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52 yifferentialOcharacteristicsOofOmammalianOandOtickbderivedOpromotersOtoOtriggerOproteinOexpressionO
inOtransfectedOtickOcellOlinesccOTickshandhTickybornehDiseasesaO2022aOfhaOfefnek 3.6

51 zvidenceOofOHumanOzxposureOtoOTamdyOVirusaONorthwestOxhinacOEmerginghInfectioushDiseasesaO2021aO
glaOhfkkbhfle 10.2 1

50 vntibodyOneutralizationOtoOSvRSbxoVbgOandOvariantsOafterOoneOyearOinOWuhanaOxhinacO
InnovationrChinasaO2021aOfeefmf 17.8 5

49 IdentificationOandOgenomeOanalysisOofOaOnovelOpicornavirusOfromOcaptiveObelugasOWyelphinapterusO
leucasXOinOxhinacOScientifichReportsaO2021aOffaOgfefm 4.9 0

48 SvRSbxoVbgOinfectionOinducesOsustainedOhumoralOimmuneOresponsesOinOconvalescentOpatientsO
followingOsymptomaticOxOVIybfncONaturehCommunicationsaO2021aOfgaOfmfh 17.4 109

47 SvRSbxoVbgOinteractsOwithOplateletsOandOmegakaryocytesOviaOvxzgbindependentOmechanismcO
JournalhofhHematologyhandhOncologyaO2021aOfiaOlg 22.4 27

46 vOSvRSbxoVbgOneutralizingOantibodyOwithOextensiveOSpikeObindingOcoverageOandOmodifiedOforO
optimalOtherapeuticOoutcomescONaturehCommunicationsaO2021aOfgaOgkgh 17.4 25

45 StructuralObasisOforOSvRSbxoVbgOneutralizingOantibodiesOwithOnovelObindingOepitopescOPLoShBiologyaO
2021aOfnaOeheefgen 9.7 16

44 yecliningOLevelsOofONeutralizingOvntibodiesOvgainstOSvRSbxoVbgOinOxonvalescentOxOVIybfnOPatientsO
OneOYearOPostOSymptomOOnsetcOFrontiershinhImmunologyaO2021aOfgaOlemjgh 8.4 27

43 TetrasubstitutedOimidazolesOasOincognitoOTollblikeOreceptorOmOaWntaXgonistscONaturehCommunicationsaO
2021aOfgaOihjf 17.4 1

42 IdentificationaOIsolationaOandOxharacterizationOofOanOzctromeliaOVirusONewOStrainOfromOanO
zxperimentalOMousecOVirologicahSinicaaO2021aOhkaOfjjbfjm 6.4 1

41 ImmunologicalOdetectionOofOserumOantibodiesOinOpediatricOmedicalOworkersOexposedOtoOvaryingO
levelsOofOSvRSbxoVbgcOJournalhofhInfectionaO2021aOmgaOfjnbfnm 18.9 6

40 NovelOSεTSVOPhylogenyORevealsONewOReassortmentOzventsOandOMigrationORoutescOVirologicahSinicaaO
2021aOhkaOheebhfe 6.4 4

39 MetagenomicOProfilingOofOVirusesOvssociatedOwithORhipicephalusOmicroplusOTicksOinOYunnanO
ProvinceaOxhinacOVirologicahSinicaaO2021aOhkaOkghbkhj 6.4 11

38 εineOmappingOepitopeOonOGlycoproteinbGnOfromOSevereOεeverOwithOThrombocytopeniaOSyndromeO
ViruscOPLoShONEaO2021aOfkaOeegimeej 3.7 0

37 yifferentialOxellOLineOSusceptibilityOtoOxrimeanbxongoOHemorrhagicOεeverOViruscOFrontiershinhCellularh
andhInfectionhMicrobiologyaO2021aOffaOkimell 5.9 2

36 OccurrenceOofOxOVIybfnOSymptomsOyuringOSvRSbxoVbgOInfectionOyefinesOWaningOofOHumoralO
ImmunitycOFrontiershinhImmunologyaO2021aOfgaOlggegl 8.4 3
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NonbstructuralOProteinsOofOSevereOεeverOWithOThrombocytopeniaOSyndromeOVirusOSuppressORNvO
SynthesisOinOaOTranscriptionallyOvctiveOcyNvbyerivedOViralORNvOSynthesisOSystemcOFrontiershinh
MicrobiologyaO2021aOfgaOlenjfl

