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4 Inactivation of a wheat protein kinase gene confers broad-spectrum resistance to rust fungi. Cell,
2022, 185, 2961-2974.e19. 28.9 74

5 <b>Two stripe rust effectors impair wheat resistance by suppressing import of host Fe</b>â€“<b>S
protein into chloroplasts</b>. Plant Physiology, 2021, 187, 2530-2543. 4.8 28
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<scp>PST</scp>ha5a23, a candidate effector from the obligate biotrophic pathogen
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26 TaRar1 Is Involved in Wheat Defense against Stripe Rust Pathogen Mediated by YrSu. Frontiers in Plant
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27 TaSYP71, a Qc-SNARE, Contributes to Wheat Resistance against Puccinia striiformis f. sp. tritici.
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28
<i><scp>TaMDAR6</scp></i> acts as a negative regulator of plant cell death and participates indirectly
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