducedIsenescenceIisIaIdriverIandItherapeuticItargetIinIo–VupVZeWINatureUI2021UIaeeUI[d]V[de 50.4 38

405 mnIqngineeringImpproachIüowardsIyultiVsiteIVirtualIyolecularIüumorInoardIöoftwareWI
CommunicationsgingComputergandgInformationgScienceUI2021UIZabVZcY 0.3

404 seneIsetIinferenceIfromIsingleVcellIsequencingIdataIusingIaIhybridIofImatrixIfactorizationIandI
variationalIautoencodersWINaturegMachinegIntelligenceUI2020UI[UIdYYVdYe 22.5 1

403 mutomatedI]pIlightVsheetIscreeningIwithIhighIspatiotemporalIresolutionIrevealsImitoticI
phenotypesWIJournalgofgCellgScienceUI2020UIZ]]UI 5.3 14

402
untegrativeImnalysisIofIyultiVomicsIpataIudentifiedIqsräIandI üsö[IasIweyIzodesIinIaIseneI
äegulatoryIzetworkIäelatedItoIummuneI henotypesIinIteadIandIzeckIoancerWIClinicalgCancerg
ResearchUI2020UI[bUI]bZbV]b[d

12.9 21
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401 o–VupVZeIseverityIcorrelatesIwithIairwayIepitheliumVimmuneIcellIinteractionsIidentifiedIbyI
singleVcellIanalysisWINaturegBiotechnologyUI2020UI]dUIecYVece 44.5 487

400 z–üotItargetIgeneItqöaImediatesIoncogenicIandItumorIsuppressiveIfunctionsIinI
hepatocarcinogenesisWIOncogeneUI2020UI]eUI]Z[dV]Z__ 9.2 13

399 senomicIfootprintsIofIactivatedItelomereImaintenanceImechanismsIinIcancerWINatureg
CommunicationsUI2020UIZZUIc]] 17.4 40

398 üheIlandscapeIofIviralIassociationsIinIhumanIcancersWINaturegGeneticsUI2020UIa[UI][YV]]Y 36.3 113

397 oouplingIoaseItoIartificialIinhibitoryIdomainsIenhancesIoäuö äVoaseItargetIspecificityWIScienceg
AdvancesUI2020UIbUIeaayYZdc 14.3 21

396 oomputationalIdesignIofIantiVoäuö äIproteinsIwithIimprovedIinhibitionIpotencyWINaturegChemicalg
BiologyUI2020UIZbUIc[aVc]Y 11.7 7

395 WholeVgenomeIfingerprintIofItheIpzmImethylomeIduringIchemicallyIinducedIdifferentiationIofItheI
humanImyxIcellIlineItxVbYXö_WIBiologygOpenUI2020UIeUI 2.2 1

394 rollicularIüIhelperIcellsIshapeItheItoVVspecificIop_TIüIcellIrepertoireIafterIvirusIeliminationWI
JournalgofgClinicalgInvestigationUI2020UIZ]YUIeedVZYYe 15.9 26

393 öhinynutchäfIunteractiveIzyrVbasedIdecompositionIworkflowIofIgenomeVscaleIdatasetsWIBiologyg
MethodsgandgProtocolsUI2020UIaUIbpaaY[[ 2.4 2

392 yembershipIunferenceImgainstIpzmIyethylationIpatabasesI2020UI 1

391 üranscriptomeIprofilingIrevealsIöilibininIdoseVdependentIresponseInetworkIinInonVsmallIlungI
cancerIcellsWIPeerJUI2020UIdUIeZY]c] 3.1 3

390 seneticIunteractionsIandIüissueIöpecificityIyodulateItheImssociationIofIyutationsIwithIprugI
äesponseWIMoleculargCancergTherapeuticsUI2020UIZeUIe[cVe]b 6.1 0

389 rrameworkIforIqualityIassessmentIofIwholeIgenomeIcancerIsequencesWINaturegCommunicationsUI
2020UIZZUIaY_Y 17.4 1

388
zuclearIzä_m[IQzurrZRIummunostainingIisIaIzovelIyarkerIforImcinicIoellIoarcinomaIofItheIöalivaryI
slandsIxackingItheIolassicIzä_m]IQz–äVZRIβpregulationWIAmericangJournalgofgSurgicalgPathologyUI
2020UI__UIZ[eYVZ[e[

6.7 7

387 äetrospectiveIevaluationIofIwholeIexomeIandIgenomeImutationIcallsIinIc_bIcancerIsamplesWI
NaturegCommunicationsUI2020UIZZUI_c_d 17.4 10

386 slioblastomaIepigenomeIprofilingIidentifiesIö–XZYIasIaImasterIregulatorIofImolecularItumourI
subtypeWINaturegCommunicationsUI2020UIZZUIb_]_ 17.4 7

385 ömäöVooVV[IreceptorImoq[IandIüy äöö[IareIprimarilyIexpressedIinIbronchialItransientIsecretoryI
cellsWIEMBOgJournalUI2020UI]eUIeZYaZZ_ 13 538

384  henoVseqIVIlinkingIvisualIfeaturesIandIgeneIexpressionIinI]pIcellIcultureIsystemsWIScientificgReports
UI2019UIeUIZ[]bc 4.9 10
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383 öegregationIandIpotentialIfunctionalIimpactIofIaIrareIstopVgainI mn o_xIvariantIinIfamilialIatypicalI
 arkinsonismWIScientificgReportsUI2019UIeUIZ]acb 4.9 1

382 qnhancerIhijackingIactivatesIoncogenicItranscriptionIfactorIzä_m]IinIacinicIcellIcarcinomasIofItheI
salivaryIglandsWINaturegCommunicationsUI2019UIZYUI]bd 17.4 89

381 peconvolutionIofIsingleVcellImultiVomicsIlayersIrevealsIregulatoryIheterogeneityWINatureg
CommunicationsUI2019UIZYUI_cY 17.4 84

380 üsr˛†VinducedIcytoskeletalIremodelingImediatesIelevationIofIcellIstiffnessIandIinvasivenessIinI
zöoxoWIScientificgReportsUI2019UIeUIcbbc 4.9 17

379 umpactIofIcancerImutationalIsignaturesIonItranscriptionIfactorImotifsIinItheIhumanIgenomeWIBMCg
MedicalgGenomicsUI2019UIZ[UIb_ 3.7 9

