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j Paper IF Citations

173 mHrareHgeneticHvariantHinHtheHcleavageHsiteHofHpreproUorexinHisHassociatedHwithHidiopathicH
hypersomniaVVHNpjhGenomichMedicineTH2022THcTHZe 6.2 0

172 sm]stfHunternationalHpoliciesHandHstandardsHforHdataHsharingHacrossHgenomicHresearchHandH
healthcareVVHCellhGenomicsTH2021THYTHYXXXZeUYXXXZe 20

171 txmHolassHuHmnalysisH−rovidesHunsightHuntoHtheHseneticHandHqpigeneticHnackgroundHofHummuneH
qvasionHinHoolorectalHoancerHWithHtighHyicrosatelliteHunstabilityVHGastroenterologyTH2021TH 13.3 4

170 oharacterizationHofHintermediateUsizedHinsertionsHusingHwholeUgenomeHsequencingHdataHandH
analysisHofHtheirHfunctionalHimpactHonHgeneHexpressionVHHumanhGeneticsTH2021THY]XTHYZXYUYZYb 6.3 0

169 senomeUwideHcopyHnumberHvariationHanalysisHofHhepatitisHnHinfectionHinHaHvapaneseHpopulationVH
HumanhGenomehVariationTH2021THdTHZZ 1.8 0

168 XHohromosomeHoontributionHtoHtheHseneticHmrchitectureHofH−rimaryHniliaryHoholangitisVH
GastroenterologyTH2021THYbXTHZ]d[UZ]eaVeZb 13.3 9

167 yappingHofHsusceptibleHvariantsHforHcoldHmedicineUrelatedHγtevensUvohnsonHsyndromeHbyH
wholeUgenomeHresequencingVHNpjhGenomichMedicineTH2021THbTHe 6.2 1

166 taplotypeUspecificH−oβHforHdiplotypingVHHumanhGenomehVariationTH2020THcTHY[ 1.8 5

165 tomoplasticHsingleHnucleotideHpolymorphismsHcontributedHtoHphenotypicHdiversityHinH
yycobacteriumHtuberculosisVHScientifichReportsTH2020THYXTHdXZ] 4.9 8

164 TheH riginHandHoompositionHofHworeanHqthnicityHmnalyzedHbyHmncientHandH−resentUpayHsenomeH
γequencesVHGenomehBiologyhandhEvolutionTH2020THYZTHaa[Uaba 3.9 7

163 −oloUlikeHkinaseH]HandHγtromalHantigenH[HareHnotHassociatedHwithHrecurrentHpregnancyHlossHcausedH
byHembryonicHaneuploidyVHHumanhGenomehVariationTH2020THcTHYd 1.8 2

162 yetabolomeHanalysisHusingHcerebrospinalHfluidHfromHnarcolepsyHtypeHYHpatientsVHSleepTH2020TH][TH 1.1 4

161 oommonHriskHvariantsHinHz−tγYHandHTzrγrYaHareHassociatedHwithHchildhoodHsteroidUsensitiveH
nephroticHsyndromeVHKidneyhInternationalTH2020THedTHY[XdUY[ZZ 9.9 17

160 mHhighUresolutionHtxmHimputationHsystemHforHtheHTaiwaneseHpopulationfHaHstudyHofHtheHTaiwanH
niobankVHPharmacogenomicshJournalTH2020THZXTHbeaUcX] 3.5 8

159 pigenicHmutationsHinHandHimpairHformaldehydeHclearanceHandHcauseHaHmultisystemHdisorderTHmyepH
syndromeVHSciencehAdvancesTH2020THbTH 14.3 14

158 βiskHfactorsHassociatedHwithHlargeHclustersHofHtuberculosisHpatientsHdeterminedHbyHwholeUgenomeH
sequencingHinHaHhighUtuberculosisUburdenHcountryVHTuberculosisTH2020THYZaTHYXYeeY 2.6 2

157
mnHoptimizedHgenomicHVorHworkflowHforHpreciseHidentificationHofHyycobacteriumHtuberculosisH
clusterHfromHcrossUplatformHwholeHgenomeHsequencingHdataVHInfectionvhGeneticshandhEvolutionTH2020TH
ceTHYX]YaZ

