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m Paper IF Citations

420 ötableHisotopeHlabelingHbyHaminoHacidsHinHcellHcultureTHöuxmoTHasHaHsimpleHandHaccurateHapproachHtoH
expressionHproteomicsVHMoleculareandeCellulareProteomicsTH2002THYTH[cbUdb 7.6 4355

419 ’zo’yuzqfHaHcancerHmicroarrayHdatabaseHandHintegratedHdataUminingHplatformVHNeoplasiaTH2004THbTHYUb 6.4 2548

418 tumanH roteinHïeferenceHpatabaseUUZXXeHupdateVHNucleiceAcidseResearchTH2009TH[cTHpcbcUcZ 20.1 2372

417  roteomicsHtoHstudyHgenesHandHgenomesVHNatureTH2000TH]XaTHd[cU]b 50.4 1907

416 mHdraftHmapHofHtheHhumanHproteomeVHNatureTH2014THaXeTHacaUdY 50.4 1520

415  yruvateHkinaseHyZHisHaH tp[UstimulatedHcoactivatorHforHhypoxiaUinducibleHfactorHYVHCellTH2011THY]aTHc[ZU]]56.2 922

414 mnalysisHofHproteinsHandHproteomesHbyHmassHspectrometryVHAnnualeRevieweofeBiochemistryTH2001THcXTH][cUc[29.1 906

413 pevelopmentHofHhumanHproteinHreferenceHdatabaseHasHanHinitialHplatformHforHapproachingHsystemsH
biologyHinHhumansVHGenomeeResearchTH2003THY[THZ[b[UcY 9.7 823

412 γesiclepediafHaHcompendiumHforHextracellularHvesiclesHwithHcontinuousHcommunityHannotationVHPLoSe
BiologyTH2012THYXTHeYXXY]aX 9.7 800

411 mnalysisHofHproteinHphosphorylationHusingHmassHspectrometryfHdecipheringHtheHphosphoproteomeVH
TrendseineBiotechnologyTH2002THZXTHZbYUd 15.1 791

410
xargeUscaleHmetaUanalysisHofHcancerHmicroarrayHdataHidentifiesHcommonHtranscriptionalHprofilesHofH
neoplasticHtransformationHandHprogressionVHProceedingseofetheeNationaleAcademyeofeScienceseofethee
UnitedeStateseofeAmericaTH2004THYXYTHe[XeUY]

11.5 790

409
’verviewHofHtheHtα ’H lasmaH roteomeH rojectfHresultsHfromHtheHpilotHphaseHwithH[aHcollaboratingH
laboratoriesHandHmultipleHanalyticalHgroupsTHgeneratingHaHcoreHdatasetHofH[XZXHproteinsHandHaH
publiclyUavailableHdatabaseVHProteomicsTH2005THaTH[ZZbU]a

4.8 672

408 oeorfcZHnucleotideHrepeatHstructuresHinitiateHmolecularHcascadesHofHdiseaseVHNatureTH2014THaXcTHYeaUZXX 50.4 630

407 untegratedH roteogenomicHoharacterizationHofHtumanHtighUsradeHöerousH’varianHoancerVHCellTH
2016THYbbTHcaaUcba 56.2 544

406 TheHtα ’H öuOsHmolecularHinteractionHformatUUaHcommunityHstandardHforHtheHrepresentationHofH
proteinHinteractionHdataVHNatureeBiotechnologyTH2004THZZTHYccUd[ 44.5 504

405 TheHnio mXHcommunityHstandardHforHpathwayHdataHsharingVHNatureeBiotechnologyTH2010THZdTHe[aU]Z 44.5 499

404 tumanHproteinHreferenceHdatabaseUUZXXbHupdateVHNucleiceAcidseResearchTH2006TH[]THp]YYU] 20.1 481
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403
slobalHproteomicHprofilingHofHphosphopeptidesHusingHelectronHtransferHdissociationHtandemHmassH
spectrometryVHProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaTH2007
THYX]THZYeeUZX]

11.5 469

402 tumanHproteinHreferenceHdatabaseHasHaHdiscoveryHresourceHforHproteomicsVHNucleiceAcidseResearchTH
2004TH[ZTHp]ecUaXY 20.1 441

401 mnalysisHofHtheHhumanHproteinHinteractomeHandHcomparisonHwithHyeastTHwormHandHflyHinteractionH
datasetsVHNatureeGeneticsTH2006TH[dTHZdaUe[ 36.3 381

400
mnalysisHofHreceptorHsignalingHpathwaysHbyHmassHspectrometryfHidentificationHofHvavUZHasHaHsubstrateH
ofHtheHepidermalHandHplateletUderivedHgrowthHfactorHreceptorsVHProceedingseofetheeNationale
AcademyeofeScienceseofetheeUnitedeStateseofeAmericaTH2000THecTHYceUd]

11.5 380

399 niomarkerHdiscoveryHfromHpancreaticHcancerHsecretomeHusingHaHdifferentialHproteomicHapproachVH
MoleculareandeCellulareProteomicsTH2006THaTHYacUcY 7.6 372

398 sozaHacetyltransferaseHcomplexHcontrolsHglucoseHmetabolismHthroughHtranscriptionalHrepressionH
ofH soUYalphaVHCelleMetabolismTH2006TH[TH]ZeU[d 24.6 349

397  robabilisticHmodelHofHtheHhumanHproteinUproteinHinteractionHnetworkVHNatureeBiotechnologyTH2005TH
Z[THeaYUe 44.5 338

396 oloningHofHaHreceptorHsubunitHrequiredHforHsignalingHbyHthymicHstromalHlymphopoietinVHNaturee
ImmunologyTH2000THYTHaeUb] 19.1 338

395 zet athfHaHpublicHresourceHofHcuratedHsignalHtransductionHpathwaysVHGenomeeBiologyTH2010THYYTHï[ 18.3 331

394
mHmassHspectrometryUbasedHproteomicHapproachHforHidentificationHofH
serineWthreonineUphosphorylatedHproteinsHbyHenrichmentHwithHphosphoUspecificHantibodiesfH
identificationHofHaHnovelHproteinTHrriggTHasHaHproteinHkinaseHmHsubstrateVHMoleculareandeCellulare
ProteomicsTH2002THYTHaYcUZc

7.6 318

393 ïoleHofHnbYTHtheHligandHforHtheHqckHreceptorHtyrosineHkinaseTHinHTzrUalphaUinducedHangiogenesisVH
ScienceTH1995THZbdTHabcUe 33.3 315

392 mHcuratedHcompendiumHofHphosphorylationHmotifsVHNatureeBiotechnologyTH2007THZaTHZdaUb 44.5 300

391 petectionHofHtyrosineHphosphorylatedHpeptidesHbyHprecursorHionHscanningHquadrupoleHT’rHmassH
spectrometryHinHpositiveHionHmodeVHAnalyticaleChemistryTH2001THc[THY]]XUd 7.8 286

390
öequentialHphosphorylationHofHoommTHenhancerUbindingHproteinHbetaHbyHym wHandHglycogenH
synthaseHkinaseH[betaHisHrequiredHforHadipogenesisVHProceedingseofetheeNationaleAcademyeofeSciencese
ofetheeUnitedeStateseofeAmericaTH2005THYXZTHecbbUcY

11.5 266

389 tomerYaHdrivesHhomeostaticHscalingUdownHofHexcitatoryHsynapsesHduringHsleepVHScienceTH2017TH[aaTHaYYUaYa33.3 254

388  roteogenomicHmnalysisHofHtumanHoolonHoancerHïevealsHzewHTherapeuticH’pportunitiesVHCellTH
2019THYccTHYX[aUYX]eVeYe 56.2 237

387 mHcompendiumHofHpotentialHbiomarkersHofHpancreaticHcancerVHPLoSeMedicineTH2009THbTHeYXXXX]b 11.6 217

386 tumanH roteinHïeferenceHpatabaseHandHtumanH roteinpediaHasHdiscoveryHtoolsHforHsystemsH
biologyVHMethodseineMoleculareBiologyTH2009THaccTHbcUce 1.4 215

(2009-2007)
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385  lasmaH roteomeHpatabaseHasHaHresourceHforHproteomicsHresearchfHZXY]HupdateVHNucleiceAcidse
ResearchTH2014TH]ZTHpeaeUba 20.1 212

384 mHproteomicHapproachHforHidentificationHofHsecretedHproteinsHduringHtheHdifferentiationHofH[T[UxYH
preadipocytesHtoHadipocytesVHMoleculareandeCellulareProteomicsTH2002THYTHZY[UZZ 7.6 202

383 TacklingHtheHphosphoproteomefHtoolsHandHstrategiesVHCurrenteOpinioneineChemicaleBiologyTH2003THcTHb]Ue 9.7 192

382 mHroleHforHthymicHstromalHlymphopoietinHinHop]PSQHTHcellHdevelopmentVHJournaleofeExperimentale
MedicineTH2004THZXXTHYaeUbd 16.6 191

381 ïibosomalHproteinHsYaHphosphorylationHmediatesHxïïwZHneurodegenerationHinH arkinsonOsHdiseaseVH
CellTH2014THYacTH]cZU]da 56.2 182

380 unsightsHintoHtheHroleHofHhistoneHt[HandHhistoneHt]HcoreHmodifiableHresiduesHinHöaccharomycesH
cerevisiaeVHMoleculareandeCellulareBiologyTH2005THZaTHYXXbXUcX 4.8 179

379  hosphoproteomicHanalysisHofHterZWneuHsignalingHandHinhibitionVHProceedingseofetheeNationale
AcademyeofeScienceseofetheeUnitedeStateseofeAmericaTH2006THYX[THecc[Ud 11.5 175

378 oomprehensiveHproteomicHanalysisHofHhumanHpancreaticHjuiceVHJournaleofeProteomeeResearchTH2004TH
[THYX]ZUaa 5.6 173

377 wb[UspecificHdeubiquitinationHbyHtwoHvmyyWy zSHcomplexesfHnïuöoUassociatedHnrcc[bHandH
proteasomalH ohYVHEMBOeJournalTH2009THZdTHbZYU[Y 13 171

376 QuantitativeHproteomicsHusingHstableHisotopeHlabelingHwithHaminoHacidsHinHcellHcultureVHNaturee
ProtocolsTH2008TH[THaXaUYb 18.8 170

375 mnHevaluationHofHhumanHproteinUproteinHinteractionHdataHinHtheHpublicHdomainVHBMCeBioinformaticsTH
2006THcHöupplHaTHöYe 3.6 168

374 TyrosineHphosphorylationHmappingHofHtheHepidermalHgrowthHfactorHreceptorHsignalingHpathwayVH
JournaleofeBiologicaleChemistryTH2002THZccTHYX[YUe 5.4 165

373 tspcXHandHotu HselectivelyHmediateHubiquitinationHandHdegradationHofHhypoxiaUinducibleHfactorH
PturQUYalphaHbutHzotHturUZalphaVHJournaleofeBiologicaleChemistryTH2010THZdaTH[baYU[bb[ 5.4 164

