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ARTICLE

Soybean (Glycine max) SWEET gene family: insights through comparative genomics, transcriptome
profiling and whole genome re-sequence analysis. BMC Genomics, 2015, 16, 520.

Genome-wide transcriptome analysis of soybean primary root under varying water-deficit conditions.
BMC Genomics, 2016, 17, 57.

Comparative analysis of the drought-responsive transcriptome in soybean lines contrasting for

canopy wilting. Plant Science, 2015, 240, 65-78.
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