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n Paper IF Citations

123 TheLzumanLuellLstlasZLELifeXL2017XLhXL 8.9 937

122 MicrobialLmodulationLofLinnateLdefenselLgobletLcellsLandLtheLintestinalLmucusLlayerZLAmericang
JournalgofgClinicalgNutritionXL2001XLieXLccecSYccfcS 7 639

121 wxhaustionLofLtumorYspecificLuvjWLTLcellsLinLmetastasesLfromLmelanomaLpatientsZLJournalgofgClinicalg
InvestigationXL2011XLcdcXLdegbYhb 15.9 549

120 NaturalLvariationLinLgenomeLarchitectureLamongLdbgLvrosophilaLmelanogasterLyeneticLReferenceL
PanelLlinesZLGenomegResearchXL2014XLdfXLcckeYdbj 9.7 372

119 MorphologicalLandLmolecularLcharacterizationLofLadultLmidgutLcompartmentalizationLinLvrosophilaZL
CellgReportsXL2013XLeXLcidgYej 10.6 308

118 TetracyclinesLvisturbLMitochondrialLxunctionLacrossLwukaryoticLModelslLsLuallLforLuautionLinL
tiomedicalLResearchZLCellgReportsXL2015XLcbXLchjcYchkc 10.6 280

117 uoordinatedLeffectsLofLsequenceLvariationLonLvNsLbindingXLchromatinLstructureXLandLtranscriptionZL
ScienceXL2013XLefdXLiffYi 33.3 278

116 uhromatinLimmunoprecipitationLTuh–PULcoupledLtoLdetectionLbyLquantitativeLrealYtimeLPuRLtoLstudyL
transcriptionLfactorLbindingLtoLvNsLinLuaenorhabditisLelegansZLNaturegProtocolsXL2008XLeXLhkjYibk 18.8 205

115 TheLyeneticsLofLTranscriptionLxactorLvNsLtindingLVariationZLCellXL2016XLchhXLgejYggf 56.2 201

114 sLgeneYcenteredLuZLelegansLproteinYvNsLinteractionLnetworkZLCellXL2006XLcdgXLcckeYdbg 56.2 194

113 sLstromalLcellLpopulationLthatLinhibitsLadipogenesisLinLmammalianLfatLdepotsZLNatureXL2018XLggkXLcbeYcbj50.4 183

112 sLgatewayYcompatibleLyeastLoneYhybridLsystemZLGenomegResearchXL2004XLcfXLdbkeYcbc 9.7 162

111 zydrogenLsulfideLinducesLserumYindependentLcellLcycleLentryLinLnontransformedLratLintestinalL
epithelialLcellsZLFASEBgJournalXL2003XLciXLcecbYd 0.9 161

110 PopulationLVariationLandLyeneticLuontrolLofLModularLuhromatinLsrchitectureLinLzumansZLCellXL2015XL
chdXLcbekYgb 56.2 156

109 yenomeYwideLRNsLpolymeraseL––LprofilesLandLRNsLaccumulationLrevealLkineticsLofLtranscriptionLandL
associatedLepigeneticLchangesLduringLdiurnalLcyclesZLPLoSgBiologyXL2012XLcbXLecbbcffd 9.7 142

108 sLcompendiumLofLuaenorhabditisLelegansLregulatoryLtranscriptionLfactorslLaLresourceLforLmappingL
transcriptionLregulatoryLnetworksZLGenomegBiologyXL2005XLhXLRccb 18.3 142

107 xermentationLbyLgutLmicrobiotaLculturedLinLaLsimulatorLofLtheLhumanLintestinalLmicrobialL
ecosystemLisLimprovedLbyLsupplementingLaLsoygermLpowderZLJournalgofgNutritionXL2000XLcebXLdgkkYhbh 4.1 141
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106 uonservationLofLtranscriptionLfactorLbindingLspecificitiesLacrossLhbbLmillionLyearsLofLbilateriaL
evolutionZLELifeXL2015XLfXL 8.9 140

105 sLfirstLversionLofLtheLuaenorhabditisLelegansLPromoteromeZLGenomegResearchXL2004XLcfXLdchkYig 9.7 133

104 MolecularLecologicalLanalysisLofLtheLsuccessionLandLdiversityLofLsulfateYreducingLbacteriaLinLtheL
mouseLgastrointestinalLtractZLAppliedgandgEnvironmentalgMicrobiologyXL2000XLhhXLdchhYif 4.8 128

103 SelectiveLgrowthLofLmucolyticLbacteriaLincludingLulostridiumLperfringensLinLaLneonatalLpigletLmodelL
ofLtotalLparenteralLnutritionZLAmericangJournalgofgClinicalgNutritionXL2002XLihXLccciYdg 7 118

102 uZLelegansLcfYeYeLproteinsLregulateLlifeLspanLandLinteractLwithLS–RYdZcLandLvsxYchaxOXOZL
MechanismsgofgAgeinggandgDevelopmentXL2006XLcdiXLifcYi 5.6 107

101 QuantifyingLuh–PYseqLdatalLaLspikingLmethodLprovidingLanLinternalLreferenceLforLsampleYtoYsampleL
normalizationZLGenomegResearchXL2014XLdfXLccgiYhj 9.7 106

100
RolesLofLVibrioLfischeriLandLnonsymbioticLbacteriaLinLtheLdynamicsLofLmucusLsecretionLduringL
symbiontLcolonizationLofLtheLwuprymnaLscolopesLlightLorganZLAppliedgandgEnvironmentalg
MicrobiologyXL2002XLhjXLgcceYdd