372
tistoneHdemethylaseHvyvpZoHisHaHcoactivatorHforHhypoxiaUinducibleHfactorHYHthatHisHrequiredHforH
breastHcancerHprogressionVHProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofe
AmericaTH2012THYXeTHq[[bcUcb

11.5 164

371 pynamicHinterplayHbetweenH’UlinkedHzUacetylglucosaminylationHandHglycogenHsynthaseH
kinaseU[UdependentHphosphorylationVHMoleculareandeCellulareProteomicsTH2007THbTHY[baUce 7.6 162

370  roteinHpyrophosphorylationHbyHinositolHpyrophosphatesHisHaHposttranslationalHeventVHProceedingse
ofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaTH2007THYX]THYa[XaUYX 11.5 161

369 otqööfHaHnewHhumanHgeneHcatalogHcuratedHfromHthousandsHofHlargeUscaleHïzmHsequencingH
experimentsHrevealsHextensiveHtranscriptionalHnoiseVHGenomeeBiologyTH2018THYeTHZXd 18.3 158

368 mHproteomicHapproachHforHquantitationHofHphosphorylationHusingHstableHisotopeHlabelingHinHcellH
cultureVHAnalyticaleChemistryTH2003THcaTHbX][Ue 7.8 155
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367
TranscriptomicHandHproteomicHprofilingHofHwqm YHdisruptedHandHsulforaphaneUtreatedHhumanH
breastHepithelialHcellsHrevealsHcommonHexpressionHprofilesVHBreasteCancereResearcheandeTreatmentTH
2012THY[ZTHYcaUdc

4.4 148

366
öignificantHconservationHofHsyntheticHlethalHgeneticHinteractionHnetworksHbetweenHdistantlyHrelatedH
eukaryotesVHProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaTH2008TH
YXaTHYbba[Ud

11.5 143

365 mHcomprehensiveHmapHofHtheHhumanHurinaryHproteomeVHJournaleofeProteomeeResearchTH2011THYXTHZc[]U][ 5.6 141

364 tumanH roteinpediaHenablesHsharingHofHhumanHproteinHdataVHNatureeBiotechnologyTH2008THZbTHYb]Uc 44.5 138

363 tumanH roteinHïeferenceHpatabaseHandHtumanH roteinpediaHasHresourcesHforHphosphoproteomeH
analysisVHMoleculareBioSystemsTH2012THdTH]a[Ub[ 137

362 yutantHproteinsHasHcancerUspecificHbiomarkersVHProceedingseofetheeNationaleAcademyeofeScienceseofe
theeUnitedeStateseofeAmericaTH2011THYXdTHZ]]]Ue 11.5 136

361 oonstructionHofHhumanHactivityUbasedHphosphorylationHnetworksVHMoleculareSystemseBiologyTH2013TH
eTHbaa 12.2 134

360
pisruptionHofH lasmodiumHfalciparumHdevelopmentHbyHantibodiesHagainstHaHconservedHmosquitoH
midgutHantigenVHProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaTH
2007THYX]THY[]bYUb

11.5 130

359 mHproteomicHanalysisHofHhumanHbileVHMoleculareandeCellulareProteomicsTH2004TH[THcYaUZd 7.6 130

358
oontextUspecificHeffectsHofHfibulinUaHPpmzoqWqγqoQHonHcellHproliferationTHmotilityTHandHinvasionVH
ribulinUaHisHinducedHbyHtransformingHgrowthHfactorUbetaHandHaffectsHproteinHkinaseHcascadesVH
JournaleofeBiologicaleChemistryTH2002THZccTHZc[bcUcc

5.4 127

357 TemporalHprofilingHofHtheHadipocyteHproteomeHduringHdifferentiationHusingHaHfiveUplexHöuxmoHbasedH
strategyVHJournaleofeProteomeeResearchTH2009THdTH]dUad 5.6 125

356 s ymWUUaHsoftwareHtoolHforHanalyzingHproteinsHandHpeptidesVHTrendseineBiochemicaleSciencesTH2001TH
ZbTHbdcUe 10.3 125

355  roteogenomicHanalysisHofHyycobacteriumHtuberculosisHbyHhighHresolutionHmassHspectrometryVH
MoleculareandeCellulareProteomicsTH2011THYXTHyYYYVXYYbZc 7.6 119

354 mnHevaluationHofHtheHuseHofHtwoUdimensionalHgelHelectrophoresisHinHproteomicsVHNeweBiotechnologyTH
2001THYdTHYeaUZXa 119

353  hosphoproteomicsHinHcancerVHMoleculareOncologyTH2010TH]TH]dZUea 7.9 118

352  lasmaH roteomeHpatabaseHasHaHresourceHforHproteomicsHresearchVHProteomicsTH2005THaTH[a[YUb 4.8 118

351 TissueHmatrixHarraysHforHhighUthroughputHscreeningHandHsystemsHanalysisHofHcellHfunctionVHNaturee
MethodsTH2015THYZTHYYecUZX] 21.6 115

350 öystematicHinteractomeHmappingHandHgeneticHperturbationHanalysisHofHaHoVHelegansHTsrUbetaH
signalingHnetworkVHMoleculareCellTH2004THY[TH]beUdZ 17.6 115

(2004-2012)
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349 xossHofHoeorfcZHqnhancesHmutophagicHmctivityHviaHperegulatedHmT’ïHandHTrqnHöignalingVHPLoSe
GeneticsTH2016THYZTHeYXXb]][ 6 115

348 mHquantitativeHproteomicHapproachHforHidentificationHofHpotentialHbiomarkersHinHhepatocellularH
carcinomaVHJournaleofeProteomeeResearchTH2008THcTH]ZdeUed 5.6 112

347  hosphoproteomeHanalysisHofHtexaHcellsHusingHstableHisotopeHlabelingHwithHaminoHacidsHinHcellH
cultureHPöuxmoQVHJournaleofeProteomeeResearchTH2005TH]THYbbYUcY 5.6 108

346 snmYHdeficiencyHnegativelyHaffectsHphysiologicalH˛–UsynucleinHtetramersHandHrelatedHmultimersVH
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaTH2018THYYaTHcedUdX[ 11.5 106

345 oloningHandHcharacterizationHofH mwaTHaHnovelHmemberHofHmammalianHpZYUactivatedHkinaseUuuH
subfamilyHthatHisHpredominantlyHexpressedHinHbrainVHOncogeneTH2002THZYTH[e[eU]d 9.2 106

344 TheHïetHreceptorHproteinHtyrosineHkinaseHassociatesHwithHtheHötZUcontainingHadapterHproteinHsrbYXVH
JournaleofeBiologicaleChemistryTH1995THZcXTHZY]bYU[ 5.4 104

343
oomparisonsHofHtyrosineHphosphorylatedHproteinsHinHcellsHexpressingHlungHcancerUspecificHallelesHofH
qsrïHandHwïmöVHProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaTH
2008THYXaTHY]YYZUc

11.5 103

342 αseHofHmassHspectrometryUderivedHdataHtoHannotateHnucleotideHandHproteinHsequenceHdatabasesVH
TrendseineBiochemicaleSciencesTH2001THZbTHa]UbY 10.3 103

341 ’ncogenicHïqTHreceptorsHdisplayHdifferentHautophosphorylationHsitesHandHsubstrateHbindingH
specificitiesVHJournaleofeBiologicaleChemistryTH1996THZcYTHa[XeUYZ 5.4 102

340  roteogenomicsVHProteomicsTH2011THYYTHbZXU[X 4.8 100

339 udentificationHofHmiïUZYHtargetsHinHbreastHcancerHcellsHusingHaHquantitativeHproteomicHapproachVH
ProteomicsTH2009THeTHY[c]Ud] 4.8 100

338 zewHmarkersHofHpancreaticHcancerHidentifiedHthroughHdifferentialHgeneHexpressionHanalysesfHclaudinH
YdHandHannexinHmdVHAmericaneJournaleofeSurgicalePathologyTH2008TH[ZTHYddUeb 6.7 100

337 unhibitionHofHöpleenHTyrosineHwinaseH otentiatesH aclitaxelUunducedHoytotoxicityHinH’varianHoancerH
oellsHbyHötabilizingHyicrotubulesVHCancereCellTH2015THZdTHdZUeb 24.3 96

336 TemporalHprofilingHofHtheHsecretomeHduringHadipogenesisHinHhumansVHJournaleofeProteomeeResearchTH
2010THeTHaZZdU[d 5.6 96

335 ohemicalHrescueHofHaHmutantHenzymeHinHlivingHcellsVHScienceTH2006TH[YYTHYZe[Uc 33.3 96

334 mHreassessmentHofHtheHtranslationHinitiationHcodonHinHvertebratesVHTrendseineGeneticsTH2001THYcTHbdaUc 8.5 96

333 TheHkeratoconusHcornealHproteomefHlossHofHepithelialHintegrityHandHstromalHdegenerationVHJournaleofe
ProteomicsTH2013THdcTHYZZU[Y 3.9 95

332 TowardHtheHhumanHcellularHmicroïzmomeVHGenomeeResearchTH2017THZcTHYcbeUYcdY 9.7 95
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331 örcUlikeHadaptorHproteinHPöxm QHisHaHnegativeHregulatorHofHTHcellHreceptorHsignalingVHJournaleofe
ExperimentaleMedicineTH2000THYeYTH]b[Uc] 16.6 94

330 WidespreadHsomaticHxYHretrotranspositionHoccursHearlyHduringHgastrointestinalHcancerHevolutionVH
GenomeeResearchTH2015THZaTHYa[bU]a 9.7 92

329
udentificationHofHaHnovelHimmunoreceptorHtyrosineUbasedHactivationHmotifUcontainingHmoleculeTH
öTmyZTHbyHmassHspectrometryHandHitsHinvolvementHinHgrowthHfactorHandHcytokineHreceptorHsignalingH
pathwaysVHJournaleofeBiologicaleChemistryTH2000THZcaTH[db[[Ue

5.4 92

328  roteomicHanalysisHofHhumanHvitreousHhumorVHClinicaleProteomicsTH2014THYYTHZe 5 90

327 senomewideHmïzmHprofilingHofHesophagealHsquamousHcellHcarcinomaHforHidentificationHofHcancerH
biomarkersVHCancereBiologyeandeTherapyTH2009THdTH[bU]b 4.6 90

326 yalariaHparasiteHinvasionHofHtheHmosquitoHsalivaryHglandHrequiresHinteractionHbetweenHtheH
 lasmodiumHTïm HandHtheHmnophelesHsaglinHproteinsVHPLoSePathogensTH2009THaTHeYXXXZba 7.6 90

325 oomprehensiveHcomparisonHofHcollisionHinducedHdissociationHandHelectronHtransferHdissociationVH
AnalyticaleChemistryTH2008THdXTH]dZaU[a 7.8 90