5.7

34 ViromesOandOsurveysOofORNvOvirusesOinOcamelbderivedOticksOrevealingOtransmissionOpatternsOofOnovelO
tickbborneOviralOpathogensOinOKenyacOEmerginghMicrobeshandhInfectionsaO2021aOfeaOfnljbfnml 18.9 1

33 RecentOvdvancesOinOwunyavirusOReverseOGeneticsOResearchoOSystemsOyevelopmentaOvpplicationsaO
andOεutureOPerspectivesccOFrontiershinhMicrobiologyaO2021aOfgaOllfnhi 5.7 3

32 SerologicOzvidenceOofOSevereOεeverOwithOThrombocytopeniaOSyndromeOVirusOandORelatedOVirusesOinO
PakistancOEmerginghInfectioushDiseasesaO2020aOgkaOfjfhbfjfk 10.2 18

31 StructureOofOsevereOfeverOwithOthrombocytopeniaOsyndromeOvirusOLOproteinOelucidatesOtheO
mechanismsOofOviralOtranscriptionOinitiationcONaturehMicrobiologyaO2020aOjaOmkibmlf 26.6 16

30 GenomicOandOtranscriptionalOanalysesOofOnovelOparvovirusesOidentifiedOfromOdeadOpeafowlcOVirologyaO
2020aOjhnaOmebnf 3.6 17

29 TranscriptomeOanalysisOofOtheOinnateOimmuneOsystemOofOHyalommaOasiaticumcOJournalhofh
InvertebratehPathologyaO2020aOfllaOfelimf 2.6 1

28 TaxonomyOofOtheOorderOwunyaviralesoOupdateOgefncOArchiveshofhVirologyaO2019aOfkiaOfninbfnkj 2.6 148

27 QuantitativeOProteomicOvnalysisORevealsOUnfoldedbProteinOResponseOInvolvedOinOSevereOεeverOwithO
ThrombocytopeniaOSyndromeOVirusOInfectioncOJournalhofhVirologyaO2019aOnhaO 6.6 9

26 HostOfactorOheatbshockOproteinOneOcontributesOtoObaculovirusObuddedOvirusOmorphogenesisOviaO
facilitatingOnuclearOactinOpolymerizationcOVirologyaO2019aOjhjaOgeebgen 3.6 6

25 εirstOcaseOofOlaboratorybconfirmedOsevereOfeverOwithOthrombocytopeniaOsyndromeOdiseaseOrevealedO
theOriskOofOSεTSVOinfectionOinOXinjiangaOxhinacOEmerginghMicrobeshandhInfectionsaO2019aOmaOffggbffgj 18.9 9

24 yetectionOandOcharacterizationOofOaOnovelOhepacivirusOinOlongbtailedOgroundOsquirrelsOWSpermophilusO
undulatusXOinOxhinacOArchiveshofhVirologyaO2019aOfkiaOgiefbgife 2.6 4

23 εineOepitopeOmappingOofOglycoproteinOGnOinOGuertuOviruscOPLoShONEaO2019aOfiaOeegghnlm 3.7 0

22 TheOεunctionalOOligomericOStateOofOTegumentOProteinOGPifOIsOzssentialOforOwaculovirusOwuddedO
VirionOandOOcclusionbyerivedOVirionOvssemblycOJournalhofhVirologyaO2018aOngaO 6.6 17

21 TickbworneOVirusescOVirologicahSinicaaO2018aOhhaOgfbih 6.4 41

20
IsolationaOxharacterizationaOandOPhylogeneticOvnalysisOofOTwoONewOxrimeanbxongoOHemorrhagicO
εeverOVirusOStrainsOfromOtheONorthernORegionOofOXinjiangOProvinceaOxhinacOVirologicahSinicaaO2018aO
hhaOlibmk

6.4 14

19 PrevalenceOandOPhylogeneticOvnalysisOofOxrimeanbxongoOHemorrhagicOεeverOVirusOinOTicksOfromO
yifferentOzcosystemsOinOXinjiangaOxhinacOVirologicahSinicaaO2018aOhhaOklblh 6.4 9

18 vOnovelOtickbborneOphlebovirusaOcloselyOrelatedOtoOsevereOfeverOwithOthrombocytopeniaOsyndromeO
virusOandOHeartlandOvirusaOisOaOpotentialOpathogencOEmerginghMicrobeshandhInfectionsaO2018aOlaOnj 18.9 43
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17 GenomeOanalysisOofOaOnovelOGroupOIOalphabaculovirusOobtainedOfromOOxyplaxOochraceacOPLoShONEaO
2018aOfhaOeefnggln 3.7 3