378 öomaticImutationsIandIpromotorImethylationIofItheIryanodineIreceptorI[IisIaIcommonIeventIinItheI
pathogenesisIofIheadIandIneckIcancerWIInternationalgJournalgofgCancerUI2019UIZ_aUI][eeV]]ZY 7.5 19

377 yutationalIpatternsIandIregulatoryInetworksIinIepigeneticIsubgroupsIofImeningiomaWIActag
NeuropathologicaUI2019UIZ]dUI[eaV]Yd 14.3 27

376 xeveragingIimplicitIknowledgeIinIneuralInetworksIforIfunctionalIdissectionIandIengineeringIofI
proteinsWINaturegMachinegIntelligenceUI2019UIZUI[[aV[]a 22.5 10

375
xongitudinalItrendsIofIserumIugqIandIuxaämIexpressionIthroughoutIchildhoodIareIassociatedIwithI
asthmaIbutInotIwithIpersistentIwheezeWIAllergy:gEuropeangJournalgofgAllergygandgClinicalgImmunology
UI2019UIc_UI[YY[V[YYb

9.3 2

374 oellVspecificIoäuö äVoaseIactivationIbyImicroäzmVdependentIexpressionIofIantiVoäuö äIproteinsWI
NucleicgAcidsgResearchUI2019UI_cUIeca 20.1 49

373 äesponseItoIolaparibIinIaIgermlineImutatedIprostateIcancerIandIgeneticIeventsIassociatedIwithI
resistanceWIJournalgofgPhysicalgEducationgandgSportsgManagementUI2019UIaUI 2.8 21

372 pefectiveIhomologousIrecombinationIpzmIrepairIasItherapeuticItargetIinIadvancedIchordomaWI
NaturegCommunicationsUI2019UIZYUIZb]a 17.4 33

371 senomicIandItranscriptomicIchangesIcomplementIeachIotherIinItheIpathogenesisIofIsporadicI
nurkittIlymphomaWINaturegCommunicationsUI2019UIZYUIZ_ae 17.4 49

370 zwIcellsIswitchIfromIgranzymeInItoIdeathIreceptorVmediatedIcytotoxicityIduringIserialIkillingWI
JournalgofgExperimentalgMedicineUI2019UI[ZbUI[ZZ]V[Z[c 16.6 94

369 zuclearIzä_m]IummunostainingIusIaIöpecificIandIöensitiveIzovelIyarkerIforImcinicIoellIoarcinomaI
ofItheIöalivaryIslandsWIAmericangJournalgofgSurgicalgPathologyUI2019UI_]UIZ[b_VZ[c[ 6.7 47

368 oomprehensiveImnalysisIofIohromatinIötatesIinImtypicalIüeratoidXähabdoidIüumorIudentifiesI
pivergingIäolesIforIöWuXözrIandI olycombIinIseneIäegulationWICancergCellUI2019UI]aUIeaVZZYWed 24.3 40

367 üheIlandscapeIofIgenomicIalterationsIacrossIchildhoodIcancersWINatureUI2018UIaaaUI][ZV][c 50.4 603

366 nioyodelsfIexpandingIhorizonsItoIincludeImoreImodellingIapproachesIandIformatsWINucleicgAcidsg
ResearchUI2018UI_bUIpZ[_dVpZ[a] 20.1 54
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365 outisIlaxaUIexocrineIpancreaticIinsufficiencyIandIalteredIcellularImetabolomicsIasIadditionalI
symptomsIinIaInewIpatientIwithImü bm ZVopsWIMoleculargGeneticsgandgMetabolismUI2018UIZ[]UI]b_V]c_ 3.7 15

364 untegrativeIgenomicIandItranscriptomicIanalysisIofIleiomyosarcomaWINaturegCommunicationsUI2018UI
eUIZ__ 17.4 115

363 mediatesItheIimpactIofIprenatalIbisphenolImIexposureIonIlongVtermIbodyIweightIdevelopmentWI
ClinicalgEpigeneticsUI2018UIZYUIad 7.7 40

362 yaternalIphthalateIexposureIpromotesIallergicIairwayIinflammationIoverI[IgenerationsIthroughI
epigeneticImodificationsWIJournalgofgAllergygandgClinicalgImmunologyUI2018UIZ_ZUIc_ZVca] 11.5 56

361 tistmedIVImnI–penI latformImpproachItoIqnhanceIoareIandIäesearchIacrossIunstitutionalI
noundariesWIMethodsgofgInformationgingMedicineUI2018UIacUIebbVedZ 1.5 37

360 pissectingI rivacyIäisksIinIniomedicalIpataI2018UI 6

359 qnrichedteatmapfIanIäXnioconductorIpackageIforIcomprehensiveIvisualizationIofIgenomicIsignalI
associationsWIBMCgGenomicsUI2018UIZeUI[]_ 4.5 67

358 senomicIfeaturesIofIrenalIcellIcarcinomaIwithIvenousItumorIthrombusWIScientificgReportsUI2018UIdUIc_cc 4.9 9

357 öpectrumIandIprevalenceIofIgeneticIpredispositionIinImedulloblastomafIaIretrospectiveIgeneticI
studyIandIprospectiveIvalidationIinIaIclinicalItrialIcohortWILancetgOncologysgTheUI2018UIZeUIcdaVced 21.7 159

356 βnravelingImitoticIproteinInetworksIbyI]pImultiplexedIepitopeIdrugIscreeningWIMoleculargSystemsg
BiologyUI2018UIZ_UIed[]d 12.2 0

355 äigidIandInonVrigidIregistrationIofIpolarizedIlightIimagingIdataIforI]pIreconstructionIofItheI
temporalIlobeIofItheIhumanIbrainIatImicrometerIresolutionWINeuroImageUI2018UIZdZUI[]aV[aZ 7.9 12

354 ramilialIoancerIVariantI rioritizationI ipelineIversionI[IQroV  v[RIappliedItoIaIpapillaryIthyroidI
cancerIfamilyWIScientificgReportsUI2018UIdUIZZb]a 4.9 15

353 üagmentationVnasedIxibraryI reparationIforIxowIpzmIunputIWholeIsenomeInisulfiteIöequencingWI
MethodsgingMoleculargBiologyUI2018UIZcYdUIZYaVZ[[ 1.4 7

352 qarlyVonsetIchildhoodIatopicIdermatitisIisIrelatedItoIzxä [IrepressionWIJournalgofgAllergygandg
ClinicalgImmunologyUI2018UIZ_ZUIZ_d[VZ_daWeZb 11.5 12