324 oharacterizationHofHaHnovelHörcUlikeHadapterHproteinHthatHassociatesHwithHtheHqckHreceptorHtyrosineH
kinaseVHJournaleofeBiologicaleChemistryTH1995THZcXTHYeZXYU] 5.4 90

323  roteomicHanalysisHofHhumanHosteoarthritisHsynovialHfluidVHClinicaleProteomicsTH2014THYYTHb 5 85

322  roteomicHanalysisHofHhumanHfollicularHfluidfHaHnewHperspectiveHtowardsHunderstandingH
folliculogenesisVHJournaleofeProteomicsTH2013THdcTHbdUcc 3.9 85

321 TheHdynamicHstressUinducedHJ’UslczmcUomeJHhighlightsHfunctionsHforH’UslczmcHinHregulatingHpzmH
damageWrepairHandHotherHcellularHpathwaysVHAminoeAcidsTH2011TH]XTHce[UdXd 3.5 84

320 QuantitativeHtissueHproteomicsHofHesophagealHsquamousHcellHcarcinomaHforHnovelHbiomarkerH
discoveryVHCancereBiologyeandeTherapyTH2011THYZTHaYXUZZ 4.6 84

319 mHnovelHproteomicHapproachHforHspecificHidentificationHofHtyrosineHkinaseHsubstratesHusingH
[Y[o]tyrosineVHJournaleofeBiologicaleChemistryTH2004THZceTHYadXaUY[ 5.4 84

318 qlectronHtransferHdissociationHmassHspectrometryHinHproteomicsVHProteomicsTH2012THYZTHa[XU]Z 4.8 83

317 yacUZUbindingHproteinHisHaHdiagnosticHmarkerHforHbiliaryHtractHcarcinomaVHCancerTH2004THYXYTHYbXeUYa 6.4 83

316 pifferentialHproteomicHanalysisHofHsynovialHfluidHfromHrheumatoidHarthritisHandHosteoarthritisH
patientsVHClinicaleProteomicsTH2014THYYTHY 5 82

315 slobalHimpactHofHoncogenicHörcHonHaHphosphotyrosineHproteomeVHJournaleofeProteomeeResearchTH
2008THcTH[]]cUbX 5.6 80

314
udentificationHofHlongUlivedHsynapticHproteinsHbyHproteomicHanalysisHofHsynaptosomeHproteinH
turnoverVHProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaTH2018TH
YYaTHq[dZcUq[d[b

11.5 77

(2018-2000)
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313 mHfunctionalHannotationHofHsubproteomesHinHhumanHplasmaVHProteomicsTH2005THaTH[aXbUYe 4.8 77

312  roteomicsHofHfollicularHfluidHfromHwomenHwithHpolycysticHovaryHsyndromeHsuggestsHmolecularH
defectsHinHfollicularHdevelopmentVHJournaleofeClinicaleEndocrinologyeandeMetabolismTH2015THYXXTHc]]Ua[ 5.6 75

311 TheHmxlHreceptorHtyrosineHkinaseHisHanHadverseHprognosticHfactorHandHaHtherapeuticHtargetHinH
esophagealHadenocarcinomaVHCancereBiologyeandeTherapyTH2010THYXTHYXXeUYd 4.6 75

310 oommonHerrorsHinHmassHspectrometryUbasedHanalysisHofHpostUtranslationalHmodificationsVH
ProteomicsTH2016THYbTHcXXUY] 4.8 75

309 tumanH roteinpediafHaHunifiedHdiscoveryHresourceHforHproteomicsHresearchVHNucleiceAcidseResearchTH
2009TH[cTHpcc[UdY 20.1 72

308  roteogenomicHxandscapeHofHnreastHoancerHTumorigenesisHandHTargetedHTherapyVHCellTH2020THYd[THY][bUY]abVe[Y56.2 71

307 mntitumorHactivityHandHmolecularHeffectsHofHtheHnovelHheatHshockHproteinHeXHinhibitorTHu uUaX]THinH
pancreaticHcancerVHMoleculareCancereTherapeuticsTH2008THcTH[ZcaUd] 6.1 70

306 öuxmoUbasedHquantitativeHproteomicHapproachHtoHidentifyHpotentialHbiomarkersHfromHtheH
esophagealHsquamousHcellHcarcinomaHsecretomeVHCancereBiologyeandeTherapyTH2010THYXTHcebUdYX 4.6 69

305 pirectHassociationHbetweenHtheHïetHreceptorHtyrosineHkinaseHandHtheHörcHhomologyHZUcontainingH
adapterHproteinHsrbcVHJournaleofeBiologicaleChemistryTH1996THZcYTHYXbXcUYX 5.4 68

304 miïgeHUHmHyultiplexedHyethodHofH rocessingHömallHïzmUöeqHpataHtoHpetermineHyicroïzmHqntropyVH
PLoSeONETH2015THYXTHeXY][Xbb 3.7 66

303 pifferentiallyHexpressedHgenesHinHpancreaticHductalHadenocarcinomasHidentifiedHthroughHserialH
analysisHofHgeneHexpressionVHCancereBiologyeandeTherapyTH2004TH[THYZa]UbY 4.6 66

302 mHzetworkHyapHofHrsrUYWrsrïHöignalingHöystemVHJournaleofeSignaleTransductionTH2014THZXY]THebZebZ 65

301
xoUyöWyöHanalysisHofHdifferentiallyHexpressedHglioblastomaHmembraneHproteomeHrevealsHalteredH
calciumHsignalingHandHotherHproteinHgroupsHofHregulatoryHfunctionsVHMoleculareandeCellulare
ProteomicsTH2012THYYTHyYYYVXY[aba

7.6 65

300 udentificationHofHsecretedHproteinsHthatHmediateHcellUcellHinteractionsHinHanHinHvitroHmodelHofHtheH
lungHcancerHmicroenvironmentVHCancereResearchTH2008THbdTHcZ[cU]a 10.1 64

299 tumanHproteinHreferenceHdatabaseHandHhumanHproteinpediaHasHdiscoveryHresourcesHforHmolecularH
biotechnologyVHMoleculareBiotechnologyTH2011TH]dTHdcUea 3 63

298 ötableHisotopeHlabelingHwithHaminoHacidsHinHcellHcultureHPöuxmoQHforHstudyingHdynamicsHofHproteinH
abundanceHandHposttranslationalHmodificationsVHScienceeSignalingTH2005THZXXaTHplZ 8.8 62

297 αbiquilinHZHmodulatesHmxöWrTpUlinkedHrαöUïzmHcomplexHdynamicsHandHstressHgranuleHformationVH
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaTH2018THYYaTHqYY]daUqYY]e]11.5 61

296 zucleotideHsequenceHdatabasesfHaHgoldHmineHforHbiologistsVHTrendseineBiochemicaleSciencesTH1999THZ]THZcbUdX10.3 60
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295 mHnetworkHmapHofHnpzrWTïwnHandHnpzrWpcazTïHsignalingHsystemVHJournaleofeCelleCommunicatione
andeSignalingTH2013THcTH[XYUc 5.2 58

294  roteomicsHgoesHquantitativefHmeasuringHproteinHabundanceVHTrendseineBiotechnologyTH2002THZXTH[bYU] 15.1 58

293 mHproteomicHanalysisHofHsalivaryHglandsHofHfemaleHmnophelesHgambiaeHmosquitoVHProteomicsTH2005TH
aTH[cbaUcc 4.8 58

292 ’UlinkedHzUacetylglucosamineHmodificationHonHoommTHenhancerUbindingHproteinHbetafHroleHduringH
adipocyteHdifferentiationVHJournaleofeBiologicaleChemistryTH2009THZd]THYeZ]dUa] 5.4 57

291 TheHqscherichiaHcoliHphosphotyrosineHproteomeHrelatesHtoHcoreHpathwaysHandHvirulenceVHPLoSe
PathogensTH2013THeTHeYXX[]X[ 7.6 56

290 udentifyingHtargetsHofHmiïUY][HusingHaHöuxmoUbasedHproteomicHapproachVHMoleculareBioSystemsTH
2010THbTHYdc[UdZ 56

289 udentificationHofHcUörcHtyrosineHkinaseHsubstratesHinHplateletUderivedHgrowthHfactorHreceptorH
signalingVHMoleculareOncologyTH2009TH[TH][eUaX 7.9 56

288 örcUlikeHadaptorHproteinHPölapQHisHaHnegativeHregulatorHofHmitogenesisVHCurrenteBiologyTH1998THdTHecaUd 6.3 55

287 mHproteomicHanalysisHofHhumanHhemodialysisHfluidVHMoleculareandeCellulareProteomicsTH2005TH]THb[cUaX 7.6 55

286 Töx HsignalingHpathwayHmapfHaHplatformHforHanalysisHofHTöx UmediatedHsignalingVHDatabase:ethee
JournaleofeBiologicaleDatabaseseandeCurationTH2014THZXY]THbauXXc 5 54

285 mctivationHofHdiverseHsignallingHpathwaysHbyHoncogenicH uw[omHmutationsVHNatureeCommunicationsTH
2014THaTH]ebY 17.4 53

284 udentificationHofHcUörcHtyrosineHkinaseHsubstratesHusingHmassHspectrometryHandHpeptideHmicroarraysVH
JournaleofeProteomeeResearchTH2008THcTH[eXXUYX 5.6 53

283 senomeHannotationHofHmnophelesHgambiaeHusingHmassHspectrometryUderivedHdataVHBMCeGenomicsTH
2005THbTHYZd 4.5 52

282 oharacterizationHofHnbYTHtheHligandHforHtheHqckHreceptorHproteinUtyrosineHkinaseVHJournaleofe
BiologicaleChemistryTH1995THZcXTHab[bU]Y 5.4 52

281 unhibitionHofHadipocyteHdifferentiationHbyHresistinUlikeHmoleculeHalphaVHniochemicalHcharacterizationH
ofHitsHoligomericHnatureVHJournaleofeBiologicaleChemistryTH2002THZccTH]ZXYYUb 5.4 51

280  roteomicHcompositionHandHimmunomodulatoryHpropertiesHofHurinaryHbladderHmatrixHscaffoldsHinH
homeostasisHandHinjuryVHSeminarseineImmunologyTH2017THZeTHY]UZ[ 10.7 49

279 mHnetworkHmapHofHuxU[[HsignalingHpathwayVHJournaleofeCelleCommunicationeandeSignalingTH2018THYZTHbYaUbZ]5.2 49

278 mrchitecturalHorganizationHofHtheHmetabolicHregulatoryHenzymeHghrelinH’UacyltransferaseVHJournaleofe
BiologicaleChemistryTH2013THZddTH[ZZYYU[ZZZd 5.4 48

(2013-2013)
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277 TemporalHanalysisHofHneuralHdifferentiationHusingHquantitativeHproteomicsVHJournaleofeProteomee
ResearchTH2009THdTHY[YaUZb 5.6 48