4.5 3
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156 qpigenomeUwideHassociationHstudyHofHnarcolepsyUaffectedHlateralHhypothalamicHbrainsTHandH
overlappingHpzmHmethylationHprofilesHbetweenHnarcolepsyHandHmultipleHsclerosisVHSleepTH2020TH][TH 1.1 4

155
TheHassociationHofHintegrationHpatternsHofHhumanHpapillomaHvirusHandHsingleHnucleotideH
polymorphismsHonHimmuneUHorHpzmHrepairUrelatedHgenesHinHcervicalHcancerHpatientsVHScientifich
ReportsTH2019THeTHY[Y[Z

4.9 3

154 mHmissenseHvariantHinH−qβZHisHassociatedHwithHdelayedHsleepUwakeHphaseHdisorderHinHaHvapaneseH
populationVHJournalhofhHumanhGeneticsTH2019THb]THYZYeUYZZa 4.3 11

153 seneticsHofHnarcolepsyVHHumanhGenomehVariationTH2019THbTH] 1.8 26

152 − sxUTYTHtheHputativeHeffectorHgeneHdrivenHbyHrsZZe[[cXHinHprimaryHbiliaryHcholangitisH
susceptibilityHlocusHchromosomeH[qY[V[[VHScientifichReportsTH2019THeTHYXZ 4.9 14

151
zrwnYHandHymznmHoonferHpiseaseHγusceptibilityHtoH−rimary´ niliaryHoholangitisHviaHundependentH
−utativeH−rimary´ runctional´ VariantsVHCellularhandhMolecularhGastroenterologyhandhHepatologyTH2019
THcTHaYaUa[Z

7.9 10

150
senomewideHmssociationHγtudyHoonfirmingHtheHmssociationHofHwithHγusceptibilityHtoH
mntituberculosisHprugUunducedHxiverHunjuryHinHThaiH−atientsVHAntimicrobialhAgentshandhChemotherapyTH
2019THb[TH

5.9 13

149 mnalysisHofHwholeHYUchromosomeHsequencesHrevealsHtheHvapaneseHpopulationHhistoryHinHtheHvomonH
periodVHScientifichReportsTH2019THeTHdaab 4.9 15

148 untegrativeHgenomeHanalysisHidentifiedHtheHwmzz HbloodHgroupHantigenHasHprionHproteinVH
TransfusionTH2019THaeTHZ]ZeUZ][a 2.9 6

147 udentificationHofHtheHnovelHtxmUpαnYHalleleTHtxmUpαnYRXafX[fXYfX]THinHaHvapaneseHindividualVHHlaTH
2019THe]TH]bbU]bd 1.9 3

146 petectionHofHtheHnovelHtxmUmHalleleTHtxmUmRXZfXYfXYfadTHinHaHvapaneseHindividualVHHlaTH2019THe]TH][aU][b 1.9 2

145 piscoveryHofHtheHnovelHtxmUnHalleleTHtxmUnRaYfXYfXYf[bHinHaHvapaneseHindividualVHHlaTH2019THe]TH]]aU]]c 1.9 2

144
mssociationHofHtxmHclassHuHandHuuHgeneHpolymorphismsHwithHacetaminophenUrelatedHγtevensUvohnsonH
syndromeHwithHsevereHocularHcomplicationsHinHvapaneseHindividualsVHHumanhGenomehVariationTH2019TH
bTHaX

1.8 13

143
udentificationHofHtxmUmRXZfXbfXYHasHtheHprimaryHdiseaseHsusceptibilityHtxmHalleleHinHcoldH
medicineUrelatedHγtevensUvohnsonHsyndromeHwithHsevereHocularHcomplicationsHbyHhighUresolutionH
zsγUbasedHtxmHtypingVHScientifichReportsTH2019THeTHYbZ]X

4.9 7

142 mHYZUkbHstructuralHvariationHinHprogressiveHmyoclonicHepilepsyHwasHnewlyHidentifiedHbyHlongUreadH
wholeUgenomeHsequencingVHJournalhofhHumanhGeneticsTH2019THb]TH[aeU[bd 4.3 36

141 ysezpfHanHintegratedHdatabaseHforHvapaneseHclinicalHandHgenomicHinformationVHHumanhGenomeh
VariationTH2019THbTHa[ 1.8 2

