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k Paper IF Citations

86
TranscriptionalOlandscapeOofOcirculatingOplateletsOfromOpatientsOwithOCOVIDeirOrevealsOkeyO
subnetworksOandOregulatorsOunderlyingOSzRSeCoVekOinfectionsOimplicationsOforOimmunothrombosisffO
CellhandhBiosciencedO2022dOikdOin

9.8 1

85 ComputationalOelucidationOofOspatialOgeneOexpressionOvariationOfromOspatiallyOresolvedO
transcriptomicsOdataffOMolecularhTherapyhxhNucleichAcidsdO2022dOkpdOmhmemii 10.7 2

84
MultieomicOcharacterizationOofOgenomeewideOabnormalODNzOmethylationOrevealsOdiagnosticOandO
prognosticOmarkersOforOesophagealOsquamousecellOcarcinomaffOSignalhTransductionhandhTargetedh
TherapydO2022dOpdOnl

21 1

83 zONovelOClinicalOFiveeRiskOFactorOPanelOforOIndividualizedORecurrenceORiskOzssessmentOofOPatientsO
WithOzcuteOznteriorOUveitisfOTranslationalhVisionhSciencehandhTechnologydO2021dOihdOkr 3.3 0

82 MultiomicsOintegrationebasedOmolecularOcharacterizationsOofOCOVIDeirfOBriefingshinhBioinformaticsdO
2021dO 13.4 4

81 DeepOlearningebasedOadvancesOandOapplicationsOforOsingleecellORNzesequencingOdataOanalysisfO
BriefingshinhBioinformaticsdO2021dO 13.4 2

80 CellefreeODNzOnehydroxymethylcytosineOprofilesOofOlongOnonecodingORNzOgenesOenableOearlyO
detectionOandOprogressionOmonitoringOofOhumanOcancersfOClinicalhEpigeneticsdO2021dOildOirp 7.7 2

79 MachineOlearningebasedOintegrativeOanalysisOofOmethylomeOandOtranscriptomeOidentifiesOnovelO
prognosticODNzOmethylationOsignatureOinOuvealOmelanomafOBriefingshinhBioinformaticsdO2021dOkkdO 13.4 3

78 COVIDeirOQuarantineORevealsOThatOBehavioralOChangesOHaveOanOEffectOonOMyopiaOProgressionfO
OphthalmologydO2021dOikqdOionkeionm 7.3 15

77 CirculatingOexosomalOmiRelolenpOinhibitsOlymphOnodeOmetastasisObyOdownregulatingOPDGFBOandO
servesOasOaOpotentialOnoninvasiveObiomarkerOforObreastOcancerfOMolecularhOncologydO2021dOindOkmooekmpr 7.9 5

76 PanecancerOcharacterizationOofOlncRNzOmodifiersOofOimmuneOmicroenvironmentOrevealsOclinicallyO
distinctOdeOnovoOtumorOsubtypesfONpjhGenomichMedicinedO2021dOodOnk 6.2 5

75 TheOpanecancerOlandscapeOofOcrosstalkObetweenOepithelialemesenchymalOtransitionOandOimmuneO
evasionOrelevantOtoOprognosisOandOimmunotherapyOresponsefONpjhPrecisionhOncologydO2021dOndOno 9.8 7

74
MechanisticallyOderivedOpatientelevelOframeworkOforOprecisionOmedicineOidentifiesOaOpersonalizedO
immuneOprognosticOsignatureOinOhighegradeOserousOovarianOcancerfOBriefingshinhBioinformaticsdO2021dO
kkdO

13.4 7

73
ComputationalOrecognitionOofOlncRNzOsignatureOofOtumoreinfiltratingOBOlymphocytesOwithOpotentialO
implicationsOinOprognosisOandOimmunotherapyOofObladderOcancerfOBriefingshinhBioinformaticsdO2021dO
kkdO

13.4 60

72 ComputationalOprinciplesOandOpracticeOforOdecodingOimmuneOcontextureOinOtheOtumorO
microenvironmentfOBriefingshinhBioinformaticsdO2021dOkkdO 13.4 19

71
GenomicOinstabilityederivedOplasmaOextracellularOvesicleemicroRNzOsignatureOasOaOminimallyOinvasiveO
predictorOofOriskOandOunfavorableOprognosisOinObreastOcancerfOJournalhofhNanobiotechnologydO2021dO
irdOkk