276 oloningHofHymöwTHaHnovelHmemberHofHtheHmammalianHgerminalHcenterHkinaseHuuuHsubfamilyTHwithH
apoptosisUinducingHpropertiesVHJournaleofeBiologicaleChemistryTH2002THZccTHaeZeU[e 5.4 48

275 mHnetworkHmapHofHunterleukinUYXHsignalingHpathwayVHJournaleofeCelleCommunicationeandeSignalingTH
2016THYXTHbYUc 5.2 47

274 yultipleHpathwaysHforH lasmodiumHookineteHinvasionHofHtheHmosquitoHmidgutVHProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaTH2014THYYYTHq]eZUaXX 11.5 47

273 mHpathwayHmapHofHprolactinHsignalingVHJournaleofeCelleCommunicationeandeSignalingTH2012THbTHYbeUc[ 5.2 47

272 qvaluationHofHseveralHyöWyöHsearchHalgorithmsHforHanalysisHofHspectraHderivedHfromHelectronH
transferHdissociationHexperimentsVHAnalyticaleChemistryTH2009THdYTHcYcXUdX 7.8 47

271 mHproteogenomicHanalysisHofHmnophelesHgambiaeHusingHhighUresolutionHrourierHtransformHmassH
spectrometryVHGenomeeResearchTH2011THZYTHYdcZUdY 9.7 47

270 oomputationalHandHexperimentalHanalysisHrevealsHaHnovelHörcHfamilyHkinaseHinHtheHoVHelegansH
genomeVHBioinformaticsTH2003THYeTHYbeUcZ 7.2 47

269 nioöuTefHmHyethodHforHpirectHpetectionHandHQuantitationHofHöiteUöpecificHniotinylationVHJournaleofe
ProteomeeResearchTH2018THYcTHcaeUcbe 5.6 46

268 QuantitativeH roteomicH rofilingHofHoerebrospinalHrluidHtoHudentifyHoandidateHniomarkersHforH
mlzheimerOsHpiseaseVHProteomicseteClinicaleApplicationsTH2019THY[THeYdXXYXa 3.1 46

267 QuantitativeHphosphoproteomicsHrevealsHcrosstalkHbetweenHphosphorylationHandH’UslczmcHinHtheH
pzmHdamageHresponseHpathwayVHProteomicsTH2015THYaTHaeYUbXc 4.8 45

266 öecretomeHanalysisHofHtheHfungusHTrichodermaHharzianumHgrownHonHcelluloseVHProteomicsTH2012THYZTHZcYbUZd4.8 45

265
udentificationHofHnovelHhighlyHexpressedHgenesHinHpancreaticHductalHadenocarcinomasHthroughHaH
bioinformaticsHanalysisHofHexpressedHsequenceHtagsVHCancereBiologyeandeTherapyTH2004TH[THYXdYUegH
discussionHYXeXUY

4.6 45

264 öuxmoUbasedHquantitativeHproteomicHanalysisHofHgastricHcancerHsecretomeVHProteomicseteClinicale
ApplicationsTH2013THcTH[aaUbb 3.1 44

263
udentificationHofHheadHandHneckHsquamousHcellHcarcinomaHbiomarkerHcandidatesHthroughHproteomicH
analysisHofHcancerHcellHsecretomeVHBiochimicaeEteBiophysicaeActaeteProteinseandeProteomicsTH2013TH
Yd[]THZ[XdUYb

4 44

262 Töx HsignalingHnetworkHrevealedHbyHöuxmoUbasedHphosphoproteomicsVHMoleculareandeCellulare
ProteomicsTH2012THYYTHyYYZVXYccb] 7.6 44

261 ïoleHofHp[dHinHreplicationHofHTrypanosomaHbruceiHkinetoplastHpzmVHMoleculareandeCellulareBiologyTH
2006THZbTHa[dZUe[ 4.8 44

260  roteomicsHofHhumanHaqueousHhumorVHOMICSeAeJournaleofeIntegrativeeBiologyTH2015THYeTHZd[Ue[ 3.8 43
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259 udentificationHofHdifferentiallyHexpressedHserumHproteinsHinHgastricHadenocarcinomaVHJournaleofe
ProteomicsTH2015THYZcTHdXUd 3.9 43

258 teterogeneityHofHpancreaticHcancerHmetastasesHinHaHsingleHpatientHrevealedHbyHquantitativeH
proteomicsVHMoleculareandeCellulareProteomicsTH2014THY[THZdX[UYY 7.6 43

257 untegratingHtranscriptomicHandHproteomicHdataHforHaccurateHassemblyHandHannotationHofHgenomesVH
GenomeeResearchTH2017THZcTHY[[UY]] 9.7 43

256 oaseinHkinaseHZHbindsHtoHtheHoHterminusHofHzaSWtSHexchangerH[HPztq[QHandHstimulatesHztq[HbasalH
activityHbyHphosphorylatingHaHseparateHsiteHinHztq[VHMoleculareBiologyeofetheeCellTH2008THYeTH[daeUcX 3.5 43

255 oloningHofHaHnovelHphosphotyrosineHbindingHdomainHcontainingHmoleculeTH’dinTHinvolvedHinH
signalingHbyHreceptorHtyrosineHkinasesVHOncogeneTH2002THZYTHdXZeU[b 9.2 43

254  hosphotyrosineHmappingHinHncrWmblHoncoproteinHusingHphosphotyrosineUspecificHimmoniumHionH
scanningVHMoleculareandeCellulareProteomicsTH2003THZTHY[dU]a 7.6 43

253 TollHandHinterleukinUYHreceptorHPTuïQHdomainUcontainingHproteinsHinHplantsfHaHgenomicHperspectiveVH
TrendseinePlanteScienceTH2002THcTH[ddUeY 13.1 43

252 QuantitativeHphosphoproteomicHanalysisHofHuxU[[UmediatedHsignalingVHProteomicsTH2015THYaTHa[ZU]] 4.8 42

251 oalciumHcalmodulinHdependentHkinaseHkinaseHZHUHaHnovelHtherapeuticHtargetHforHgastricH
adenocarcinomaVHCancereBiologyeandeTherapyTH2015THYbTH[[bU]a 4.6 41

250 oomparativeHproteomicsHofHhumanHembryonicHstemHcellsHandHembryonalHcarcinomaHcellsVHProteomics
TH2010THYXTHY[aeUc[ 4.8 41

249 öcreeningHforHtherapeuticHtargetsHofHvorinostatHbyHöuxmoUbasedHproteomicHanalysisHinHhumanHbreastH
cancerHcellsVHProteomicsTH2010THYXTHYXZeU[e 4.8 41

248 piscoveryHofHnoncanonicalHtranslationHinitiationHsitesHthroughHmassHspectrometricHanalysisHofH
proteinHzHterminiVHGenomeeResearchTH2018THZdTHZaU[b 9.7 41

247 mnnotationHofHtheHzebrafishHgenomeHthroughHanHintegratedHtranscriptomicHandHproteomicHanalysisVH
MoleculareandeCellulareProteomicsTH2014THY[TH[Yd]Ued 7.6 40

246  hosphoproteomicH rofilingHïevealsHqpsteinUnarrHγirusH roteinHwinaseHuntegrationHofHpzmHpamageH
ïesponseHandHyitoticHöignalingVHPLoSePathogensTH2015THYYTHeYXXa[]b 7.6 40

245 mHproteogenomicHapproachHtoHmapHtheHproteomeHofHanHunsequencedHpathogenHUHxeishmaniaH
donovaniVHProteomicsTH2012THYZTHd[ZU]] 4.8 39

244 öynovialHfluidHproteomeHinHrheumatoidHarthritisVHClinicaleProteomicsTH2016THY[THYZ 5 38

243  roteogenomicHanalysisHofHoandidaHglabrataHusingHhighHresolutionHmassHspectrometryVHJournaleofe
ProteomeeResearchTH2012THYYTHZ]cUbX 5.6 38

242 oomprehensiveHproteomicHanalysisHofHhumanHbileVHProteomicsTH2011THYYTH]]][Ua[ 4.8 38

(2011-2015)

11



241 pifferentialHmembraneHproteomicsHusingHYd’UlabelingHtoHidentifyHbiomarkersHforH
cholangiocarcinomaVHJournaleofeProteomeeResearchTH2008THcTH]bcXUc 5.6 38

240  ancreaticHoancerHpatabasefHanHintegrativeHresourceHforHpancreaticHcancerVHCancereBiologyeande
TherapyTH2014THYaTHeb[Uc 4.6 37

239  hosphoproteomeHofHoryptococcusHneoformansVHJournaleofeProteomicsTH2014THecTHZdcUea 3.9 37

238 udentificationHofHtargetsHofHcUörcHtyrosineHkinaseHbyHchemicalHcomplementationHandH
phosphoproteomicsVHMoleculareandeCellulareProteomicsTH2012THYYTH[aaUbe 7.6 37

237 öignalingHnetworkHofH’ncostatinHyHpathwayVHJournaleofeCelleCommunicationeandeSignalingTH2013THcTHYX[Ud5.2 37

236 mctivatedHepidermalHgrowthHfactorHreceptorHasHaHnovelHtargetHinHpancreaticHcancerHtherapyVHJournale
ofeProteomeeResearchTH2008THcTH]baYUd 5.6 37

235 pifferencesHinHsignalingHthroughHtheHnUcellHleukemiaHoncoproteinHoïxrZHinHresponseHtoHTöx HandH
throughHmutantHvmwZVHBloodTH2012THYZXTHZda[Ub[ 2.2 36

234 mHmulticellularHsignalHtransductionHnetworkHofHmsqWïmsqHsignalingVHJournaleofeCelleCommunicatione
andeSignalingTH2013THcTHYeUZ[ 5.2 35

233  athnuilderUUopenHsourceHsoftwareHforHannotatingHandHdevelopingHpathwayHresourcesVH
BioinformaticsTH2009THZaTHZdbXUZ 7.2 35

232 udentifyingHnovelHtargetsHofHoncogenicHqsrHreceptorHsignalingHinHlungHcancerHthroughHglobalH
phosphoproteomicsVHProteomicsTH2015THYaTH[]XUaa 4.8 34

231 ïm upfHïesourceHofHmsianH rimaryHummunodeficiencyHpiseasesVHNucleiceAcidseResearchTH2009TH[cTHpdb[Uc 20.1 34

230 oloningHofHaHnovelHsignalingHmoleculeTHmyötUZTHthatHpotentiatesHtransformingHgrowthHfactorHbetaH
signalingVHBMCeCelleBiologyTH2004THaTHZ 34

229 slobalHphosphotyrosineHsurveyHinHtripleUnegativeHbreastHcancerHrevealsHactivationHofHmultipleH
tyrosineHkinaseHsignalingHpathwaysVHOncotargetTH2015THbTHZeY][UbX 3.3 34