140
senomeUWideHmssociationHγtudyHoonfirmingHaHγtrongHqffectHofHtxmHandHudentifyingHVariantsHinHonH
ohromosomeHYZqY[VY[HmssociatedHWithHγusceptibilityHtoHrulminantHTypeHYHpiabetesVHDiabetesTH
2019THbdTHbbaUbca

0.9 17

139 −rotectiveHassociationHofHtxmUpβnYRY[fXZTHtxmUpβnYRX]fXbTHandHtxmUpαnYRXbfX]HallelesHwithH
cervicalHcancerHinHaHworeanHpopulationVHHumanhImmunologyTH2019THdXTHYXcUYYY 2.3 6

(2019-2020)
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138 mHsenomeUwideHmssociationHγtudyHudentifyingHβm−YmHasHaHzovelHγusceptibilityHseneHforHorohnOsH
piseaseHinHvapaneseHundividualsVHJournalhofhCrohnpshandhColitisTH2019THY[THb]dUbad 1.5 11

137 WholeUexomeHsequencingHandHgeneUbasedHrareHvariantHassociationHtestsHsuggestHthatH−xmZs]qH
mightHbeHaHriskHgeneHforHpanicHdisorderVHTranslationalhPsychiatryTH2018THdTH]Y 8.6 11

136 qpigenomeUwideHassociationHstudyHofHpzmHmethylationHinHnarcolepsyfHanHintegratedHgeneticHandH
epigeneticHapproachVHSleepTH2018TH]YTH 1.1 12

135 senomeUwideHassociationHstudyHofHselfUreportedHfoodHreactionsHinHvapaneseHidentifiesHshrimpHandH
peachHspecificHlociHinHtheHtxmUpβWpαHgeneHregionVHScientifichReportsTH2018THdTHYXbe 4.9 18

134 pnTγγWpnwqβ HforHintegratedHanalysisHofHtranscriptionalHregulationVHNucleichAcidshResearchTH2018TH
]bTHpZZeUpZ[d 20.1 37

133 mnHepigenomeUwideHmethylationHstudyHofHhealthyHindividualsHwithHorHwithoutHdepressiveHsymptomsVH
JournalhofhHumanhGeneticsTH2018THb[TH[YeU[Zb 4.3 7

132 weyHtxmUpβnYUpαnYHhaplotypesHandHroleHofHtheHnTzxZHgeneHforHresponseHtoHaHhepatitisHnHvaccineVH
HepatologyTH2018THbdTHd]dUdad 11.2 26

131 tumanHleukocyteHantigenHvariantsHandHriskHofHhepatocellularHcarcinomaHmodifiedHbyHhepatitisHoH
virusHgenotypesfHmHgenomeUwideHassociationHstudyVHHepatologyTH2018THbcTHbaYUbbY 11.2 24

130 γtrongHmssociationHofHtheHxocusHwithHohildhoodHγteroidUγensitiveHzephroticHγyndromeHinHtheH
vapaneseH−opulationVHJournalhofhthehAmericanhSocietyhofhNephrology:hJASNTH2018THZeTHZYdeUZYee 12.7 37

129 qvidenceHforHtostUnacterialHooUevolutionHviaHsenomeHγequenceHmnalysisHofH]dXHThaiH
yycobacteriumHtuberculosisHxineageHYHusolatesVHScientifichReportsTH2018THdTHYYaec 4.9 30

128 uncreasedHexpressionHandHalteredHlocalizationHofHcathepsinHZHareHassociatedHwithHprogressionHtoH
jaundiceHstageHinHprimaryHbiliaryHcholangitisVHScientifichReportsTH2018THdTHYYdXd 4.9 4

127 mminoHacidHpositionH[cHofHtxmUpβ˛†YHaffectsHsusceptibilityHtoHorohnOsHdiseaseHinHmsiansVHHumanh
MolecularhGeneticsTH2018THZcTH[eXYU[eYX 5.6 12

126 mHvariantHatHeq[]VYYHisHassociatedHwithHtxmUpαnYRXbfXZ´ negativeHessentialHhypersomniaVHJournalhofh
HumanhGeneticsTH2018THb[THYZaeUYZbc 4.3 3