9.4 20

70 GenomeewideOcellefreeODNzOmethylationOanalysesOimproveOaccuracyOofOnoneinvasiveOdiagnosticO
imagingOforOearlyestageObreastOcancerfOMolecularhCancerdO2021dOkhdOlo 42.1 7
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69
EstrogenedependentOKCaifiOmodulationOisOessentialOforOretainingOneuroexcitationOofO
femaleespecificOsubpopulationOofOmyelinatedOzhetypeObaroreceptorOneuronsOinOratsfOActah
PharmacologicahSinicadO2021dOmkdOkiplekiqh

8 1

68 DesigndOmethodologydOandObaselineOofOwholeOcityemillionOscaleOchildrenOandOadolescentsOmyopiaO
surveyOWCzMSaOinOWenzhoudOChinafOEyehandhVisionhrLondonvhEnglandsdO2021dOqdOli 4.9 5

67
BradykininemediatedOestrogenedependentOdepressorOresponseObyOdirectOactivationOofO
femaleespecificOdistributionOofOmyelinatedOzhetypeObaroreceptorOneuronsOinOratsffOCNShNeuroscienceh
andhTherapeuticsdO2021dO

6.8 1

66 scTPzsOaOwebOtoolOforOsingleecellOtranscriptomeOanalysisOofOpathwayOactivationOsignaturesfO
BioinformaticsdO2020dOlodOmkipemkir 7.2 6

65
ComputationalOidentificationOofOmutatorederivedOlncRNzOsignaturesOofOgenomeOinstabilityOforO
improvingOtheOclinicalOoutcomeOofOcancerssOaOcaseOstudyOinObreastOcancerfOBriefingshinhBioinformaticsdO
2020dOkidOipmkeipnn

13.4 73

64 TheOCircularORNomeOofODevelopmentalORetinaOinOMicefOMolecularhTherapyhxhNucleichAcidsdO2020dOirdOllrelmr10.7 16

63 BenchmarkingOalgorithmsOforOpathwayOactivityOtransformationOofOsingleecellORNzeseqOdatafO
ComputationalhandhStructuralhBiotechnologyhJournaldO2020dOiqdOkrnlekroi 6.8 9

62 ComputationalOMethodsOandOzpplicationsOforOIdentifyingODiseaseezssociatedOlncRNzsOasOPotentialO
BiomarkersOandOTherapeuticOTargetsfOMolecularhTherapyhxhNucleichAcidsdO2020dOkidOinoeipi 10.7 18

61 CFEzsOaOcellefreeOepigenomeOatlasOinOhumanOdiseasesfONucleichAcidshResearchdO2020dOmqdODmheDmm 20.1 10

60 MutationalOlandscapeOandOgeneticOsignaturesOofOcellefreeODNzOinOtumoureinducedOosteomalaciafO
JournalhofhCellularhandhMolecularhMedicinedO2020dOkmdOmrliemrml 5.6 1

59
RefinedOgrainsOintakeOinOhighOfatdOhighOproteindOlowOcarbohydrateOandOlowOenergyOlevelsOsubgroupsO
andOhigherOlikelihoodOofOabdominalOobesityOinOChineseOpopulationfOInternationalhJournalhofhFoodh
ScienceshandhNutritiondO2020dOpidOrprerrh

3.7 1

58 IdentificationOofOtumorOimmuneOinfiltrationeassociatedOlncRNzsOforOimprovingOprognosisOandO
immunotherapyOresponseOofOpatientsOwithOnonesmallOcellOlungOcancerO2020dOqdO 116

57
LargeescaleOintegratedOanalysisOofOovarianOcancerOtumorsOandOcellOlinesOidentifiesOanOindividualizedO
geneOexpressionOsignatureOforOpredictingOresponseOtoOplatinumebasedOchemotherapyfOCellhDeathh
andhDiseasedO2019dOihdOooi

9.8 11

56 IntegrativeOanalysisOfromOmultiecentreOstudiesOidentifiesOaOfunctionederivedOpersonalizedOmultiegeneO
signatureOofOoutcomeOinOcolorectalOcancerfOJournalhofhCellularhandhMolecularhMedicinedO2019dOkldOnkphenkqi5.6 12

55 MetSigDissOaOmanuallyOcuratedOresourceOforOtheOmetabolicOsignaturesOofOdiseasesfOBriefingshinh
BioinformaticsdO2019dOkhdOkhlekhr 13.4 82