351
 ancreaticIpuctalImdenocarcinomaIöubtypingIβsingItheIniomarkersItepatocyteIzuclearIractorVZmI
andIoytokeratinVdZIoorrelatesIwithI–utcomeIandIüreatmentIäesponseWIClinicalgCancergResearchUI
2018UI[_UI]aZV]ae

12.9 60

350 WholeIgenomeIsequencingIputsIforwardIhypothesesIonImetastasisIevolutionIandItherapyIinI
colorectalIcancerWINaturegCommunicationsUI2018UIeUI_cd[ 17.4 51

349 WebVbasedIdesignIandIanalysisItoolsIforIoäuö äIbaseIeditingWIBMCgBioinformaticsUI2018UIZeUIa_[ 3.6 70

348 yolecularIqvolutionIofIqarlyV–nsetI rostateIoancerIudentifiesIyolecularIäiskIyarkersIandIolinicalI
ürajectoriesWICancergCellUI2018UI]_UIeebVZYZZWed 24.3 89
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347 öingleVrluorescentI roteinIäeportersImllowI arallelIQuantificationIofIzaturalIwillerIoellVyediatedI
sranzymeIandIoaspaseImctivitiesIinIöingleIüargetIoellsWIFrontiersgingImmunologyUI2018UIeUIZd_Y 8.4 9

346 qngineeredIantiVoäuö äIproteinsIforIoptogeneticIcontrolIofIoäuö äVoaseWINaturegMethodsUI2018UI
ZaUIe[_Ve[c 21.6 109

345 oontrollingIoellsIwithIxightIandIx–VWIAdvancedgBiologyUI2018UI[UIZdYYYed 3.5 9

344 üheItranscriptomicIandIepigeneticImapIofIvascularIquiescenceIinItheIcontinuousIlungIendotheliumWI
ELifeUI2018UIcUI 8.9 25

343 zucleosomeIrepositioningIduringIdifferentiationIofIaIhumanImyeloidIleukemiaIcellIlineWINucleusUI
2017UIdUIZddV[Y_ 3.9 12

342
üheIbenzeneImetaboliteIZU_VbenzoquinoneIreducesIregulatoryIüVcellIfunctionfIm´ potentialI
mechanismIforItobaccoIsmokeVassociatedIatopicIdermatitisWIJournalgofgAllergygandgClinicalg
ImmunologyUI2017UIZ_YUIbY]VbYa

11.5 2

341 piagnosisIofIoo mzIbyIwholeIexomeIsequencingfIWakingIupIaIsleepingItigerPsIeyeWIAmericang
JournalgofgMedicalgGeneticssgPartgAUI2017UIZc]UIZdcdVZddb 2.5 21

340 yeningiomasIinducedIbyIlowVdoseIradiationIcarryIstructuralIvariantsIofIzr[IandIaIdistinctI
mutationalIsignatureWIActagNeuropathologicaUI2017UIZ]_UIZaaVZad 14.3 19

339 QuantitativeIdiagnosisIofIbreastItumorsIbyImorphometricIclassificationIofImicroenvironmentalI
myoepithelialIcellsIusingIaImachineIlearningIapproachWIScientificgReportsUI2017UIcUI_bc][ 4.9 19

338  recisionIoncologyIbasedIonIomicsIdatafIüheIzoüIteidelbergIexperienceWIInternationalgJournalgofg
CancerUI2017UIZ_ZUIdccVddb 7.5 82

337 seneticIsubcloneIarchitectureIofItumorIcloneVinitiatingIcellsIinIcolorectalIcancerWIJournalgofg
ExperimentalgMedicineUI2017UI[Z_UI[Yc]V[Ydd 16.6 23

336 ppX]XImutationsIinItwoIgirlsIwithIaIphenotypeIoverlappingIüorielloVoareyIsyndromeWIAmericang
JournalgofgMedicalgGeneticssgPartgAUI2017UIZc]UIZ]beVZ]c] 2.5 23

335 QuantificationIofIsubstrateIandIcellularIstrainsIinIstretchableI]pIcellIculturesfIanIexperimentalIandI
computationalIframeworkWIJournalgofgMicroscopyUI2017UI[bbUIZZaVZ[a 1.9 2

334 üheItumanIoellImtlasI2017UI 41

333 üheIroleIofIVimentinIinIäegulatingIoellIunvasiveIyigrationIinIpenseIoulturesIofInreastIoarcinomaI
oellsWINanogLettersUI2017UIZcUIbe_ZVbe_d 11.5 37

332 üranscriptionIfactorsUIcoregulatorsUIandIepigeneticImarksIareIlinearlyIcorrelatedIandIhighlyI
redundantWIPLoSgONEUI2017UIZ[UIeYZdb][_ 3.7 10

331 oorrelatedIreceptorItransportIprocessesIbufferIsingleVcellIheterogeneityWIPLoSgComputationalg
BiologyUI2017UIZ]UIeZYYacce 5 5

330 QuantitativeIöingleVyoleculeIxocalizationIyicroscopyIQqöyxyRIofIyembraneI roteinsInasedIonI
wineticImnalysisIofIrluorophoreInlinkingIoyclesWIMethodsgingMoleculargBiologyUI2017UIZbb]UIZZaVZ[b 1.4 5
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329 üheIwholeVgenomeIlandscapeIofImedulloblastomaIsubtypesWINatureUI2017UIa_cUI]ZZV]Zc 50.4 472

328 WorkflowsIforImicroscopyIimageIanalysisIandIcellularIphenotypingWIJournalgofgBiotechnologyUI2017UI
[bZUIcYVca 3.7 14

327 –ü fImnIautomatizedIsystemIforImanagingIandIprocessingIzsöIdataWIJournalgofgBiotechnologyUI
2017UI[bZUIa]Vb[ 3.7 21

326 öcreeningIdrugIeffectsIinIpatientVderivedIcancerIcellsIlinksIorganoidIresponsesItoIgenomeI
alterationsWIMoleculargSystemsgBiologyUI2017UIZ]UIeaa 12.2 113

325 udentifyingI ersonalIpzmIyethylationI rofilesIbyIsenotypeIunferenceI2017UI 14

324 umpactIofIclinicalIexomesIinIneurodevelopmentalIandIneurometabolicIdisordersWIMoleculargGeneticsg
andgMetabolismUI2017UIZ[ZUI[ecV]Yc 3.7 30