125 udentificationHofHaHtwoUγz−H−xmZβYHtaplotypeHandHtxmUpβnYHmllelesHasH−rimaryHβiskHmssociationsH
inHudiopathicHyembranousHzephropathyVHScientifichReportsTH2018THdTHYaacb 4.9 7

124 senomeUwideHassociationHstudyHidentifiedHnewHsusceptibleHgeneticHvariantsHinHtxmHclassHuHregionHforH
hepatitisHnHvirusUrelatedHhepatocellularHcarcinomaVHScientifichReportsTH2018THdTHcead 4.9 23

123 zmTZHultraUslowHacetylatorHandHriskHofHantiUtuberculosisHdrugUinducedHliverHinjuryfHaHgenotypeUbasedH
metaUanalysisVHPharmacogeneticshandhGenomicsTH2018THZdTHYbcUYcb 1.9 20

122 senomeUwideHhaplotypeHassociationHanalysisHofHprimaryHbiliaryHcholangitisHriskHinHvapaneseVH
ScientifichReportsTH2018THdTHcdXb 4.9 3

121 zqxropHandHoTγZHlociHareHassociatedHwithHjaundiceUstageHprogressionHinHprimaryHbiliaryHcholangitisH
inHtheHvapaneseHpopulationVHScientifichReportsTH2018THdTHdXcY 4.9 7
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120 senomeUwideHassociationHstudiesHidentifyH−βwonHasHaHnovelHgeneticHsusceptibilityHlocusHforHprimaryH
biliaryHcholangitisHinHtheHvapaneseHpopulationVHHumanhMolecularhGeneticsTH2017THZbTHbaXUbae 5.6 36

119 senomeUWideHmssociationHγtudyHudentifiesHβiskHVariantsHforHxichenH−lanusHinH−atientsHWithH
tepatitisHoHVirusHunfectionVHClinicalhGastroenterologyhandhHepatologyTH2017THYaTHe[cUe]]Vea 6.9 17

118
tumanHxeukocyteHmntigenHolassHuHsenesHmssociatedHWithHγtevensUvohnsonHγyndromeHandHγevereH
 cularHoomplicationsHrollowingHUseHofHooldHyedicineHinHaHnrazilianH−opulationVHJAMAh
OphthalmologyTH2017THY[aTH[aaU[bX

3.9 23

117 βoleHofHtxmUp−HandHtxmUpαHonHtheHclearanceHofHhepatitisHnHvirusHandHtheHriskHofHchronicHinfectionHinH
aHmultiethnicHpopulationVHLiverhInternationalTH2017TH[cTHY]cbUY]dc 7.9 11

116
senomeUWideHmssociationHγtudyHudentifiesHTxxYHVariantHmssociatedHWithHpevelopmentHofH
tepatocellularHoarcinomaHmfterHqradicationHofHtepatitisHoHVirusHunfectionVHGastroenterologyTH2017TH
YaZTHY[d[UY[e]

13.3 76

115
senomeUwideHassociationHstudyHusingHtheHethnicityUspecificHvaponicaHarrayfHidentificationHofHnewH
susceptibilityHlociHforHcoldHmedicineUrelatedHγtevensUvohnsonHsyndromeHwithHsevereHocularH
complicationsVHJournalhofhHumanhGeneticsTH2017THbZTH]daU]de

4.3 16

114 TheHfirstHgenomeUwideHassociationHstudyHidentifyingHnewHsusceptibilityHlociHforHobstetricH
antiphospholipidHsyndromeVHJournalhofhHumanhGeneticsTH2017THbZTHd[YUd[d 4.3 13

113 qpigenomeUwideHassociationHstudyHofHpzmHmethylationHinHpanicHdisorderVHClinicalhEpigeneticsTH2017TH
eTHb 7.7 39

112
γignificanceHofHfunctionalHdiseaseUcausalWsusceptibleHvariantsHidentifiedHbyHwholeUgenomeHanalysesH
forHtheHunderstandingHofHhumanHdiseasesVHProceedingshofhthehJapanhAcademyhSerieshB:hPhysicalhandh
BiologicalhSciencesTH2017THe[THbacUbcb

4 4

111 −rincipalHcontributionHofHtxmUpαHallelesTHpαnYRXbfX]HandHpαnYRX[fXYTHtoHdiseaseHresistanceH
againstHprimaryHbiliaryHcholangitisHinHaHvapaneseHpopulationVHScientifichReportsTH2017THcTHYYXe[ 4.9 18