54 znalysisOofOlongOnoncodingORNzsOhighlightsOregionespecificOalteredOexpressionOpatternsOandO
diagnosticOrolesOinOzlzheimerVsOdiseasefOBriefingshinhBioinformaticsdO2019dOkhdOnrqeohq 13.4 51

53 znOImmuneeRelatedOSixelncRNzOSignatureOtoOImproveOPrognosisOPredictionOofOGlioblastomaO
MultiformefOMolecularhNeurobiologydO2018dOnndOloqmelorp 6.2 130

52 DincRNzsOaOcomprehensiveOwebebasedObioinformaticsOtoolkitOforOexploringOdiseaseOassociationsOandO
ncRNzOfunctionfOBioinformaticsdO2018dOlmdOirnleirno 7.2 168

(2018-2021)
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51 zOnovelOHPVioOEpeaffitoxinOforOtargetedOtherapyOofOHPVioeinducedOhumanOcervicalOcancerfO
TheranosticsdO2018dOqdOlnmmelnnq 12.1 12

50 InfzcrOntsOcalculatingOcrosseontologyOtermOsimilaritiesOusingOinformationOflowObyOaOrandomOwalkfO
BMChGenomicsdO2018dOirdOrir 4.5 76

49 zOnovelOlncRNzefocusOexpressionOsignatureOforOsurvivalOpredictionOinOendometrialOcarcinomafOBMCh
CancerdO2018dOiqdOlr 4.8 44

48 RecurrenceezssociatedOLongONonecodingORNzOSignatureOforODeterminingOtheORiskOofORecurrenceOinO
PatientsOwithOColonOCancerfOMolecularhTherapyhxhNucleichAcidsdO2018dOikdOniqenkr 10.7 74

47 LandscapeOofOSNPsemediatedOlncRNzOstructuralOvariationsOandOtheirOimplicationOinOhumanOcomplexO
diseasesfOBriefingshinhBioinformaticsdO2018dO 13.4 5

46 BispecificOaffibodyOmoleculeOtargetingOHPVioOandOHPViqEpOoncoproteinsOforOenhancedOmolecularO
imagingOofOcervicalOcancerfOAppliedhMicrobiologyhandhBiotechnologydO2018dOihkdOpmkrepmlr 5.7 8

45
DiscoveryOandOvalidationOofOimmuneeassociatedOlongOnonecodingORNzObiomarkersOassociatedOwithO
clinicallyOmolecularOsubtypeOandOprognosisOinOdiffuseOlargeOBOcellOlymphomafOMolecularhCancerdO2017dO
iodOio

42.1 138

44 MolecularOclassificationOofOprostateOadenocarcinomaObyOtheOintegratedOsomaticOmutationOprofilesO
andOmolecularOnetworkfOScientifichReportsdO2017dOpdOplq 4.9 7

43 MeasuringOdiseaseOsimilarityOandOpredictingOdiseaseerelatedOncRNzsObyOaOnovelOmethodfOBMCh
MedicalhGenomicsdO2017dOihdOpi 3.7 29

42 CharacterizationOofOBioPlexOnetworkObyOtopologicalOpropertiesfOJournalhofhTheoreticalhBiologydO2016dO
mhrdOimqeinm 2.3

41 DiscoveryOofOpotentialOprognosticOlongOnonecodingORNzObiomarkersOforOpredictingOtheOriskOofOtumorO
recurrenceOofObreastOcancerOpatientsfOScientifichReportsdO2016dOodOlihlq 4.9 70

40 zOpotentialOpanelOofOsixelongOnonecodingORNzOsignatureOtoOimproveOsurvivalOpredictionOofOdiffuseO
largeeBecellOlymphomafOScientifichReportsdO2016dOodOkpqmk 4.9 56

39 OzHGsOanOintegratedOresourceOforOannotatingOhumanOgenesOwithOmultielevelOontologiesfOScientifich
ReportsdO2016dOodOlmqkh 4.9 68

38 ComparativeOanalysisOofOhousekeepingOandOtissueeselectiveOgenesOinOhumanObasedOonOnetworkO
topologiesOandObiologicalOpropertiesfOMolecularhGeneticshandhGenomicsdO2016dOkridOikkpemi 3.1 6

37 IntNetLncSimsOanOintegrativeOnetworkOanalysisOmethodOtoOinferOhumanOlncRNzOfunctionalOsimilarityfO
OncotargetdO2016dOpdOmpqomempqpm 3.3 42