323 yutantIwuüIasIimatinibVsensitiveItargetIinImetastaticIsinonasalIcarcinomaWIAnnalsgofgOncologyUI2017UI
[dUIZ_[VZ_d 10.3 16

322 ümxqzXoäuö äVmediatedIengineeringIofIaIpromoterlessIantiVviralIäzmiIhairpinIintoIanIendogenousI
miäzmIlocusWINucleicgAcidsgResearchUI2017UI_aUIe] 20.1 6

321 üheItumanIoellImtlasWIELifeUI2017UIbUI 8.9 937

320 udentificationIofIimmunotherapeuticItargetsIbyIgenomicIprofilingIofIrectalIzqüImetastasesWI
OncoImmunologyUI2016UIaUIeZ[Z]e]Z 7.2 8

319 äecurrentIyqüIfusionIgenesIrepresentIaIdrugItargetIinIpediatricIglioblastomaWINaturegMedicineUI
2016UI[[UIZ]Z_VZ][Y 50.5 137

318 üheIunternationalItumanIqpigenomeIoonsortiumfImInlueprintIforIöcientificIoollaborationIandI
piscoveryWICellUI2016UIZbcUIZZ_aVZZ_e 56.2 232

317 yYoXyuZZVdependentIgeneIrepressionIinverselyIcoordinatesItheIcircadianIclockIwithIcellIcycleIandI
proliferationWINaturegCommunicationsUI2016UIcUIZZdYc 17.4 65

316  edigreeIbasedIpzmIsequencingIpipelineIforIgermlineIgenomesIofIcancerIfamiliesWIHereditaryg
CancergingClinicalgPracticeUI2016UIZ_UIZb 2.3 5

315 öpatialInicheIformationIbutInotImalignantIprogressionIisIaIdrivingIforceIforIintratumouralI
heterogeneityWINaturegCommunicationsUI2016UIcUIncommsZZd_a 17.4 29

314  renatalImaternalIstressIandIwheezeIinIchildrenfInovelIinsightsIintoIepigeneticIregulationWIScientificg
ReportsUI2016UIbUI[dbZb 4.9 44

313 peathIreceptorVbasedIenrichmentIofIoaseVexpressingIcellsWIBMCgBiotechnologyUI2016UIZbUIZc 3.5 9

312 gtrellisfIanIäXnioconductorIpackageIforImakingIgenomeVlevelIürellisIgraphicsWIBMCgBioinformaticsUI
2016UIZcUIZbe 3.6 10
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311 mctiveImedulloblastomaIenhancersIrevealIsubgroupVspecificIcellularIoriginsWINatureUI2016UIa]YUIacVb[ 50.4 234

310 tilbertourvefIanIäXnioconductorIpackageIforIhighVresolutionIvisualizationIofIgenomicIdataWI
BioinformaticsUI2016UI][UI[]c[V_ 7.2 16

309 –ptogeneticIcontrolIofInuclearIproteinIexportWINaturegCommunicationsUI2016UIcUIZYb[_ 17.4 132

308 oY ]maImediatesIbasalIandIacquiredItherapyIresistanceIinIdifferentIsubtypesIofIpancreaticIductalI
adenocarcinomaWINaturegMedicineUI2016UI[[UI[cdVdc 50.5 148

307 uncreasedIvitaminIpIlevelsIatIbirthIandIinIearlyIinfancyIincreaseIoffspringIallergyIriskVevidenceIforI
involvementIofIepigeneticImechanismsWIJournalgofgAllergygandgClinicalgImmunologyUI2016UIZ]cUIbZYV] 11.5 32

306 mtypicalIüeratoidXähabdoidIüumorsImreIoomprisedIofIühreeIqpigeneticIöubgroupsIwithIpistinctI
qnhancerIxandscapesWICancergCellUI2016UI[eUI]ceV]e] 24.3 319

305 zewInrainIüumorIqntitiesIqmergeIfromIyolecularIolassificationIofIozöV zqüsWICellUI2016UIZb_UIZYbYVZYc[56.2 483

304 yixedIuntegerIxinearI rogrammingIbasedImachineIlearningIapproachIidentifiesIregulatorsIofI
telomeraseIinIyeastWINucleicgAcidsgResearchUI2016UI__UIee] 20.1 8

303 qnvironmentVinducedIepigeneticIreprogrammingIinIgenomicIregulatoryIelementsIinIsmokingI
mothersIandItheirIchildrenWIMoleculargSystemsgBiologyUI2016UIZ[UIdbZ 12.2 71

302 mlterationsIofImicroäzmIandImicroäzmVregulatedImessengerIäzmIexpressionIinIgerminalIcenterI
nVcellIlymphomasIdeterminedIbyIintegrativeIsequencingIanalysisWIHaematologicaUI2016UIZYZUIZ]dYVZ]de 6.6 31

301 äoleIofItheIqöoäüIoomplexesIinIüelomereIniologyWIMBioUI2016UIcUI 7.8 8

300 oopyIzumberImlterationsIinIqnzymeVoodingIandIoancerVoausingIsenesIäeprogramIüumorI
yetabolismWICancergResearchUI2016UIcbUI_YadVbc 10.1 16

299 oomplexIheatmapsIrevealIpatternsIandIcorrelationsIinImultidimensionalIgenomicIdataWI
BioinformaticsUI2016UI][UI[d_cVe 7.2 2316

298 mIcomprehensiveIcomparisonIofItoolsIforIdifferentialIohu VseqIanalysisWIBriefingsgingBioinformaticsUI
2016UIZcUIea]Vebb 13.4 62

297 –ptogeneticIoontrolIofIzuclearI roteinIumportIinIxivingIoellsIβsingIxightVunducibleIzuclearI
xocalizationIöignalsIQxuzuöRWICurrentgProtocolsgingChemicalgBiologyUI2016UIdUIZ]ZVZ_a 1.8 10

296 niologischeImnwendungenIausIdemInaukastenWIBioSpektrumUI2015UI[ZUI]YV]Z 0.1

295 öuppressionIofIearlyIhematogenousIdisseminationIofIhumanIbreastIcancerIcellsItoIboneImarrowIbyI
retinoicImcidVinducedI[WICancergDiscoveryUI2015UIaUIaYbVZe 24.4 27

294 xossIofIfunctionIofI sm ZIasIaIcauseIofIsevereIencephalopathyIidentifiedIbyIWholeIqxomeI
öequencingfIxessonsIofItheIbioinformaticsIpipelineWIMoleculargandgCellulargProbesUI2015UI[eUI][]Ve 3.3 21