110 piscerningHtheH riginsHofHtheHzegritosTHrirstHγundalandH−eoplefHpeepHpivergenceHandHmrchaicH
mdmixtureVHGenomehBiologyhandhEvolutionTH2017THeTHZXY[UZXZZ 3.9 30

109 mssociationHofHtumanHxeukocyteHmntigenHolassHYHgenesHwithHγtevensHvohnsonHγyndromeHwithH
severeHocularHcomplicationsHinHanHundianHpopulationVHScientifichReportsTH2017THcTHYaebX 4.9 13

108 udentificationHofHtheHfunctionalHvariantHdrivingH βypx[HandHsγpynHexpressionHinHhumanH
chromosomeHYcqYZUZYHinHprimaryHbiliaryHcholangitisVHScientifichReportsTH2017THcTHZeX] 4.9 15

107 −athogenHlineageUbasedHgenomeUwideHassociationHstudyHidentifiedHopa[HasHsusceptibleHlocusHinH
tuberculosisVHJournalhofhHumanhGeneticsTH2017THbZTHYXYaUYXZZ 4.3 31

106 mHγubgroupHmnalysisHofHsenomeUwideHmssociationHγtudyHforH−anicHpisorderVHMajorhHistocompatibilityh
ComplexTH2017THZ]THa]Ub] 0.1

105 mHhumanH−γynYYHvariantHaffectsHthymoproteasomeHprocessingHandHopdSHTHcellHproductionVHJCIh
InsightTH2017THZTH 9.9 6

104 zarcolepsyHsusceptibilityHgeneHooβ[HmodulatesHsleepUwakeHpatternsHinHmiceVHPLoShONETH2017THYZTHeXYdcddd3.7 4

103 udentificationHofHuT−mHonHchromosomeHZXHasHaHsusceptibilityHgeneHforHyoungUonsetHtuberculosisVH
HumanhGenomehVariationTH2016TH[THYaXbc 1.8 8

(2016-2017)
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102
rineUmappingHanalysisHrevealedHcomplexHpleiotropicHeffectHandHtissueUspecificHregulatoryH
mechanismHofHTzrγrYaHinHprimaryHbiliaryHcholangitisTHorohnOsHdiseaseHandHleprosyVHScientifichReportsTH
2016THbTH[Y]Ze

4.9 9

101 UnderstandingHofHtxmUconferredHsusceptibilityHtoHchronicHhepatitisHnHinfectionHrequiresHtxmH
genotypingUbasedHassociationHanalysisVHScientifichReportsTH2016THbTHZ]cbc 4.9 29

100 qvaluationHofHpolygenicHrisksHforHnarcolepsyHandHessentialHhypersomniaVHJournalhofhHumanhGeneticsTH
2016THbYTHdc[Udcd 4.3 17

99 senomeUwideHmssociationHγtudyHofHmutismHγpectrumHpisorderHinHtheHqastHmsianH−opulationsVHAutismh
ResearchTH2016THeTH[]XUe 5.1 59

98 yutationsHinHrrsTHrpsxHandHgidnHinHstreptomycinUresistantHyycobacteriumHtuberculosisHisolatesHfromH
ThailandVHJournalhofhGlobalhAntimicrobialhResistanceTH2016TH]THaUYX 3.4 17

97 zmTZHvariantsHareHassociatedHwithHdrugUinducedHliverHinjuryHcausedHbyHantiUtuberculosisHdrugsHinH
undonesianHpatientsHwithHtuberculosisVHJournalhofhHumanhGeneticsTH2016THbYTHa[[Uc 4.3 30

96 senomeUWideHmssociationHγtudyHudentifiesHZzr[a]oHVariantsHmssociatedHwithHpepressionHfromH
unterferonUnasedHTherapyHforHohronicHtepatitisHoVHPLoShONETH2016THYYTHeXYb]]Yd 3.7 7

95 TheHrirstH−ilotHsenomeUWideHseneUqnvironmentHγtudyHofHpepressionHinHtheHvapaneseH−opulationVH
PLoShONETH2016THYYTHeXYbXdZ[ 3.7 22