36 ComprehensiveOanalysisOofOlncRNzOexpressionOprofilesOrevealsOaOnovelOlncRNzOsignatureOtoO
discriminateOnonequivalentOoutcomesOinOpatientsOwithOovarianOcancerfOOncotargetdO2016dOpdOlkmllemq 3.3 110

35 ConstructionOandOanalysisOofOdysregulatedOlncRNzeassociatedOceRNzOnetworkOidentifiedOnovelO
lncRNzObiomarkersOforOearlyOdiagnosisOofOhumanOpancreaticOcancerfOOncotargetdO2016dOpdOnolqlenolrm 3.3 109

34 CharacterizationOofOlongOnonecodingORNzeassociatedOceRNzOnetworkOtoOrevealOpotentialOprognosticO
lncRNzObiomarkersOinOhumanOovarianOcancerfOOncotargetdO2016dOpdOiknrqeoii 3.3 190
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33 RelapseerelatedOlongOnonecodingORNzOsignatureOtoOimproveOprognosisOpredictionOofOlungO
adenocarcinomafOOncotargetdO2016dOpdOkrpkhelq 3.3 70

32 IntegrationOofOMultipleOGenomicOandOPhenotypeODataOtoOInferONovelOmiRNzeDiseaseOzssociationsfO
PLoShONEdO2016dOiidOehimqnki 3.7 21

31 DisSimsOanOonlineOsystemOforOexploringOsignificantOsimilarOdiseasesOandOexhibitingOpotentialO
therapeuticOdrugsfOScientifichReportsdO2016dOodOlhhkm 4.9 42

30 CharacterizeOtheOrelationshipObetweenOessentialOandOTzTzecontainingOgenesOforOSfOcerevisiaeObyO
networkOtopologiesOinOtheOperturbationOsensitivityOnetworkfOGenomicsdO2016dOihqdOippeiql 4.3 1

29 zOpotentialOsignatureOofOeightOlongOnonecodingORNzsOpredictsOsurvivalOinOpatientsOwithOnonesmallOcellO
lungOcancerfOJournalhofhTranslationalhMedicinedO2015dOildOkli 8.5 143

28 PrioritizingOcandidateOdiseaseerelatedOlongOnonecodingORNzsObyOwalkingOonOtheOheterogeneousO
lncRNzOandOdiseaseOnetworkfOMolecularhBioSystemsdO2015dOiidOpoher 140

27 zOpotentialOprognosticOlongOnonecodingORNzOsignatureOtoOpredictOmetastasisefreeOsurvivalOofObreastO
cancerOpatientsfOScientifichReportsdO2015dOndOionnl 4.9 81

26 IdentificationOandOvalidationOofOpotentialOprognosticOlncRNzObiomarkersOforOpredictingOsurvivalOinO
patientsOwithOmultipleOmyelomafOJournalhofhExperimentalhandhClinicalhCancerhResearchdO2015dOlmdOihk 12.8 141

25 IdentificationOofOzberrantOChromosomalORegionsOinOHumanOBreastOCancerOUsingOGeneOExpressionO
DataOandORelatedOGeneOInformationfOMedicalhSciencehMonitordO2015dOkidOknnpeoo 3.2 4

24 MicroRNzOandOtranscriptionOfactorOmediatedOregulatoryOnetworkOanalysisOrevealsOcriticalOregulatorsO
andOregulatoryOmodulesOinOmyocardialOinfarctionfOPLoShONEdO2015dOihdOehilnllr 3.7 26

23 SystematicOlargeescaleOstudyOofOtheOinheritanceOmodeOofOMendelianOdisordersOprovidesOnewOinsightO
intoOhumanOdiseasomefOEuropeanhJournalhofhHumanhGeneticsdO2014dOkkdOikohep 5.3 4

22 InferringOnovelOlncRNzediseaseOassociationsObasedOonOaOrandomOwalkOmodelOofOaOlncRNzOfunctionalO
similarityOnetworkfOMolecularhBioSystemsdO2014dOihdOkhpmeqi 188

21 NetworkebasedOanalysisOofOgenotypeephenotypeOcorrelationsObetweenOdifferentOinheritanceOmodesfO
BioinformaticsdO2014dOlhdOlkkleli 7.2 4

20 TheOdetectionOofOriskOpathwaysdOregulatedObyOmiRNzsdOviaOtheOintegrationOofOsampleematchedO
miRNzemRNzOprofilesOandOpathwayOstructurefOJournalhofhBiomedicalhInformaticsdO2014dOmrdOiqperp 10.2 8