228 mHcompendiumHofHmoleculesHinvolvedHinHvectorUpathogenHinteractionsHpertainingHtoHmalariaVH
MalariaeJournalTH2013THYZTHZYb 3.6 33

227 QuantitativeHtemporalHproteomicHanalysisHofHhumanHembryonicHstemHcellHdifferentiationHintoH
oligodendrocyteHprogenitorHcellsVHProteomicsTH2011THYYTH]XXcUZX 4.8 33

226 mHcomprehensiveHmanuallyHcuratedHreactionHmapHofHïmzwxWïmzwUsignalingHpathwayVHDatabase:ethee
JournaleofeBiologicaleDatabaseseandeCurationTH2011THZXYYTHbarXZY 5 33

225 mpplicationsHofHproteomicsHtoHlabHdiagnosisVHAnnualeRevieweofePathology:eMechanismseofeDiseaseTH
2008TH[TH]daUed 34 33

224 oopyUnumberHvariantsHinHpatientsHwithHaHstrongHfamilyHhistoryHofHpancreaticHcancerVHCancereBiologye
andeTherapyTH2007THbTHYaeZUe 4.6 33
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223 udentificationHofHsm ptHonHtheHsurfaceHofH lasmodiumHsporozoitesHasHaHnewHcandidateHforH
targetingHmalariaHliverHinvasionVHJournaleofeExperimentaleMedicineTH2016THZY[THZXeeUYYZ 16.6 31

222 oharacterizingHtheHnormalHproteomeHofHhumanHciliaryHbodyVHClinicaleProteomicsTH2013THYXTHe 5 30

221 mHmultiUomicHanalysisHofHhumanHnaˆflveHop]SHTHcellsVHBMCeSystemseBiologyTH2015THeTHca 3.5 30

220 öystematicHevaluationHofHalternatingHoupHandHqTpHfragmentationHforHphosphorylatedHpeptidesVH
ProteomicsTH2011THYYTHZabdUcZ 4.8 30

219 mHnovelHörcHhomologyHZHdomainUcontainingHmoleculeTHörcUlikeHadapterHproteinUZHPöxm UZQTHwhichH
negativelyHregulatesHTHcellHreceptorHsignalingVHJournaleofeBiologicaleChemistryTH2002THZccTHYeY[YUd 5.4 29

218 mHdualHspecificityHkinaseTHpYïwYmTHasHaHpotentialHtherapeuticHtargetHforHheadHandHneckHsquamousH
cellHcarcinomaVHScientificeReportsTH2016THbTH[bY[Z 4.9 28

217 öuxmoHforHglobalHphosphoproteomicHanalysisVHMethodseineMoleculareBiologyTH2009THaZcTHYXcUYbTHx 1.4 28

216  roteomicHcharacterizationHofHterZWneuUoverexpressingHbreastHcancerHcellsVHProteomicsTH2010THYXTH[dXXUYX4.8 28

215 mnalysisHofHtyrosineHphosphorylationHsitesHinHsignalingHmoleculesHbyHaHphosphotyrosineUspecificH
immoniumHionHscanningHmethodVHScienceeSignalingTH2002THZXXZTHplYb 8.8 28

214
cpzmHcloningHandHcharacterizationHofHaHoekcHreceptorHproteinUtyrosineHkinaseHligandHthatHisH
identicalHtoHtheHligandHPqxrUYQHforHtheHyekU]HandHöekHreceptorHproteinUtyrosineHkinasesVHJournaleofe
BiologicaleChemistryTH1995THZcXTH[]bcUcX

5.4 28

213 ohronicHexposureHtoHchewingHtobaccoHselectsHforHoverexpressionHofHstearoylUoomHdesaturaseHinH
normalHoralHkeratinocytesVHCancereBiologyeandeTherapyTH2015THYbTHYae[UbX[ 4.6 27

212 öilencingHofHhighUmobilityHgroupHboxHZHPtysnZQHmodulatesHcisplatinHandHaUfluorouracilHsensitivityHinH
headHandHneckHsquamousHcellHcarcinomaVHProteomicsTH2015THYaTH[d[Ue[ 4.8 27

211 öurgeryTH’ctreotideTHTemozolomideTHnevacizumabTHïadiotherapyTHandH egvisomantHTreatmentHofH
anHmu HyutationU ositiveHohildVHJournaleofeClinicaleEndocrinologyeandeMetabolismTH2019THYX]TH[a[eU[a]] 5.6 27

210
udentificationHofHzovelH hosphorylationHyotifsHThroughHanHuntegrativeHoomputationalHandH
qxperimentalHmnalysisHofHtheHtumanH hosphoproteomeVHJournaleofeProteomicseandeBioinformaticsTH
2011TH]THZZU[a

2.1 27

209 zetölimfHhighUconfidenceHcuratedHsignalingHmapsVHDatabase:etheeJournaleofeBiologicaleDatabaseseande
CurationTH2011THZXYYTHbarX[Z 5 27

208 QuantitativeHproteomicsHforHidentificationHofHcancerHbiomarkersVHProteomicseteClinicaleApplicationsTH
2007THYTHYXdXUe 3.1 27

207 xoUyöUbasedHserumHmetabolomicHanalysisHrevealsHdysregulationHofHphosphatidylcholinesHinH
esophagealHsquamousHcellHcarcinomaVHJournaleofeProteomicsTH2015THYZcTHebUYXZ 3.9 26

206 yovingHfromHunsequencedHtoHsequencedHgenomefHreanalysisHofHtheHproteomeHofHxeishmaniaH
donovaniVHJournaleofeProteomicsTH2014THecTH]dUbY 3.9 26

(2014-2016)
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205 mssessmentHofHresolutionHparametersHforHoupUbasedHshotgunHproteomicHexperimentsHonHtheH
xTQU’rbitrapHmassHspectrometerVHJournaleofetheeAmericaneSocietyeforeMasseSpectrometryTH2010THZYTHYbXbUYY3.5 26

204
QuantitativeHTyrosineH hosphoproteomicsHofHqpidermalHsrowthHractorHïeceptorHPqsrïQHTyrosineH
winaseHunhibitorUtreatedHxungHmdenocarcinomaHoellsHïevealsH otentialHzovelHniomarkersHofH
TherapeuticHïesponseVHMoleculareandeCellulareProteomicsTH2017THYbTHdeYUeYX

7.6 25

203 udentificationHofHcandidateHsubstratesHforHtheHsolgiHTulYHq[HligaseHusingHquantitativeHdislyH
proteomicsHinHyeastVHMoleculareandeCellulareProteomicsTH2014THY[THZdcYUdZ 7.6 25

202 zextUsenerationHöequencingHïevealsHzovelHyutationsHinHXUlinkedHuntellectualHpisabilityVHOMICSeAe
JournaleofeIntegrativeeBiologyTH2017THZYTHZeaU[X[ 3.8 24

201  roteomicHöignatureHofHqndothelialHpysfunctionHudentifiedHinHtheHöerumHofHmcuteHuschemicHötrokeH
 atientsHbyHtheHiTïmQUnasedHxoUyöHmpproachVHJournaleofeProteomeeResearchTH2015THY]THZ]bbUce 5.6 24

200 yacrophageHmigrationHinhibitoryHfactorHUHaHtherapeuticHtargetHinHgallbladderHcancerVHBMCeCancerTH
2015THYaTHd][ 4.8 24

199 QuantitativeHproteomicsHforHidentifyingHbiomarkersHforHïabiesVHClinicaleProteomicsTH2013THYXTH[ 5 24

198 oomprehensiveHproteomicsHanalysisHofHglycosomesHfromHxeishmaniaHdonovaniVHOMICSeAeJournaleofe
IntegrativeeBiologyTH2015THYeTHYacUcX 3.8 24

197 öignalingHzetworkHyapHofHqndothelialHTqwHTyrosineHwinaseVHJournaleofeSignaleTransductionTH2014TH
ZXY]THYc[XZb 24

196 udentificationHofHprosaposinHandHtransgelinHasHpotentialHbiomarkersHforHgallbladderHcancerHusingH
quantitativeHproteomicsVHBiochemicaleandeBiophysicaleResearcheCommunicationsTH2014TH]]bTHdb[Ue 3.4 24

195 yonoclonalHantibodyHcocktailHasHanHenrichmentHtoolHforHacetylomeHanalysisVHAnalyticaleChemistryTH
2011THd[TH[bZ[Ub 7.8 24

194 tumanHadenineHnucleotideHtranslocasesHphysicallyHandHfunctionallyHinteractHwithHrespirasomesVH
MoleculareBiologyeofetheeCellTH2017THZdTHY]deUYaXb 3.5 23

193  roteomicHprofilingHofHretinoblastomaHbyHhighHresolutionHmassHspectrometryVHClinicaleProteomicsTH
2016THY[THZe 5 23

192  tp[UmediatedHprolylHhydroxylationHofHnonmuscleHactinHimpairsHpolymerizationHandHcellHmotilityVH
MoleculareBiologyeofetheeCellTH2014THZaTHZcddUeb 3.5 23

191 zeglectedHtropicalHdiseasesHandHomicsHsciencefHproteogenomicsHanalysisHofHtheHpromastigoteHstageH
ofHxeishmaniaHmajorHparasiteVHOMICSeAeJournaleofeIntegrativeeBiologyTH2014THYdTH]eeUaYZ 3.8 23

190 notchHisHaH˛‡UglutamylHcyclotransferaseHthatHdeglycinatesHandHantagonizesHzotchVHCelleReportsTH2014TH
cTHbdYUd 10.6 23

189  redictionHofHcandidateHprimaryHimmunodeficiencyHdiseaseHgenesHusingHaHsupportHvectorHmachineH
learningHapproachVHDNAeResearchTH2009THYbTH[]aUaY 4.5 23

188 mssessingHreproducibilityHofHaHproteinHdynamicsHstudyHusingHinHvivoHlabelingHandHliquidH
chromatographyHtandemHmassHspectrometryVHAnalyticaleChemistryTH2005THccTHZc[eU]] 7.8 23
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187 rromHbiologicalHdatabasesHtoHplatformsHforHbiomedicalHdiscoveryVHTrendseineBiotechnologyTH2003THZYTHZb[Ud15.1 23

186 ohronicHexposureHtoHcigaretteHsmokeHleadsHtoHactivationHofHpZYHPïmoYQUactivatedHkinaseHbHP mwbQHinH
nonUsmallHcellHlungHcancerHcellsVHOncotargetTH2016THcTHbYZZeUbYZ]a 3.3 23

185  roteomicHanalysisHofHpurifiedHproteinHderivativeHofHyycobacteriumHtuberculosisVHClinicaleProteomics
TH2013THYXTHd 5 22

184 ïegulationHofHlipidHmetabolismHbyHpicerHrevealedHthroughHöuxmoHmiceVHJournaleofeProteomeeResearch
TH2012THYYTHZYe[UZXa 5.6 22