(2015-2016)
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293 yapyyrlufIvisualizingIspatioVtemporalIrelationshipsIbetweenIrelatedIinfluenzaIsequencesWINucleicg
AcidsgResearchUI2015UI_]UIWa_cVaZ 20.1 5

292 typermutationItakesItheIdriverPsIseatWIGenomegMedicineUI2015UIcUI]Z 14.4 14

291 öu mZx]IidentifiedIbyIlinkageIanalysisIandIwholeVexomeIsequencingIasIaInovelIgeneIforIautosomalI
recessiveIcongenitalIcataractWIEuropeangJournalgofgHumangGeneticsUI2015UI[]UIZb[cV]] 5.3 15

290 pzmImethylomeIanalysisIinInurkittIandIfollicularIlymphomasIidentifiesIdifferentiallyImethylatedI
regionsIlinkedItoIsomaticImutationIandItranscriptionalIcontrolWINaturegGeneticsUI2015UI_cUIZ]ZbVZ][a 36.3 101

289 ürackingIVirusI articlesIinIrluorescenceIyicroscopyIumagesIβsingIyultiVöcaleIpetectionIandI
yultiVrrameImssociationWIIEEEgTransactionsgongImagegProcessingUI2015UI[_UI_Z[[V]b 8.7 16

288 nackboneIcircularizationIofInacillusIsubtilisIfamilyIZZIxylanaseIincreasesIitsIthermostabilityIandIitsI
resistanceIagainstIaggregationWIMoleculargBioSystemsUI2015UIZZUI][]ZV_] 12

287 oombinatorialItreatmentIofIopeaxIandIgemcitabineIinIpancreaticIcancerIcellsIinducesIapoptoticI
andIäu ZVmediatedInecroptoticIcellIdeathInetworkWIExperimentalgCellgResearchUI2015UI]]eUIZVe 4.2 15

286 mutomatedImnalysisIofIöingleVyoleculeI hotobleachingIpataIbyIötatisticalIyodelingIofIöpotI
 opulationsWIBiophysicalgJournalUI2015UIZYeUI[]a[Vb[ 2.9 24

285 nmZ[mIQüu aRIisIinvolvedIinIepigeneticIalterationsIinIprostateIcancerIandIitsIoverexpressionIpredictsI
diseaseIrecurrenceWINaturegGeneticsUI2015UI_cUI[[V]Y 36.3 99

284
äevisedIriskIestimationIandItreatmentIstratificationIofIlowVIandIintermediateVriskIneuroblastomaI
patientsIbyIintegratingIclinicalIandImolecularIprognosticImarkersWIClinicalgCancergResearchUI2015UI
[ZUIZeY_VZa

12.9 53

283 zonVrigidImultiVframeIregistrationIofIcellInucleiIinIliveIcellIfluorescenceImicroscopyIimageIdataWI
MedicalgImagegAnalysisUI2015UIZeUIZVZ_ 15.4 11

282
xargeVscaleItrackingIandIclassificationIforIautomaticIanalysisIofIcellImigrationIandIproliferationUIandI
experimentalIoptimizationIofIhighVthroughputIscreensIofIneuroblastomaIcellsWICytometrygPartgA:g
thegJournalgofgthegInternationalgSocietygforgAnalyticalgCytologyUI2015UIdcUIa[_V_Y

4.6 9

281 –neUItwoIorIthreekI robingItheIstoichiometryIofImembraneIproteinsIbyIsingleVmoleculeI
localizationImicroscopyWIScientificgReportsUI2015UIaUIZ_Yc[ 4.9 105

280 QuantitativeIanalysisIofIchromatinIinteractionIchangesIuponIaI_W]IybIdeletionIatImouseI_q[WIBMCg
GenomicsUI2015UIZbUIed[ 4.5 2

279 öoIrareIweIneedItoIhuntIforIthemfIreframingItheIethicalIdebateIonIincidentalIfindingsWIGenomeg
MedicineUI2015UIcUId] 14.4 16

278 –nItheIroleIofIspatialIphaseIandIphaseIcorrelationIinIvisionUIillusionUIandIcognitionWIFrontiersging
ComputationalgNeuroscienceUI2015UIeUI_a 3.5 11

277 mIcomprehensiveIassessmentIofIsomaticImutationIdetectionIinIcancerIusingIwholeVgenomeI
sequencingWINaturegCommunicationsUI2015UIbUIZYYYZ 17.4 199

276 yechismofIpredictingItheImechanisticIimpactIofImutationsIandImodificationsIonImolecularI
interactionsWINucleicgAcidsgResearchUI2015UI_]UIeZY 20.1 57
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275 yutationsIinItheIöuXZX[IpathwayIandItheIpä–ötmXpsoädImiäzmImicroprocessorIcomplexIunderlieI
highVriskIblastemalItypeIWilmsItumorsWICancergCellUI2015UI[cUI[edV]ZZ 24.3 183

274 üheImutationalIpatternIofIprimaryIlymphomaIofItheIcentralInervousIsystemIdeterminedIbyI
wholeVexomeIsequencingWILeukemiaUI2015UI[eUIbccVda 10.7 104

273
–nItheIembryonicIcellIdivisionIbeyondItheIcontractileIringImechanismfIexperimentalIandI
computationalIinvestigationIofIeffectsIofIvitellineIconfinementUItemperatureIandIeggIsizeWIPeerJUI
2015UI]UIeZ_eY

3.1 3

272 qpigenomicIalterationsIdefineIlethalIouy VpositiveIependymomasIofIinfancyWINatureUI2014UIaYbUI__aVaY 50.4 434

271 senomeIsequencingIofIöttImedulloblastomaIpredictsIgenotypeVrelatedIresponseItoIsmoothenedI
inhibitionWICancergCellUI2014UI[aUI]e]V_Ya 24.3 469

270 pecodingItheIregulatoryIlandscapeIofImedulloblastomaIusingIpzmImethylationIsequencingWINature
UI2014UIaZYUIa]cV_Z 50.4 296

269 oreatingIfunctionalIengineeredIvariantsIofItheIsingleVmoduleInonVribosomalIpeptideIsynthetaseI
undoIbyIüIdomainIexchangeWIMoleculargBioSystemsUI2014UIZYUIZcYeVZd 28

268 äecurrentIät–mImutationsIinIpediatricInurkittIlymphomaItreatedIaccordingItoItheIztxVnryI
protocolsWIGenesgChromosomesgandgCancerUI2014UIa]UIeZZVb 5 44

