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Evidence for genetic heterogeneity within eight glaucoma families, with the GLC1A Gln368STOP
mutation being an important phenotypic modifier11None of the authors has a financial interest
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18 A common variant near TGFBR3 is associated with primary open angle glaucoma. Human Molecular
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19 Genome-wide association study identifies three novel loci in Fuchs endothelial corneal dystrophy.
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30 Measurement of Systemic Mitochondrial Function in Advanced Primary Open-Angle Glaucoma and
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34 Mutation in<i>TMEM98</i>in a Large White Kindred With Autosomal Dominant Nanophthalmos Linked
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35 Multiethnic Genome-Wide Association Study of Diabetic Retinopathy Using Liability Threshold
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Oxidase 4 (<i><scp>NOX</scp>4</i>) gene with severe diabetic retinopathy in type 2 diabetes. Acta
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58 Association of Open-Angle Glaucoma Loci With Incident Glaucoma in the Blue Mountains Eye Study.
American Journal of Ophthalmology, 2015, 159, 31-36.e1. 3.3 30

59 Characteristics of p.Gln368Ter Myocilin Variant and Influence of Polygenic Risk on Glaucoma
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69 Assessment of polygenic effects links primary open-angle glaucoma and age-related macular
degeneration. Scientific Reports, 2016, 6, 26885. 3.3 21

70
Novel missense mutation in the bZIP transcription factor, MAF, associated with congenital cataract,
developmental delay, seizures and hearing loss (AymÃ©-Gripp syndrome). BMC Medical Genetics, 2017, 18,
52.

2.1 21
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