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Mitochondrial Reprogramming Underlies Resistance to BCL-2 Inhibition in Lymphoid Malignancies.
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Mutations in TP53 and JAK2 are independent prognostic biomarkers in B-cell precursor acute
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The CRISPR/Cas9 system efficiently reverts the tumorigenic ability of <i>BCR/ABL in vitro</[i> and in a
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CRISPR/Cas9-generated models uncover therapeutic vulnerabilities of del(11q) CLL cells to dual BCR 79 21
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The presence of genomic imbalances is associated with poor outcome in patients with burkitt
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Chronic lymphocytic leukemia patients with <scp><i>IGH<[i></scp> translocations are characterized
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MicroRNA-223 is a novel negative regulator of HSP90B1 in CLL. BMC Cancer, 2015, 15, 238.
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The Evolving Landscape of Chronic Lymphocytic Leukemia on Diagnosis, Prognosis and Treatment.
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Mutation Status and Immunoglobulin Gene Rearrangements in Patients from Northwest and Central
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Biological significance of monoallelic and biallelic BIRC3 loss in del(11q) chronic lymphocytic
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From Biomarkers to Models in the Changing Landscape of Chronic Lymphocytic Leukemia: Evolve or

Become Extinct. Cancers, 2021, 13, 1782. 3.7 10

DNA damage response-related alterations define the genetic background of patients with chronic
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Characterizing patients with multiple chromosomal aberrations detected by FISH in chronic
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Arare but recurrent t(8;13)(q24;q14) translocation in Ba€eell chronic lymphocytic leukaemia causing
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A two-step approach for sequencing spliceosome-related genes as a complementary diagnostic assay in
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