267 udentificationIofIpzmImethylationIchangesIatIcisVregulatoryIelementsIduringIearlyIstepsIofItöoI
differentiationIusingItagmentationVbasedIwholeIgenomeIbisulfiteIsequencingWICellgCycleUI2014UIZ]UI]_cbVdc4.7 31

266 qfficientIkeratinocyteIdifferentiationIstrictlyIdependsIonIvzwVinducedIsolubleIfactorsIinIfibroblastsWI
JournalgofgInvestigativegDermatologyUI2014UIZ]_UIZ]][VZ]_Z 4.3 28

265 qngineeringIlightVinducibleInuclearIlocalizationIsignalsIforIpreciseIspatiotemporalIcontrolIofI
proteinIdynamicsIinIlivingIcellsWINaturegCommunicationsUI2014UIaUI__Y_ 17.4 157

264 udentificationIofIregulatoryInetworksIinItöosIandItheirIimmediateIprogenyIviaIintegratedI
proteomeUItranscriptomeUIandIpzmImethylomeIanalysisWICellgStemgCellUI2014UIZaUIaYcVa[[ 18 320

263 zetworkItopologyVbasedIdetectionIofIdifferentialIgeneIregulationIandIregulatoryIswitchesIinIcellI
metabolismIandIsignalingWIBMCgSystemsgBiologyUI2014UIdUIab 3.5

262 circlizeIumplementsIandIenhancesIcircularIvisualizationIinIäWIBioinformaticsUI2014UI]YUI[dZZV[ 7.2 1242

261 qnhancerIhijackingIactivatesIsruZIfamilyIoncogenesIinImedulloblastomaWINatureUI2014UIaZZUI_[dV]_ 50.4 377

260
pissectingItheIcontributionIofIactinIandIvimentinIintermediateIfilamentsItoImechanicalIphenotypeI
ofIsuspendedIcellsIusingIhighVthroughputIdeformabilityImeasurementsIandIcomputationalI
modelingWIJournalgofgBiomechanicsUI2014UI_cUI[aedVbYa

2.9 29

259 patabasesUIötandardsUIandIyodelingI latformsIforIöystemsIniologyI2014UIZbeVZd[

258 qstimatingItheIactivityIofItranscriptionIfactorsIbyItheIeffectIonItheirItargetIgenesWIBioinformaticsUI
2014UI]YUIi_YZVc 7.2 37

(2014-2015)
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257 oharacterizingIproteinIinteractionsIemployingIaIgenomeVwideIsiäzmIcellularIphenotypingIscreenWI
PLoSgComputationalgBiologyUI2014UIZYUIeZYY]dZ_ 5 7

256 pataVderivedImodelingIcharacterizesIplasticityIofIym wIsignalingIinImelanomaWIPLoSgComputationalg
BiologyUI2014UIZYUIeZYY]cea 5 17

255 mnIäzmiIscreenIidentifiesIwurZaIasIaInovelIregulatorIofItheIendocyticItraffickingIofIintegrinWIJournalg
ofgCellgScienceUI2014UIZ[cUI[_]]V_c 5.3 22

254 untraVIandIinterdimericIcaspaseVdIselfVcleavageIcontrolsIstrengthIandItimingIofIopeaVinducedI
apoptosisWISciencegSignalingUI2014UIcUIra[] 8.8 48

253 seneticIvariantsIinIapoptosisVrelatedIgenesIassociatedIwithIcolorectalIhyperplasiaWIGenesg
ChromosomesgandgCancerUI2014UIa]UIcbeVcd 5 1

252 mpplicationsIinIoancerIäesearchfIyathematicalIyodelsIofImpoptosisI2014UI_aaV_dZ

251 mIframeworkIforImodellingIgeneIregulationIwhichIaccommodatesInonVequilibriumImechanismsWI
BMCgBiologyUI2014UIZ[UIZY[ 7.3 39

250 untroducingIoomputationalIöystemsIniologyI2014UIZVd 3

249 äecurrentIsomaticIalterationsIofIrsräZIandIzüäw[IinIpilocyticIastrocytomaWINaturegGeneticsUI2013UI
_aUIe[cV][ 36.3 550

248 öignaturesIofImutationalIprocessesIinIhumanIcancerWINatureUI2013UIaYYUI_ZaV[Z 50.4 5895

247 öecretoryImeningiomasIareIdefinedIbyIcombinedIwxr_Iw_YeQIandIüämrcImutationsWIActag
NeuropathologicaUI2013UIZ[aUI]aZVd 14.3 158

246 üagmentationVbasedIwholeVgenomeIbisulfiteIsequencingWINaturegProtocolsUI2013UIdUI[Y[[V][ 18.8 108

245 typermutationIofItheIinactiveIXIchromosomeIisIaIfrequentIeventIinIcancerWICellUI2013UIZaaUIabcVdZ 56.2 50

244 öplicingoompassfIdifferentialIsplicingIdetectionIusingIäzmVseqIdataWIBioinformaticsUI2013UI[eUIZZ_ZVd 7.2 48

243 unflammationVmediatedIskinItumorigenesisIinducedIbyIepidermalIcVrosWIGenesgandgDevelopmentUI
2013UI[cUIZeaeVc] 12.6 43

242 senomeIsequencingfIaIsystematicIreviewIofIhealthIeconomicIevidenceWIHealthgEconomicsgReviewUI
2013UI]UI[e 2 38

241 untegrativeIgenomicIanalysesIrevealIanIandrogenVdrivenIsomaticIalterationIlandscapeIinIearlyVonsetI
prostateIcancerWICancergCellUI2013UI[]UIZaeVcY 24.3 259

240 oaspaseVdIcleavesIitsIsubstratesIfromItheIplasmaImembraneIuponIopeaVinducedIapoptosisWICellg
DeathgandgDifferentiationUI2013UI[YUIaeeVbZY 12.7 38
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239 yiningIquasiVbicliquesIfromItuVVZVhumanIproteinIinteractionInetworkfIaImultiobjectiveIbiclusteringI
approachWIIEEEvACMgTransactionsgongComputationalgBiologygandgBioinformaticsUI2013UIZYUI_[]V]a 3 20

238 piseaseVgeneIdiscoveryIbyIintegrationIofI]pIgeneIexpressionIandItranscriptionIfactorIbindingI
affinitiesWIBioinformaticsUI2013UI[eUI_bdVca 7.2 4