183 ThousandsHofHlargeUscaleHïzmHsequencingHexperimentsHyieldHaHcomprehensiveHnewHhumanHgeneHlistH
andHrevealHextensiveHtranscriptionalHnoise 22

182  roteomeUwideHchangesHinHprimaryHskinHkeratinocytesHexposedHtoHdieselHparticulateHextractUmHroleH
forHantioxidantsHinHskinHhealthVHJournaleofeDermatologicaleScienceTH2018THeYTHZ[eUZ]e 4.3 21

181
 roteomicHanalysisHofHtheHabomasalHmucosalHresponseHfollowingHinfectionHbyHtheHnematodeTH
taemonchusHcontortusTHinHgeneticallyHresistantHandHsusceptibleHsheepVHJournaleofeProteomicsTH2012TH
caTHZY]YUaZ

3.9 21

180 QuantitativeHproteomicsHforHidentifyingHbiomarkersHforHtuberculousHmeningitisVHClinicaleProteomicsTH
2012THeTHYZ 5 21

179 yutationlmHslancefHanHintegrativeHwebHapplicationHforHanalysingHmutationsHfromHhumanHgeneticH
diseasesVHDNAeResearchTH2010THYcTHYecUZXd 4.5 21

178 mHnioinformaticsHïesourceHforHTWqmwUrnY]HöignalingH athwayVHJournaleofeSignaleTransductionTH2012
THZXYZTH[cb]cX 21

177 totspotHör[nYHmutationsHinduceHmetabolicHreprogrammingHandHvulnerabilityHtoHserineHdeprivationVH
JournaleofeClinicaleInvestigationTH2019THYZeTH]cXdU]cZ[ 15.9 21

176 untegratedHproteomicHandHmetabolicHanalysisHofHbreastHcancerHprogressionVHPLoSeONETH2013THdTHecbZZX 3.7 21

175 mHknowledgebaseHresourceHforHinterleukinUYcHfamilyHmediatedHsignalingVHJournaleofeCelle
CommunicationeandeSignalingTH2015THeTHZeYUb 5.2 20

174 pysregulationHofHsplicingHproteinsHinHheadHandHneckHsquamousHcellHcarcinomaVHCancereBiologyeande
TherapyTH2016THYcTHZYeUZe 4.6 20

173 ’verexpressionHofHribosomeHbindingHproteinHYHPïïn YQHinHbreastHcancerVHClinicaleProteomicsTH2012TH
eTHc 5 20

172  roteomicHprofilingHofHserumHsamplesHfromHchikungunyaUinfectedHpatientsHprovidesHinsightsHintoH
hostHresponseVHClinicaleProteomicsTH2013THYXTHY] 5 20

171 αtilityHofHbileHductHbrushingsHforHtheHearlyHdetectionHofHcholangiocarcinomaHinHpatientsHwithHprimaryH
sclerosingHcholangitisVHJournaleofeClinicaleGastroenterologyTH2006TH]XTH[[bU]Y 3 20

170 towHpoesHohronicHoigaretteHömokeHqxposureHmffectHtumanHökinkHmHslobalH roteomicsHötudyHinH
 rimaryHtumanHweratinocytesVHOMICSeAeJournaleofeIntegrativeeBiologyTH2016THZXTHbYaUbZb 3.8 19

(2016-2003)
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169 αsingHQuantitativeHöeroproteomicsHtoHudentifyHmntibodyHniomarkersHinH ancreaticHoancerVHCancere
ImmunologyeResearchTH2016TH]THZZaU[[ 12.5 19

168 untegratedHötressHïesponseHandHpecreasedHqoyHinHoulturedHötromalHoellsHrromHweratoconusH
oorneasH2018THaeTHZeccUZedb 19

167  roteomicsHforHunderstandingHmiïzmHbiologyVHProteomicsTH2013THY[THaadUbc 4.8 19

166 mHcomprehensiveHcuratedHresourceHforHfollicleHstimulatingHhormoneHsignalingVHBMCeResearcheNotesTH
2011TH]TH]Xd 2.3 19

165 mnHevolutionarilyHOyoungOHlysineHresidueHinHhistoneHt[HattenuatesHtranscriptionalHoutputHinH
öaccharomycesHcerevisiaeVHGeneseandeDevelopmentTH2011THZaTHY[XbUYe 12.6 19

164 untegratedHgenomicHanalysisHrevealsHmutatedHqxr[HasHaHpotentialHgallbladderHcancerHvaccineH
candidateVHNatureeCommunicationsTH2020THYYTH]ZZa 17.4 19

163  hosphoproteomicHmnalysisHudentifiesHrocalHmdhesionHwinaseHZHPrmwZQHasHaH otentialHTherapeuticH
TargetHforHTamoxifenHïesistanceHinHnreastHoancerVHMoleculareandeCellulareProteomicsTH2015THY]THZddcUeXX7.6 18

162 udentificationHofHmiïUY]aHtargetsHthroughHanHintegratedHomicsHanalysisVHMoleculareBioSystemsTH2015TH
YYTHYecUZXc 18

161 ohromosomeUcentricHhumanHproteomeHprojectfHdecipheringHproteinsHassociatedHwithHgliomaHandH
neurodegenerativeHdisordersHonHchromosomeHYZVHJournaleofeProteomeeResearchTH2014THY[TH[YcdUeX 5.6 18

160 mccessHguideHtoHhumanHproteinpediaVHCurrenteProtocolseineBioinformaticsTH2013THohapterHYTHαnitHYVZY 24.2 18

159 αpstreamHstimulatoryHfactorsHregulateHtheHoWqn HalphaHgeneHduringHdifferentiationHofH[T[UxYH
preadipocytesVHBiochemicaleandeBiophysicaleResearcheCommunicationsTH2007TH[a]THaYcUZY 3.4 18

158  yQuantfHmHγersatileHrrameworkHforHmnalysisHofHQuantitativeHyassHöpectrometryHpataVHMoleculare
andeCellulareProteomicsTH2016THYaTHZdZeU[d 7.6 18

157 xongHnonUcodingHïzmHexpressionHinHprimaryHhumanHmonocytesVHGenomicsTH2016THYXdTH[cU]a 4.3 17

156 runctionalHannotationHofHproteomeHencodedHbyHhumanHchromosomeHZZVHJournaleofeProteomee
ResearchTH2014THY[THZc]eUbX 5.6 17

155 pownregulationHofHcornulinHinHesophagealHsquamousHcellHcarcinomaVHActaeHistochemicaTH2013THYYaTHdeUee2 17

154  hosphotyrosineHprofilingHidentifiesHephrinHreceptorHmZHasHaHpotentialHtherapeuticHtargetHinH
esophagealHsquamousUcellHcarcinomaVHProteomicsTH2015THYaTH[c]UdZ 4.8 17

153  roteomeHprofilingHofHwildHtypeHandHlumicanUdeficientHmouseHcorneasVHJournaleofeProteomicsTH2011TH
c]THYdeaUeXa 3.9 17

152 TheHnonUreceptorHtyrosineHkinaseHTzwZWmowYHisHaHnovelHtherapeuticHtargetHinHtripleHnegativeHbreastH
cancerVHOncotargetTH2017THdTHZecYUZed[ 3.3 17
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151  roteogenomicHanalysisHofHpathogenicHyeastHoryptococcusHneoformansHusingHhighHresolutionHmassH
spectrometryVHClinicaleProteomicsTH2014THYYTHa 5 16

150  roteomicHanalysisHofHanHunsequencedHplantUUyangiferaHindicaVHJournaleofeProteomicsTH2012THcaTHace[Ub 3.9 16

149 mHbioinformaticsHanalysisHofHproteinHtyrosineHphosphatasesHinHhumansVHDNAeResearchTH2005THYZTHceUde 4.5 16

148 oommonHpitfallsHinHbioinformaticsUbasedHanalysesfHlookHbeforeHyouHleapVHTrendseineGeneticsTH2001TH
YcTHa]YUa 8.5 16

147 oomparisonHofHpeptideHarrayHsubstrateHphosphorylationHofHcUïafHandHmitogenHactivatedHproteinH
kinaseHkinaseHkinaseHdVHPLoSeONETH2009TH]THeb]]X 3.7 16

146 mHmassHspectrometryUbasedHtargetedHassayHforHdetectionHofHömïöUooγUZHantigenHfromHclinicalH
specimensVHEBioMedicineTH2021THbeTHYX[]ba 8.8 16

145
t[w]me[HinducesHallostericHconformationalHchangesHinHtheHpzmUbindingHandHcatalyticHregionsHofH
theHγPpQvHrecombinaseVHProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofe
AmericaTH2017THYY]THYeX]UYeXe

11.5 15

144 ïegulationHofH  mïUalphaHpathwayHbyHpicerHrevealedHthroughHproteomicHanalysisVHJournaleofe
ProteomicsTH2014THYXdTH[XbUYa 3.9 15

143
qvaluationHofHproteinHexpressionHpatternHofHstanniocalcinHZTHinsulinUlikeHgrowthHfactorUbindingH
proteinHcTHinhibinHbetaHmHandHfourHandHaHhalfHxuyHdomainsHYHinHesophagealHsquamousHcellHcarcinomaVH
CancereBiomarkersTH2012THYZTHYUe

3.8 15

142 rmyYeXmHdeficiencyHcreatesHaHcellHdivisionHdefectVHAmericaneJournaleofePathologyTH2013THYd[THZebU[X[ 5.8 15

141 TranscriptomicH rofilingHofHyedialHTemporalHxobeHqpilepsyVHJournaleofeProteomicseande
BioinformaticsTH2012THaTH 2.1 15

140
teterogeneousHnuclearHribonucleoproteinsHandHtheirHinteractorsHareHaHmajorHclassHofHderegulatedH
proteinsHinHanaplasticHastrocytomafHaHgradeHuuuHmalignantHgliomaVHJournaleofeProteomeeResearchTH
2013THYZTH[YZdU[d

5.6 15

139 ’HxabelingHforHaHQuantitativeH roteomicHmnalysisHofHslycoproteinsHinHtepatocellularHoarcinomaVH
ClinicaleProteomicsTH2008TH]THY[cUYaa 5 15

138 tostHresponseHprofileHofHhumanHbrainHproteomeHinHtoxoplasmaHencephalitisHcoUinfectedHwithHtuγVH
ClinicaleProteomicsTH2014THYYTH[e 5 14

137 ’verexpressionHofHperiostinHandHlumicanHinHesophagealHsquamousHcellHcarcinomaVHCancersTH2010THZTHY[[U]Z6.6 14

136 tumanH roteinpediaHasHaHresourceHforHclinicalHproteomicsVHMoleculareandeCellulareProteomicsTH2008TH
cTHZX[dU]c 7.6 14

135 ’verlappingHofHyuzwHandHotïzqHgeneHlociHinHtheHcourseHofHmammalianHevolutionVHNucleiceAcidse
ResearchTH2002TH[XTHZeXbUYX 20.1 14