19 CorrelationObetweenOgeneOexpressionOandOmutatorOphenotypeOpredictsOhomologousOrecombinationO
deficiencyOandOoutcomeOinOovarianOcancerfOJournalhofhMolecularhMedicinedO2014dOrkdOiinreoq 5.5 11

18
zOcomputationalOframeOandOresourceOforOunderstandingOtheOlncRNzeenvironmentalOfactorO
associationsOandOpredictionOofOenvironmentalOfactorsOimplicatedOinOdiseasesfOMolecularhBioSystemsdO
2014dOihdOlkomepi

8

17 SystematicOanalysisOofOgenomicOorganizationOandOstructureOofOlongOnonecodingORNzsOinOtheOhumanO
genomefOFEBShLettersdO2013dOnqpdOrpoeqk 3.8 11

16 ComparativeOgenomicOanalysisOrevealsOevolutionaryOcharacteristicsOandOpatternsOofOmicroRNzO
clustersOinOvertebratesfOGenedO2013dOnikdOlqleri 3.8 19

(2013-2016)
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15 zlleleespecificObehaviorOofOmolecularOnetworkssOunderstandingOsmallemoleculeOdrugOresponseOinO
yeastfOPLoShONEdO2013dOqdOenlnqi 3.7 3

14 InferringOpotentialOmicroRNzemicroRNzOassociationsObasedOonOtargetingOpropensityOandO
connectivityOinOtheOcontextOofOproteinOinteractionOnetworkfOPLoShONEdO2013dOqdOeorpir 3.7 15

13 CharacterizationOandOevolutionOofOmicroRNzOgenesOderivedOfromOrepetitiveOelementsOandO
duplicationOeventsOinOplantsfOPLoShONEdO2012dOpdOelmhrk 3.7 35

12 SystematicOanalysisOofOgenomicOorganizationOandOheterogeneitiesOofOmiRNzOclusterOinOvertebratesfO
MolecularhBiologyhReportsdO2012dOlrdOnimler 2.8 4

11 GenomeewideOanalysisOofOclusteringOpatternsOandOflankingOcharacteristicsOforOplantOmicroRNzOgenesfO
FEBShJournaldO2011dOkpqdOrkremh 5.7 19

10 SystematicOanalysisOofOhumanOmicroRNzOdivergenceObasedOonOevolutionaryOemergencefOFEBShLetters
dO2011dOnqndOkmheq 3.8 13

9 MicroRNzOregulationOconstrainsOtheOorganizationOofOtargetOgenesOonOmammalianOchromosomesfO
FEBShLettersdO2011dOnqndOiqrperhm 3.8 5

8 zOnovelOnetworkebasedOmethodOforOmeasuringOtheOfunctionalOrelationshipObetweenOgeneOsetsfO
BioinformaticsdO2011dOkpdOinkieq 7.2 18

7 FunctionalOhomogeneityOinOmicroRNzOtargetOheterogeneityeeaOnewOsightOintoOhumanOmicroRNomicsfO
OMICShAhJournalhofhIntegrativehBiologydO2011dOindOkneln 3.8 8

6 znalysisOofOsynonymousOcodonOusageOpatternsOinOdifferentOplantOmitochondrialOgenomesfOMolecularh
BiologyhReportsdO2009dOlodOkhlremo 2.8 39

5 InOsilicoOdetectionOandOcharacteristicsOofOnovelOmicroRNzOgenesOinOtheOEquusOcaballusOgenomeOusingO
anOintegratedOabOinitioOandOcomparativeOgenomicOapproachfOGenomicsdO2009dOrmdOikneli 4.3 42

4 PatternsOofOsynonymousOcodonOusageObiasOinOchloroplastOgenomesOofOseedOplantsfOForestryhStudieshinh
ChinadO2008dOihdOklnekmk 13

3 znalysisOofOsynonymousOcodonOusageOinOchloroplastOgenomeOofOPopulusOalbafOJournalhofhForestryh
ResearchdO2008dOirdOkrlekrp 2 17

2 znalysisOofOcodonOusageObetweenOdifferentOpoplarOspeciesfOJournalhofhGeneticshandhGenomicsdO2007dO
lmdOnnneoi 4 11

1 scTPzsOzOwebOtoolOforOsingleecellOtranscriptomeOanalysisOofOpathwayOactivationOsignatures 1

Meng Zhou

6