237 yodulationIofIserinesIZcIandI[_IinItheIxo]VinteractingIregionIofInnip]IdeterminesIproVsurvivalI
mitophagyIversusIapoptosisWIJournalgofgBiologicalgChemistryUI2013UI[ddUIZYeeVZZ] 5.4 275

236 untegrativeIpzmImethylationIandIgeneIexpressionIanalysisIinIhighVgradeIsoftItissueIsarcomasWI
GenomegBiologyUI2013UIZ_UIrZ]c 18.3 58

235 pecisionVtreeIbasedImodelIanalysisIforIefficientIidentificationIofIparameterIrelationsIleadingItoI
differentIsignalingIstatesWIPLoSgONEUI2013UIdUIed[ae] 3.7 9

234 ooverageIbiasIandIsensitivityIofIvariantIcallingIforIfourIwholeVgenomeIsequencingItechnologiesWI
PLoSgONEUI2013UIdUIebbb[Z 3.7 58

233 yultiVparametricIanalysisIandImodelingIofIrelationshipsIbetweenImitochondrialImorphologyIandI
apoptosisWIPLoSgONEUI2012UIcUIe[dbe_ 3.7 39

232 udentifyingIvirusVcellIfusionIinItwoVchannelIfluorescenceImicroscopyIimageIsequencesIbasedIonIaI
layeredIprobabilisticIapproachWIIEEEgTransactionsgongMedicalgImagingUI2012UI]ZUIZcdbVdYd 11.7 6

231 ürackingIvirusIparticlesIinIfluorescenceImicroscopyIimagesIusingItwoVstepImultiVframeIassociationI
2012UI 5

230 senomeIsequencingIofIpediatricImedulloblastomaIlinksIcatastrophicIpzmIrearrangementsIwithI
ü a]ImutationsWICellUI2012UIZ_dUIaeVcZ 56.2 600

229 äecurrentImutationIofItheIup]IgeneIinInurkittIlymphomaIidentifiedIbyIintegratedIgenomeUIexomeI
andItranscriptomeIsequencingWINaturegGeneticsUI2012UI__UIZ]ZbV[Y 36.3 317

228 üimeVlapseIimagingIofIneuroblastomaIcellsItoIdetermineIcellIfateIuponIgeneIknockdownWIPLoSgONE
UI2012UIcUIeaYedd 3.7 13

227 uosoI ednrainIVIdissectingItheIgenomicIcomplexityIunderlyingImedulloblastomaIusingI
wholeVgenomeIsequencingWIBMCgProceedingsUI2012UIbUI 2.3 1

226 miäVZcVapIregulatesIendocyticItraffickingIthroughItargetingIünoZp[XmrmusWIPLoSgONEUI2012UIcUIea[aaa3.7 27

225 pissectingItheIgenomicIcomplexityIunderlyingImedulloblastomaWINatureUI2012UI_ddUIZYYVa 50.4 623

224 yicroäzmIprofilingIofIprimaryIhighVgradeIsoftItissueIsarcomasWIGenesgChromosomesgandgCancerUI
2012UIaZUIed[Veb 5 30

223 xiveVcellIassaysItoIidentifyIregulatorsIofIqäVtoVsolgiItraffickingWITrafficUI2012UIZ]UI_ZbV][ 5.7 9

222 yultiparametricIimageIanalysisIrevealsIroleIofIoaveolinZIinIendosomalIprogressionIratherIthanI
internalizationIofIqsräWIFEBSgLettersUI2012UIadbUIZZceVde 3.8 13

(2012-2013)
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221 öüw[aIproteinImediatesIürkmIandIooy[IproteinVdependentIdeathIinIpediatricItumorIcellsIofIneuralI
originWIJournalgofgBiologicalgChemistryUI2012UI[dcUI[e[daVe 5.4 17

220
WholeVgenomeIanalysisIofIgeneIexpressionIassociatesItheIubiquitinVproteasomeIsystemIwithItheI
cardiomyopathyIphenotypeIinIdiseaseVsensitizedIcongenicImouseIstrainsWICardiovasculargResearchUI
2012UIe_UIdcVea

9.9 14

219 ürackingIVirusI articlesIinIyicroscopyIumagesIβsingIyultiVrrameImssociationWIInformatikgAktuellUI
2012UI[]ZV[]b 0.3

218 oellIürackingIforImutomaticIyigrationIandI roliferationImnalysisIinItighVühroughputIöcreensWI
InformatikgAktuellUI2012UI[_]V[_d 0.3

217 oaspaseVdIactivityIhasIanIessentialIroleIinIopeaXrasVmediatedIym wIactivationWICellgDeathgandg
DiseaseUI2011UI[UIe[Z[ 9.8 33

216 äecruitmentIandIactivationIofIaIlipidIkinaseIbyIhepatitisIoIvirusIzöamIisIessentialIforIintegrityIofItheI
membranousIreplicationIcompartmentWICellgHostgandgMicrobeUI2011UIeUI][V_a 23.4 385

215
terpesviralIreplicationIcompartmentsImoveIandIcoalesceIatInuclearIspecklesItoIenhanceIexportIofI
viralIlateImäzmWIProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI
2011UIZYdUIqZ]bV__

11.5 69

214  robingIcompressibilityIofItheInuclearIinteriorIinIwildVtypeIandIlaminIdeficientIcellsIusingI
microscopicIimagingIandIcomputationalImodelingWIJournalgofgBiomechanicsUI2011UI__UI[b_[Vd 2.9 7

213 nronchoalveolarIlavageIfluidIofIlungIcancerIpatientsfImappingItheIunchartedIwatersIusingI
proteomicsItechnologyWILunggCancerUI2011UIc[UIZ]bVd 5.9 12

212
zegativeIfeedbackIinItheIboneImorphogeneticIproteinI_IQny _RIsynexpressionIgroupIgovernsIitsI
dynamicIsignalingIrangeIandIcanalizesIdevelopmentWIProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaUI2011UIZYdUIZY[Y[Vc

11.5 56

211  roteomicIbronchiolitisIobliteransIsyndromeIriskImonitoringIinIlungItransplantIrecipientsWI
TransplantationUI2011UIe[UI_ccVda 1.8 11

210 zonrigidIregistrationIofI[VpIandI]VpIdynamicIcellInucleiIimagesIforIimprovedIclassificationIofI
subcellularIparticleImotionWIIEEEgTransactionsgongImagegProcessingUI2011UI[YUIZYZZV[[ 8.7 22