94 −henomeUwideHassociationHstudyHmapsHnewHdiseasesHtoHtheHhumanHmajorHhistocompatibilityH
complexHregionVHJournalhofhMedicalhGeneticsTH2016THa[THbdYUe 5.8 21

93 pevelopmentHofHaHpredictionHsystemHforHantiUtuberculosisHdrugUinducedHliverHinjuryHinHvapaneseH
patientsVHHumanhGenomehVariationTH2016TH[THYbXY] 1.8 19

92 tighUdensityHmssociationHyappingHandHunteractionHmnalysisHofH−xmZβYHandHtxmHβegionsHwithH
udiopathicHyembranousHzephropathyHinHvapaneseVHScientifichReportsTH2016THbTH[dYde 4.9 27

91 −olymorphismsHinHtheHTyqyY[ZpHregionHareHassociatedHwithHpanicHdisorderHinH
txmUpβnYRY[fXZUnegativeHindividualsHofHaHvapaneseHpopulationVHHumanhGenomehVariationTH2016TH[THYbXXY1.8 7

90 UniqueHcharacteristicsHofHtheHminuHpopulationHinHzorthernHvapanVHJournalhofhHumanhGeneticsTH2015TH
bXTHabaUcY 4.3 19

89 piseaseHsusceptibilityHgenesHsharedHbyHprimaryHbiliaryHcirrhosisHandHorohnOsHdiseaseHinHtheHvapaneseH
populationVHJournalhofhHumanhGeneticsTH2015THbXTHaZaU[Y 4.3 16

88 slypicanUaHuncreasesHγusceptibilityHtoHzephroticHpamageHinHpiabeticHwidneyVHAmericanhJournalhofh
PathologyTH2015THYdaTHYddeUed 5.8 13

87 tumanHprimaryHbiliaryHcirrhosisUsusceptibleHalleleHofHrs]ece]bZHenhancesHTzrγrYaHexpressionHbyH
bindingHzrUYVHHumanhGeneticsTH2015THY[]THc[cU]c 6.3 21

86 mssociationsHofHhumanHleukocyteHantigensHwithHautoimmuneHdiseasesfHchallengesHinHidentifyingHtheH
mechanismVHJournalhofhHumanhGeneticsTH2015THbXTHbecUcXZ 4.3 42

85 mHpolymorphismHinHooβYWooβ[HisHassociatedHwithHnarcolepsyVHBrainvhBehaviorvhandhImmunityTH2015TH
]eTHY]dUaa 16.6 30
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84 zewHsusceptibilityHvariantsHtoHnarcolepsyHidentifiedHinHtxmHclassHuuHregionVHHumanhMolecularhGenetics
TH2015THZ]THdeYUd 5.6 20

83 zovelHrareHvariationsHofHtheHoxytocinHreceptorHP XTβQHgeneHinHautismHspectrumHdisorderHindividualsVH
HumanhGenomehVariationTH2015THZTHYaXZ] 1.8 9

82 opY]HandHuxYdHgeneHpolymorphismsHassociatedHwithHcolorectalHcancerHsubsiteHrisksHamongHatomicH
bombHsurvivorsVHHumanhGenomehVariationTH2015THZTHYaX[a 1.8 1

81 txmUmRXZfXbHandH−Tsqβ[HpolymorphismHexertHadditiveHeffectsHinHcoldHmedicineUrelatedH
γtevensUvohnsonHsyndromeHwithHsevereHocularHcomplicationsVHHumanhGenomehVariationTH2015THZTHYaXZ[ 1.8 18

80
mnHassociationHanalysisHofHtxmUpαnYHwithHnarcolepsyHwithoutHcataplexyHandHidiopathicH
hypersomniaHwithWwithoutHlongHsleepHtimeHinHaHvapaneseHpopulationVHHumanhGenomehVariationTH
2015THZTHYaX[Y

1.8 16

79 petectionHofHtereditaryHYTZaUtydroxyvitaminHpUβesistantHβicketsHoausedHbyHUniparentalHpisomyHofH
ohromosomeHYZHUsingHsenomeUWideHγingleHzucleotideH−olymorphismHmrrayVHPLoShONETH2015THYXTHeXY[YYac3.7 13