16
IsolationaOcharacterizationaOandOphylogenicOanalysisOofOthreeOnewOsevereOfeverOwithO
thrombocytopeniaOsyndromeObunyavirusOstrainsOderivedOfromOHubeiOProvinceaOxhinacOVirologicah
SinicaaO2017aOhgaOmnbnk

6.4 16

15 vOnewOstrainOofOxrimeanbxongoOhemorrhagicOfeverOvirusOisolatedOfromOXinjiangaOxhinacOVirologicah
SinicaaO2017aOhgaOmebmm 6.4 12

14
vOxlusterOofOSymptomaticOandOvsymptomaticOInfectionsOofOSevereOεeverOwithOThrombocytopeniaO
SyndromeOxausedObyOPersonbtobPersonOTransmissioncOAmericanhJournalhofhTropicalhMedicinehandh
HygieneaO2017aOnlaOhnkbieg

3.2 18

13 zxtensiveOevolutionOanalysisOofOtheOglobalOchikungunyaOvirusOstrainsOrevealedOtheOoriginationOofO
xHIKVOepidemicsOinOPakistanOinOgefkcOVirologicahSinicaaO2017aOhgaOjgebjhg 6.4 7

12 MigrationaOrecombinationaOandOreassortmentOareOinvolvedOinOtheOevolutionOofOsevereOfeverOwithO
thrombocytopeniaOsyndromeObunyaviruscOInfectionvhGeneticshandhEvolutionaO2017aOilaOfenbffl 4.5 32

11 yeltabaculovirusesOencodeOaOfunctionalOtypeOIObuddedOvirusOenvelopeOfusionOproteincOJournalhofh
GeneralhVirologyaO2017aOnmaOmilbmjg 4.9 2

10 xrystalOStructureOofOtheOxoreORegionOofOHantavirusONucleocapsidOProteinORevealsOtheOMechanismO
forORibonucleoproteinOxomplexOεormationcOJournalhofhVirologyaO2016aOneaOfeimbkf 6.6 24

9 MutationalOandOfunctionalOanalysisOofONblinkedOglycosylationOofOenvelopeOfusionOproteinOεOofO
HelicoverpaOarmigeraOnucleopolyhedroviruscOJournalhofhGeneralhVirologyaO2016aOnlaOnmmbnnn 4.9 8

8
SpatialOvnalysisOofOSevereOεeverOwithOThrombocytopeniaOSyndromeOVirusOinOxhinaOUsingOaO
GeographicallyOWeightedOLogisticORegressionOModelcOInternationalhJournalhofhEnvironmentalh
ResearchhandhPublichHealthaO2016aOfhaO

4.6 18

7 PathologicOStudiesOofOεatalOzncephalomyelitisOinOxhildrenOxausedObyOznterovirusOlfcOAmericanh
JournalhofhClinicalhPathologyaO2016aOfikaOnjbfek 1.9 23

6 PhylogeneticOanalysisOrevealedOtheOcentralOrolesOofOtwoOvfricanOcountriesOinOtheOevolutionOandO
worldwideOspreadOofOZikaOviruscOVirologicahSinicaaO2016aOhfaOffmbhe 6.4 39

5 MolecularObasisOforOtheOformationOofOribonucleoproteinOcomplexOofOxrimeanbxongoOhemorrhagicO
feverOviruscOJournalhofhStructuralhBiologyaO2016aOfnkaOijjbikj 3.4 11

4 TheOεPgjKOvctsOasOaONegativeOεactorOforOtheOInfectivityOofOvcMNPVOwuddedOViruscOPLoShONEaO2015aO
feaOeefgmilf 3.7 3

3 ViralOsuppressionOofOinnateOimmunityOviaOspatialOisolationOofOTwKfdIKK˛µOfromOmitochondrialOantiviralO
platformcOJournalhofhMolecularhCellhBiologyaO2014aOkaOhgibhl 6.3 64

2 IncorporationOofOGPkiOintoOHelicoverpaOarmigeraOnucleopolyhedrovirusOenhancesOvirusOinfectivityOinO
vivoOandOinOvitrocOJournalhofhGeneralhVirologyaO2012aOnhaOglejbglff 4.9 6

1 vOSvRSbxoVbgOneutralizingOantibodyOwithOexceptionalOspikeObindingOcoverageOandOoptimizedO
therapeuticOpotentials 2
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