134 ömallHmoleculeHinhibitorHscreeningHidentififiedHtö eXHinhibitorHYcUmmsHasHpotentialHtherapeuticH
agentHforHgallbladderHcancerVHOncotargetTH2017THdTHZbYbeUZbYd] 3.3 14

(2017-2014)
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133 mHzovelHöpliceHöiteHyutationHinHinH atientsHWithH rimaryHummunodeficiencyHqxhibitingHöusceptibilityH
toHyycobacterialHpiseasesVHFrontierseineImmunologyTH2019THYXTHYeb] 8.4 13

132 yembraneH roteomeHofHunvasiveHïetinoblastomafHpifferentialH roteinsHandHniomarkersVHProteomicse
teClinicaleApplicationsTH2018THYZTHeYcXXYXY 3.1 13

131  roteomicHanalysisHandHgenomeHannotationHofH ichiaHpastorisTHaHrecombinantHproteinHexpressionH
hostVHProteomicsTH2014THY]THZcbeUce 4.8 13

130 mHmultilectinHaffinityHapproachHforHcomparativeHglycoproteinHprofilingHofHrheumatoidHarthritisHandH
spondyloarthropathyVHClinicaleProteomicsTH2013THYXTHYY 5 13

129 ïapidHcharacterizationHofHcandidateHbiomarkersHforHpancreaticHcancerHusingHcellHmicroarraysHPoymsQVH
JournaleofeProteomeeResearchTH2012THYYTHaaabUb[ 5.6 13

128 udentificationHofHproteinHubiquitylationHbyHelectrosprayHionizationHtandemHmassHspectrometricH
analysisHofHsulfonatedHtrypticHpeptidesVHAnalyticaleChemistryTH2006THcdTH[bdYUc 7.8 13

127 mHmanuallyHcuratedHfunctionalHannotationHofHtheHhumanHXHchromosomeVHNatureeGeneticsTH2005TH[cTH[[YUZ36.3 13

126
mHsequenceHupstreamHofHcanonicalH pZUbindingHmotifHwithinHorTïHo’’tUterminusHenhancesH
ztqïrYHinteractionVHAmericaneJournaleofePhysiologyeteLungeCellulareandeMolecularePhysiologyTH2016TH
[YYTHxYYcXUxYYdZ

5.8 13

125 mHphosphoproteomicHscreenHdemonstratesHdifferentialHdependenceHonHtqï[HforHym HkinaseH
pathwayHactivationHbyHdistinctH uw[omHmutationsVHProteomicsTH2015THYaTH[YdUZb 4.8 12

124 αö eXHcontrolsHtranslationHefficiencyHviaHdeubiquitinationHofHeukaryoticHtranslationHinitiationHfactorH
]mYVHNucleiceAcidseResearchTH2018TH]bTHdZ[Ud[e 20.1 12

123  roteomicHmnalysisHofHyerosomesfHTheHxinkHbetweenHxiverHandHnloodHötagesHinHyalariaVHJournaleofe
ProteomeeResearchTH2019THYdTH[]X]U[]Yd 5.6 12

122 nrainHproteomicsHofHmnophelesHgambiaeVHOMICSeAeJournaleofeIntegrativeeBiologyTH2014THYdTH]ZYU[c 3.8 12

121 seneHqxpressionH rofilingHofHsastricHoancerVHJournaleofeProteomicseandeBioinformaticsTH2011TH]THc]UdZ 2.1 12

120 yolecularHalterationsHinHexocrineHneoplasmsHofHtheHpancreasVHArchiveseofePathologyeandeLaboratorye
MedicineTH2009THY[[TH]XaUYZ 5 12

119 yappingHtheHmicroUproteomeHofHtheHnuclearHlaminaHandHlaminaUassociatedHdomainsVHLifeeSciencee
AllianceTH2021TH]TH 5.8 12

118 αnbiasedHidentificationHofHsubstratesHofHproteinHtyrosineHphosphataseHptpU[HinHoVHelegansVHMoleculare
OncologyTH2016THYXTHeYXUZX 7.9 12

117 QuantitativeHproteomicHanalysisHofHtheHfrontalHcortexHinHmlzheimerOsHdiseaseVHJournaleofe
NeurochemistryTH2021THYabTHeddUYXXZ 6 12

116  hosphotyrosineHprofilingHofHhumanHcerebrospinalHfluidVHClinicaleProteomicsTH2018THYaTHZe 5 12
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115 yultiplexedH hosphoproteomicHötudyHofHnrainHinH atientsHwithHmlzheimerOsHpiseaseHandH
mgeUyatchedHoognitivelyHtealthyHoontrolsVHOMICSeAeJournaleofeIntegrativeeBiologyTH2020THZ]THZYbUZZc 3.8 11

114 udentificationHandHcharacterizationHofHproteinsHencodedHbyHchromosomeHYZHasHpartHofH
chromosomeUcentricHhumanHproteomeHprojectVHJournaleofeProteomeeResearchTH2014THY[TH[YbbUcc 5.6 11

113  hosphoproteomicHprofilingHofHtumorHtissuesHidentifiesHtö ZcHöerdZHphosphorylationHasHaHrobustH
markerHofHearlyHischemiaVHScientificeReportsTH2015THaTHY[bbX 4.9 11

112  redictionHofHseneHmctivityHinHqarlyHnHoellHpevelopmentHnasedHonHanHuntegrativeHyultiU’micsH
mnalysisVHJournaleofeProteomicseandeBioinformaticsTH2014THcTH 2.1 11

111 TheHinteractomeHofHaH TnHdomainUcontainingHadapterHproteinTH’dinTHrevealedHbyHöuxmoVHJournaleofe
ProteomicsTH2011THc]THZe]U[X[ 3.9 11

110 yappingHweratoconusHyolecularHöubstratesHbyHyultiplexedHtighUïesolutionH roteomicsHofH
αnpooledHoorneasVHOMICSeAeJournaleofeIntegrativeeBiologyTH2019THZ[THad[Uaec 3.8 11

109 untegratedHTranscriptomicHandH roteomicHmnalysisHofHtumanHqccrineHöweatHslandsHudentifiesH
yissingHandHzovelH roteinsVHMoleculareandeCellulareProteomicsTH2019THYdTHY[dZUY[ea 7.6 10

108  roteogenomicHmnalysisHtoHudentifyHyissingH roteinsHfromHtaploidHoellHxinesVHProteomicsTH2018THYdTHeYcXX[db4.8 10

107 QuantitativeHphosphoproteomicHanalysisHrevealsHreciprocalHactivationHofHreceptorHtyrosineHkinasesH
betweenHcancerHepithelialHcellsHandHstromalHfibroblastsVHClinicaleProteomicsTH2018THYaTHZY 5 10

106
yosquitoUnorneHpiseasesHandH’micsfHTissueUïestrictedHqxpressionHandHmlternativeHöplicingH
ïevealedHbyHTranscriptomeH rofilingHofHmnophelesHstephensiVHOMICSeAeJournaleofeIntegrativeeBiology
TH2017THZYTH]ddU]ec

3.8 10

105 mHbreastHcancerHcellHmicroarrayHPoymQHasHaHrapidHmethodHtoHcharacterizeHcandidateHbiomarkersVH
CancereBiologyeandeTherapyTH2014THYaTHYae[Ue 4.6 10

104 öiteUdirectedHmutagenesisHrevealsHaHuniqueHrequirementHforHtyrosineHresiduesHinHuxUcïalphaHandH
Töx ïHcytoplasmicHdomainsHinHTöx UdependentHcellHproliferationVHBMCeImmunologyTH2010THYYTHa 3.7 10

103  roteomicHresourcesfHintegratingHbiomedicalHinformationHinHhumansVHGeneTH2005TH[b]THY[Ud 3.8 10

102 nioinformaticsHandHproteomicsHapproachesHforHagingHresearchVHBiogerontologyTH2005THbTHZZcU[Z 4.5 10

101  hosphoproteomicsHofHïetinoblastomafHmH ilotHötudyHudentifiesHmberrantHwinasesVHMoleculesTH2018TH
Z[TH 4.8 9

100 mHnetworkHmapHofHtheHgastrinHsignalingHpathwayVHJournaleofeCelleCommunicationeandeSignalingTH2014TH
dTHYbaUcX 5.2 9

99  roteomicHstrategiesHtoHcharacterizeHsignalingHpathwaysVHMethodseineMoleculareBiologyTH2013THYXXcTH[aeUcc1.4 9

98 ohromosomalHlocalizationHofHtheHmouseHörcUlikeHadapterHproteinHPölapQHgeneHandHitsHputativeHhumanH
homologHöxmVHGenomicsTH1995TH[XTHbZ[Ua 4.3 9
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97 mpplicationHofHmassHspectrometryUbasedHproteomicsHforHbiomarkerHdiscoveryHinHneurologicalH
disordersVHAnnalseofeIndianeAcademyeofeNeurologyTH2009THYZTH[UYY 0.9 9

96 seneHqxpressionH rofilingHofHTuberculousHyeningitisHooUinfectedHwithHtuγVHJournaleofeProteomicse
andeBioinformaticsTH2012THaTHZ[aUZ]] 2.1 9

95 TheHmitochondrialHcarrierHörXzYHisHcriticalHforHcomplexHuuuHintegrityHandHcellularHmetabolismVHCelle
ReportsTH2021TH[]THYXddbe 10.6 9

94 yassHöpectrometricHmnalysisHofHαrineHfromHo’γupUYeH atientsHforHpetectionHofHömïöUooγUZHγiralH
mntigenHandHtoHötudyHtostHïesponseVHJournaleofeProteomeeResearchTH2021THZXTH[]X]U[]Y[ 5.6 9

93 TargetingHfocalHadhesionHkinaseHovercomesHerlotinibHresistanceHinHsmokeHinducedHlungHcancerHbyH
alteringHphosphorylationHofHepidermalHgrowthHfactorHreceptorVHOncoscienceTH2018THaTHZYU[d 0.8 9

92  uyYHkinaseHpromotesHgallbladderHcancerHcellHproliferationHviaHinhibitionHofHprolineUrichHmktH
substrateHofH]X´ kpaHP ïmö]XQVHJournaleofeCelleCommunicationeandeSignalingTH2019THY[THYb[UYcc 5.2 8

91 untegratedHTranscriptomicHandH roteomicHmnalysisHofH rimaryHtumanHαmbilicalHγeinHqndothelialH
oellsVHProteomicsTH2019THYeTHeYdXX[Ya 4.8 8

90  hosphoproteomicHanalysisHidentifiesHoxwYHasHaHnovelHtherapeuticHtargetHinHgastricHcancerVHGastrice
CancerTH2020THZ[THcebUdYX 7.6 8