78
uwZrYTHaHnewHsusceptibilityHgeneHforHcoldHmedicineUrelatedHγtevensUvohnsonHsyndromeWtoxicH
epidermalHnecrolysisHwithHsevereHmucosalHinvolvementVHJournalhofhAllergyhandhClinicalhImmunologyTH
2015THY[aTHYa[dU]aVeYc

11.5 50

77 ummuneUrelatedHpathwaysHincludingHtxmUpβnYPRQY[fXZHareHassociatedHwithHpanicHdisorderVHBrainvh
BehaviorvhandhImmunityTH2015TH]bTHebUYX[ 16.6 11

76 undependentHstrongHassociationHofHtxmUmRXZfXbHandHtxmUnR]]fX[HwithHcoldHmedicineUrelatedH
γtevensUvohnsonHsyndromeHwithHsevereHmucosalHinvolvementVHScientifichReportsTH2014TH]TH]dbZ 4.9 67

75
zovelHpzmHchipHbasedHonHaHmodifiedHpigiTagZHassayHforHhighUthroughputHspeciesHidentificationHandH
genotypingHofHyycobacteriumHtuberculosisHcomplexHisolatesVHJournalhofhClinicalhMicrobiologyTH2014TH
aZTHYebZUd

9.7 8

74 senomeUwideHanalysisHofHozVHPcopyHnumberHvariationQHandHtheirHassociationsHwithHnarcolepsyHinHaH
vapaneseHpopulationVHJournalhofhHumanhGeneticsTH2014THaeTHZ[aU]X 4.3 5

73 γtrongHassociationHbetweenHhlaUaRXZfXbHandHacetaminophenUrelatedHstevensUjohnsonHsyndromeH
withHsevereHmucosalHinvolvementsHinHtheHvapaneseVHClinicalhandhTranslationalhAllergyTH2014TH]TH−YY 5.2 78

72
txmHassociationHwithHantipyreticHanalgesicsUinducedHγtevensUvohnsonHγyndromeWtoxicHepidermalH
necrolysisHwithHsevereHocularHsurfaceHcomplicationsHinHjapaneseHpatientsVHClinicalhandhTranslationalh
AllergyTH2014TH]TH−de

5.2 78

71 mHnewHsisterHjournalHtoHtheHvournalHofHtumanHseneticsUforHtheHinterestHandHbenefitHofHtheHglobalH
communityHofHhumanHgenomeHresearchersVHHumanhGenomehVariationTH2014THYTHY]XX[ 1.8

70
TransUethnicHstudyHconfirmedHindependentHassociationsHofHtxmUmRXZfXbHandHtxmUnR]]fX[HwithHcoldH
medicineUrelatedHγtevensUvohnsonHsyndromeHwithHsevereHocularHsurfaceHcomplicationsVHScientifich
ReportsTH2014TH]THaedY

4.9 55

69 zewHsusceptibilityHandHresistanceHtxmUp−HallelesHtoHtnVUrelatedHdiseasesHidentifiedHbyHaH
transUethnicHassociationHstudyHinHmsiaVHPLoShONETH2014THeTHedb]]e 3.7 28

68 mssociationHofHfunctionalHpolymorphismsHinHinterferonHregulatoryHfactorHZHPuβrZQHwithHsusceptibilityH
toHsystemicHlupusHerythematosusfHaHcaseUcontrolHassociationHstudyVHPLoShONETH2014THeTHeYXecb] 3.7 6

67 xessonsHfromHsenomeUWideHγearchHforHpiseaseUβelatedHsenesHwithHγpecialHβeferenceHtoH
txmUpiseaseHmssociationsVHGenesTH2014THaTHd]Ueb 4.2 3

(2014-2015)
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66 seneticHdiversityHandHdynamicHdistributionHofHyycobacteriumHtuberculosisHisolatesHcausingH
pulmonaryHandHextrapulmonaryHtuberculosisHinHThailandVHJournalhofhClinicalhMicrobiologyTH2014THaZTH]ZbcUc]9.7 19

65 mHgenomeUwideHassociationHstudyHforHdiabeticHretinopathyHinHaHvapaneseHpopulationfHpotentialH
associationHwithHaHlongHintergenicHnonUcodingHβzmVHPLoShONETH2014THeTHeYYYcYa 3.7 62
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