27

papers

31

all docs

471509

1,880 17
citations h-index
31 31
docs citations times ranked

526287
27

g-index

3004

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

The Mount Sinai cohort of large-scale genomic, transcriptomic and proteomic data in Alzheimer's
disease. Scientific Data, 2018, 5, 180185.

Complement C3aR Inactivation Attenuates Tau Pathology and Reverses an Immune Network Deregulated 81 306
in Tauopathy Models and Alzheimera€™s Disease. Neuron, 2018, 100, 1337-1353.e5. :

Microglia clear neuron-released I+-synuclein via selective autophagy and prevent neurodegeneration.
Nature Communications, 2020, 11, 1386.

Molecular subtyping of Alzheimera€™s disease using RNA sequencing data reveals novel mechanisms and

targets. Science Advances, 2021, 7, . 10.3 137

ALS-FTLD-linked mutations of SQSTM1/p62 disrupt selective autophagy and NFE2L2/NRF2 anti-oxidative
stress pathway. Autophagy, 2020, 16, 917-931.

Transformative Network Modeling of Multi-omics Data Reveals Detailed Circuits, Key Regulators, and 81 108
Potential Therapeutics for Alzheimerd€™s Disease. Neuron, 2021, 109, 257-272.e14. :

Parkinson's Disease-Associated LRRK2 Hyperactive Kinase Mutant Disrupts Synaptic Vesicle Trafficking
in Ventral Midbrain Neurons. Journal of Neuroscience, 2017, 37, 11366-11376.

The landscape of multiscale transcriptomic networks and key regulators in Parkinsona€™s disease. 12.8 82
Nature Communications, 2019, 10, 5234. :

Autophagy protein NRBF2 has reduced expression in Alzheimerd€™s brains and modulates memory and
amyloid-beta homeostasis in mice. Molecular Neurodegeneration, 2019, 14, 43.

Integrative metabolomicsa€genomics approach reveals key metabolic pathways and regulators of 0.8 57
Alzheimer's disease. Alzheimer's and Dementia, 2022, 18, 1260-1278. :

Guidelines for bioinformatics of single-cell sequencing data analysis in Alzheimera€™s disease: review,
recommendation, implementation and application. Molecular Neurodegeneration, 2022, 17, 17.

The landscape of human tissue and cell type specific expression and co-regulation of senescence 108 34
genes. Molecular Neurodegeneration, 2022, 17, 5. )

Synj1 haploinsufficiency causes dopamine neuron vulnerability and alpha-synuclein accumulation in
mice. Human Molecular Genetics, 2020, 29, 2300-2312.

The Hippocampal Proteomic Analysis of Senescence-Accelerated Mouse: Implications of Uchl3 and
Mitofilin in Cognitive Disorder and Mitochondria Dysfunction in SAMP8. Neurochemical Research, 3.3 26
2008, 33,1776-1782.

Growth Differentiation Factor 9 (GDF9) Forms an Incoherent Feed-forward Loop Modulating
Follicle-stimulating Hormone 12-Subunit (FSHI2) Gene Expression. Journal of Biological Chemistry, 2014,
289,16164-16175.

hUC-MSCs ameliorated CUMS-induced depression by modulating complement C3 signaling-mediated
microglial polarization during astrocyte-microglia crosstalk. Brain Research Bulletin, 2020, 163, 3.0 23
109-119.

Outside the box signaling: Secreted factors modulate GnRH receptor-mediated gonadotropin

regulation. Molecular and Cellular Endocrinology, 2014, 385, 56-61.

12-Catenin Regulates GnRH-Induced FSHi2 Gene Expression. Molecular Endocrinology, 2013, 27, 224-237. 3.7 17



20

22

24

26

QIAN WANG

ARTICLE IF CITATIONS

Sexa€specific peripheral and central responses to stressd€induced depression and treatment in a mouse
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