209 βnderstandingIlifeIandIdeathIatIopeaWIAdvancesgingExperimentalgMedicinegandgBiologyUI2011UIbeZUIZaZVbZ3.6 3

208 untegrationIofIactivatingIandIinhibitoryIreceptorIsignalingIbyIregulatedIphosphorylationIofIVavZIinI
immuneIcellsWISciencegSignalingUI2011UI_UIra]b 8.8 45

207 ooncurrentIdetectionIofIautolysosomeIformationIandIlysosomalIdegradationIbyIflowIcytometryIinI
aIhighVcontentIscreenIforIinducersIofIautophagyWIBMCgBiologyUI2011UIeUI]d 7.3 95

206 zormalizingIforIindividualIcellIpopulationIcontextIinItheIanalysisIofIhighVcontentIcellularIscreensWI
BMCgBioinformaticsUI2011UIZ[UI_da 3.6 18

205 oomparativeItranscriptomeIprofilingIofIamyloidIprecursorIproteinIfamilyImembersIinItheIadultI
cortexWIBMCgGenomicsUI2011UIZ[UIZbY 4.5 33

204 oomputationalIidentificationIofIsignallingIpathwaysIinI lasmodiumIfalciparumWIInfectionsgGeneticsg
andgEvolutionUI2011UIZZUIcaaVb_ 4.5 13
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203 ]pIsegmentationIandIquantificationIofImouseIembryonicIstemIcellsIinIfluorescenceImicroscopyI
imagesI2011UI 5

202 qnhancersIregulateIprogressionIofIdevelopmentIinImammalianIcellsWINucleicgAcidsgResearchUI2011UI
]eUIdbdeVcY[ 20.1 7

201 ürackingImultipleIparticlesIinIfluorescenceImicroscopyIimagesIviaIprobabilisticIdataIassociationI
2011UI 10

200 mrtesunateIactivatesImitochondrialIapoptosisIinIbreastIcancerIcellsIviaIironVcatalyzedIlysosomalI
reactiveIoxygenIspeciesIproductionWIJournalgofgBiologicalgChemistryUI2011UI[dbUIbadcVbYZ 5.4 174

199 äu fItheIregulatoryIinteractionIpredictorVVaImachineIlearningVbasedIapproachIforIpredictingItargetI
genesIofItranscriptionIfactorsWIBioinformaticsUI2011UI[cUI[[]eV_c 7.2 16

198 ötatisticalIöhapeIüheoryIandIäegistrationIyethodsIforImnalyzingItheI]pImrchitectureIofIohromatinI
inIunterphaseIoellIzucleiI2011UIZ]ZVZ_c

197 ]pIöegmentationIandIQuantificationIofIyouseIqmbryonicIötemIoellsIinIrluorescenceIyicroscopyI
umagesWIInformatikgAktuellUI2011UI]_V]d 0.3

196 oontactlessIdeterminationIofInuclearIcompressibilityIusingI]pIimageVIandImodelVbasedIanalysisIofI
drugVinducedIcellularIdeformationWIJournalgofgMicroscopyUI2010UI[_YUI[ZbV[b 1.9 2

195 untegratedIgenomicIprofilingIidentifiesItwoIdistinctImolecularIsubtypesIwithIdivergentIoutcomeIinI
neuroblastomaIwithIlossIofIchromosomeIZZqWIOncogeneUI2010UI[eUIdbaVca 9.2 23

194  henotypicIprofilingIofItheIhumanIgenomeIbyItimeVlapseImicroscopyIrevealsIcellIdivisionIgenesWI
NatureUI2010UI_b_UIc[ZVc 50.4 668

193 unternationalInetworkIofIcancerIgenomeIprojectsWINatureUI2010UI_b_UIee]Vd 50.4 1613

192 üheIyicromrrayIQualityIoontrolIQymQoRVuuIstudyIofIcommonIpracticesIforItheIdevelopmentIandI
validationIofImicroarrayVbasedIpredictiveImodelsWINaturegBiotechnologyUI2010UI[dUId[cV]d 44.5 644

191 xargeVscaleIinIsilicoImodelingIofImetabolicIinteractionsIbetweenIcellItypesIinItheIhumanIbrainWI
NaturegBiotechnologyUI2010UI[dUIZ[ceVda 44.5 206

190 oomparisonIofIperformanceIofIoneVcolorIandItwoVcolorIgeneVexpressionIanalysesIinIpredictingI
clinicalIendpointsIofIneuroblastomaIpatientsWIPharmacogenomicsgJournalUI2010UIZYUI[adVbb 3.5 56

189 mnIintegratedIgenomeIresearchInetworkIforIstudyingItheIgeneticsIofIalcoholIaddictionWIAddictiong
BiologyUI2010UIZaUI]beVce 4.6 49

188 yodelVbasedIdissectionIofIopeaIsignalingIdynamicsIrevealsIbothIaIproVIandIantiapoptoticIroleIofI
cVrxu xWIJournalgofgCellgBiologyUI2010UIZeYUI]ccVde 7.3 118

187  rognosticIimpactIofIgeneIexpressionVbasedIclassificationIforIneuroblastomaWIJournalgofgClinicalg
OncologyUI2010UI[dUI]aYbVZa 2.2 106

186
mutoantibodiesIagainstItheIexocrineIpancreasIinIautoimmuneIpancreatitisfIgeneIandIproteinI
expressionIprofilingIandIimmunoassaysIidentifyIpancreaticIenzymesIasIaImajorItargetIofItheI
inflammatoryIprocessWIAmericangJournalgofgGastroenterologyUI2010UIZYaUI[YbYVcZ

0.7 96

(2010-2011)
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185  athWavefIdiscoveringIpatternsIofIdifferentiallyIregulatedIenzymesIinImetabolicIpathwaysWI
BioinformaticsUI2010UI[bUIZ[[aV]Z 7.2 19

184 petectingIhostIfactorsIinvolvedIinIvirusIinfectionIbyIobservingItheIclusteringIofIinfectedIcellsIinI
siäzmIscreeningIimagesWIBioinformaticsUI2010UI[bUIiba]Vd 7.2 10

183 pynamicsIwithinItheIopeaIdeathVinducingIsignalingIcomplexIdecideIlifeIandIdeathIofIcellsWI
MoleculargSystemsgBiologyUI2010UIbUI]a[ 12.2 117

182 –micIdataIfromIevolvedIqWIcoliIareIconsistentIwithIcomputedIoptimalIgrowthIfromIgenomeVscaleI
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