89 TmsmapperfHaHwebUbasedHtoolHforHmappingHömsqHtagsVHGeneTH2005TH[b]THYZ[Ue 3.8 8

88  mööUpumfHmHpataUundependentHmcquisitionHmpproachHforHpiscoveryHötudiesVHAnalyticaleChemistryTH
2020THeZTHY]]bbUY]]ca 7.8 8

87 qxomeHsequencingHrevealsHaHnovelHspliceHsiteHvariantHinHtαWqYHgeneHinHpatientsHwithHsuspectedH
öayUyeyerHsyndromeVHEuropeaneJournaleofeMedicaleGeneticsTH2020THb[THYX[b[a 2.6 8

86  roteomicHmnalysisHofHtheHtumanHmnteriorH ituitaryHslandVHOMICSeAeJournaleofeIntegrativeeBiologyTH
2018THZZTHcaeUcbe 3.8 8

85
mnalyticalHöensitivityHandHöpecificityHofHrourH ointHofHoareHïapidHmntigenHpiagnosticHTestsHforH
ömïöUooγUZHαsingHïealUTimeHQuantitativeH oïTHQuantitativeHpropletHpigitalH oïTHandHaHyassH
öpectrometricHmntigenHmssayHasHoomparatorHyethodsVHClinicaleChemistryTH2021THbcTHYa]aUYaa[

5.5 8

84 youseHembryonicHfibroblastsHderivedHfromH’dinHdeficientHmiceHdisplayHaHhyperproliiferativeH
phenotypeVHDNAeResearchTH2004THYYTHZdaUeZ 4.5 8

83
yultiUomicsHstudiesHinHcellularHmodelsHofHmethylmalonicHacidemiaHandHpropionicHacidemiaHrevealH
dysregulationHofHserineHmetabolismVHBiochimicaeEteBiophysicaeActaeteMoleculareBasiseofeDiseaseTH2019TH
YdbaTHYbaa[d

6.9 7

82 mctivatingHyutationsHinH uw[omHxeadHtoHWidespreadHyodulationHofHtheHTyrosineH hosphoproteomeVH
JournaleofeProteomeeResearchTH2015THY]TH[ddZU[deY 5.6 7

81 nionuilderHasHaHdatabaseHdevelopmentHandHfunctionalHannotationHplatformHforHproteinsVHBMCe
BioinformaticsTH2004THaTH][ 3.6 7

80 oloningHofHratHthymicHstromalHlymphopoietinHreceptorHPTöx ïQHandHcharacterizationHofHgenomicH
structureHofHmurineHTslprHgeneVHGeneTH2002THZd]THYbYUd 3.8 7
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79 tighUqualityHnuclearHgenomeHforHöarcoptesHscabieiUmHcriticalHresourceHforHaHneglectedHparasiteVHPLoSe
NeglectedeTropicaleDiseasesTH2020THY]THeXXXdcZX 4.8 7

78 pickkopfHtomologH[HmctsHasHaH otentialHTumorHöuppressorHinHsallbladderHoancerVHFrontierseine
OncologyTH2019THeTHYYZY 5.3 7

77 yutationUöpecificHandHoommonH hosphotyrosineHöignaturesHofHsYZpHandHsY[pHmllelesVHJournaleofe
ProteomeeResearchTH2021THZXTHbcXUbd[ 5.6 7

76 αnderstandingHqpsteinUnarrHγirusHxifeHoycleHwithH roteomicsfHmHTemporalHmnalysisHofHαbiquitinationH
puringHγirusHïeactivationVHOMICSeAeJournaleofeIntegrativeeBiologyTH2017THZYTHZcU[c 3.8 6

75 mblationHofHpicerHleadsHtoHwidespreadHperturbationHofHsignalingHpathwaysVHBiochemicaleande
BiophysicaleResearcheCommunicationsTH2015TH]b[TH[deUe] 3.4 6

74 pownregulationHofHöYXXHoalciumHnindingH roteinHmeHinHqsophagealHöquamousHoellHoarcinomaVH
ScientificeWorldeJournalseTheTH2015THZXYaTH[ZacZY 2.2 6

73 uxUYYWuxYYïmHreceptorHmediatedHsignalingfHaHwebHaccessibleHknowledgebaseVHCelleCommunicatione
andeAdhesionTH2013THZXTHdYUb 6

72 mHöignalingHzetworkHofHThyroidUötimulatingHtormoneVHJournaleofeProteomicseandeBioinformaticsTH
2011TH]TH 2.1 6

71  hosphoproteomicsVHCurrenteProtocolseineProteineScienceTH2007THohapterHZ]THαnitHZ]V] 3.1 6

70 ïesourcesHforHfullUlengthHcpzmsVHTrendseineBiochemicaleSciencesTH2002THZcTHZbbUc 10.3 6

69 qxtraUcellularHvesiclesHcarryHproteomeHofHcancerHhallmarksVHFrontierseineBioscienceeteLandmarkTH2020TH
ZaTH[edU][b 2.8 6

68
oenterHofHyassHoalculationHinHoombinationHwithHyöWyöHmllowsHïobustHudentificationHofHöingleH
mminoHmcidH olymorphismsHinHolinicalHyeasurementsHofHunsulinUxikeHsrowthHractorUYVHJournaleofe
ProteomeeResearchTH2020THYeTHYdbUYe[

5.6 6

67 untegrativeHphosphoproteomeHandHinteractomeHanalysisHofHtheHroleHofHαbash[bHinHnoïUmnxH
signalingVHLeukemiaTH2020TH[]TH[XYU[Xa 10.7 6

66 oerebrospinalHfluidHlipidomicsHforHbiomarkersHofHmlzheimerOsHdiseaseVHMoleculareOmicsTH2021THYcTH]a]U]b[4.4 6

65 αnbiasedHdiscoveryHofHinteractionsHatHaHcontrolHlocusHdrivingHexpressionHofHtheHcancerUspecificH
therapeuticHandHdiagnosticHtargetTHmesothelinVHJournaleofeProteomeeResearchTH2012THYYTHa[XYUYX 5.6 5

64 mbsoluteHsystemsHbiologyUUmeasuringHdynamicsHofHproteinHmodificationsVHTrendseineBiotechnologyTH
2003THZYTH]bcUcX 15.1 5

63 yappingHtheHmicroUproteomeHofHtheHnuclearHlaminaHandHlaminHassociatedHdomains 5

62 usHtheH roteomeHofHnronchoalveolarHxavageHqxtracellularHγesiclesHaHyarkerHofHmdvancedHxungH
oancerkVHCancersTH2020THYZTH 6.6 5
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61 pevelopmentalHpartitioningHofHöYwHandHZm cXHpreventsHautoimmunityHandHcancerVHMoleculareCellTH
2021THdYTHZXe]UZYYYVee 17.6 5

60 yitochondrialHlocalizationHandHmoderatedHactivityHareHkeyHtoHmurineHerythroidHenucleationVHBloode
AdvancesTH2021THaTHZ]eXUZaX] 7.8 5

59 pumUnasedH roteomeH rofilingHofHzasopharyngealHöwabsHfromHo’γupUYeH atientsVHJournaleofe
ProteomeeResearchTH2021THZXTH]YbaU]Yca 5.6 5

58 QuantitativeH roteomicsHïevealsHthatHtheH’sTHunteractomeHusHïemodeledHinHïesponseHtoH’xidativeH
ötressVHMoleculareandeCellulareProteomicsTH2021THZXTHYXXXbe 7.6 5

57 öorbitolHusHaHöeverityHniomarkerHforH yyZUopsHwithHTherapeuticHumplicationsVHAnnalseofeNeurologyTH
2021THeXTHddcUeXX 9.4 4

56  roteomicsHofHtumanHnileH2007TH[eeU]Y] 4

55
oomplementHandHooagulationHoascadesHareH otentiallyHunvolvedHinHpopaminergicH
zeurodegenerationHinH˛–UöynucleinUnasedHyouseHyodelsHofH arkinsonOsHpiseaseVHJournaleofe
ProteomeeResearchTH2021THZXTH[]ZdU[]][

5.6 4

54  ersistentlyHqlevatedHmT’ïHoomplexHYUöbHwinaseHYHpisruptsHpmï  U[ZUpependentHpHpopamineH
ïeceptorHöignalingHandHnehaviorsVHBiologicalePsychiatryTH2021THdeTHYXadUYXcZ 7.9 4

53 mcuteHwidneyHunjuryHinHöevereHo’γupUYeHtasHöimilaritiesHtoHöepsisUmssociatedHwidneyHunjuryfHmH
yultiU’micsHötudyVHMayoeCliniceProceedingsTH2021THebTHZabYUZaca 6.4 4

52 mccurateH recursorHyassHmssignmentHumprovesH eptideHudentificationHinHpataUundependentH
mcquisitionHyassHöpectrometryVHAnalyticaleChemistryTH2019THeYTHd]a[Ud]bX 7.8 3

51 öignatureHrragmentHuonsHofHniotinylatedH eptidesVHJournaleofetheeAmericaneSocietyeforeMasse
SpectrometryTH2020TH[YTH[e]U]X] 3.5 3

50 ’verexpressionHofHwinesinHmssociatedH roteinH[HPwurm [QHinHnreastHoancerVHJournaleofeProteomicse
andeBioinformaticsTH2012THaTHYZZUYZb 2.1 3

49 qffectsHofHtransmembraneHandHjuxtamembraneHdomainsHonHproliferativeHabilityHofHTöx HreceptorVH
MoleculareImmunologyTH2010TH]cTHYZXcUYa 4.3 3

48 oomparativeH roteomicHmnalysisHofHoandidaHalbicansHandHoandidaHglabrataVHClinicaleProteomicsTH
2010THbTHYb[UYc[ 5 3

47
’verviewHofHtheHtα ’H lasmaH roteomeH rojectfHïesultsHfromHtheHpilotHphaseHwithH[aH
collaboratingHlaboratoriesHandHmultipleHanalyticalHgroupsTHgeneratingHaHcoreHdatasetHofH[XZXH
proteinsHandHaHpubliclyUavailableHdatabaseH2006THYU[a

3

46 oharacterizationHofHpromoterHregionHandHgenomicHstructureHofHtheHmurineHandHhumanHgenesH
encodingHörcHlikeHadapterHproteinVHGeneTH2001THZbZTHZbcUc[ 3.8 3

45 TheH mXUöuXUqYmUpmotHnetworkHmodulatesHsmTmUr’sHfunctionHinHflyHhematopoiesisHandHhumanH
erythropoiesisVHDevelopmentenCambridgeoTH2020THY]cTH 6.6 3

44 qxtensiveHheterogeneityHofHglycopeptidesHinHplasmaHrevealedHbyHdeepHglycoproteomicHanalysisH
usingHsizeUexclusionHchromatographyVHMoleculareOmicsTH2021THYcTHe[eUe]c 4.4 3
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43 ramilyUnasedHzextUsenerationHöequencingHötudyHudentifiesHanHγariantHinHanHunfantHwithH rimaryH
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