4.8 99

99 SystematicLdissectionLofLgenomicLfeaturesLdeterminingLtranscriptionLfactorLbindingLandLenhancerL
functionZLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2017XLccfXLwcdkcYwcebb11.5 93

98 uZLelegansLtubbyLregulatesLlifeLspanLandLfatLstorageLbyLtwoLindependentLmechanismsZLCellg
MetabolismXL2005XLdXLegYfd 24.6 91

97 yenomicLvariationLandLitsLimpactLonLgeneLexpressionLinLvrosophilaLmelanogasterZLPLoSgGeneticsXL
2012XLjXLecbbebgg 6 85

96 TopologyLandLdynamicsLofLtheLzebrafishLsegmentationLclockLcoreLcircuitZLPLoSgBiologyXL2012XLcbXLecbbcehf9.7 84

95 wffectsLofLtylosinLonLbacterialLmucolysisXLulostridiumLperfringensLcolonizationXLandLintestinalLbarrierL
functionLinLaLchickLmodelLofLnecroticLenteritisZLAntimicrobialgAgentsgandgChemotherapyXL2003XLfiXLeeccYi 5.9 82

94 TheLNsvYtoosterLNicotinamideLRibosideLPotentlyLStimulatesLzematopoiesisLthroughL–ncreasedL
MitochondrialLulearanceZLCellgStemgCellXL2019XLdfXLfbgYfcjZei 18 81

93 yβUTeLisLinducedLduringLepithelialYmesenchymalLtransitionLandLpromotesLtumorLcellLproliferationL
inLnonYsmallLcellLlungLcancerZLCancergogMetabolismXL2014XLdXLcc 5.4 81

92 sbsoluteLquantificationLofLtranscriptionLfactorsLduringLcellularLdifferentiationLusingLmultiplexedL
targetedLproteomicsZLNaturegMethodsXL2013XLcbXLgibYh 21.6 72

91 sSsPlLaLwebYbasedLplatformLforLtheLanalysisLandLinteractiveLvisualizationLofLsingleYcellLRNsYseqL
dataZLBioinformaticsXL2017XLeeXLecdeYecdg 7.2 71

90 ReversibleLveYdifferentiationLofLMatureLWhiteLsdipocytesLintoLPreadipocyteYlikeLPrecursorsLduringL
βactationZLCellgMetabolismXL2018XLdjXLdjdYdjjZee 24.6 69

89 sutomatedLproteinYvNsLinteractionLscreeningLofLvrosophilaLregulatoryLelementsZLNaturegMethodsXL
2011XLjXLcbhgYib 21.6 65
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88 uomplexLexpressionLdynamicsLandLrobustnessLinLuZLelegansLinsulinLnetworksZLGenomegResearchXL
2013XLdeXLkgfYhg 9.7 64

87 yastrointestinalLandLmicrobialLresponsesLtoLsulfateYsupplementedLdrinkingLwaterLinLmiceZL
ExperimentalgBiologygandgMedicineXL2003XLddjXLfdfYee 3.7 63

86 –ntegrativeLgenomicsLidentifiesLtheLcorepressorLSMRTLasLaLgatekeeperLofLadipogenesisLthroughLtheL
transcriptionLfactorsLuawtP˛†LandLüs–SOZLMoleculargCellXL2012XLfhXLeegYgb 17.6 62

85 –dentificationLofLtheLtranscriptionLfactorLZwtcLasLaLcentralLcomponentLofLtheLadipogenicLgeneL
regulatoryLnetworkZLELifeXL2014XLeXLebeefh 8.9 60

84 MatrixLandLSteinerYtripleYsystemLsmartLpoolingLassaysLforLhighYperformanceLtranscriptionL
regulatoryLnetworkLmappingZLNaturegMethodsXL2007XLfXLhgkYhf 21.6 59

83 SMiβwYseqLidentifiesLbindingLmotifsLofLsingleLandLdimericLtranscriptionLfactorsZLNaturegMethodsXL
2017XLcfXLechYedd 21.6 58

82 βifeTimeLandLimprovingLwuropeanLhealthcareLthroughLcellYbasedLinterceptiveLmedicineZLNatureXL
2020XLgjiXLeiiYejh 50.4 56

81 TranscriptionalLregulatoryLlogicLofLtheLdiurnalLcycleLinLtheLmouseLliverZLPLoSgBiologyXL2017XLcgXLedbbcbhk9.7 51

80 yatewayYcompatibleLyeastLoneYhybridLscreensZLColdgSpringgHarborgProtocolsXL2006XLdbbhXL 1.2 51

79 sLmultiplicityLofLfactorsLcontributesLtoLselectiveLRNsLpolymeraseL–––LoccupancyLofLaLsubsetLofLRNsL
polymeraseL–––LgenesLinLmouseLliverZLGenomegResearchXL2012XLddXLhhhYjb 9.7 49

78 tRtYseqlLultraYaffordableLhighYthroughputLtranscriptomicsLenabledLbyLbulkLRNsLbarcodingLandL
sequencingZLGenomegBiologyXL2019XLdbXLic 18.3 47

77 yeneticXLmolecularLandLphysiologicalLbasisLofLvariationLinLvrosophilaLgutLimmunocompetenceZL
NaturegCommunicationsXL2015XLhXLijdk 17.4 42

76
yenomicLsnalysisLofLwuropeanLvrosophilaLmelanogasterLPopulationsLRevealsLβongitudinalL
StructureXLuontinentYWideLSelectionXLandLPreviouslyLUnknownLvNsLVirusesZLMoleculargBiologygandg
EvolutionXL2020XLeiXLdhhcYdhij

8.3 41

75 ylobalLandLstageLspecificLpatternsLofLürˆ…ppelYassociatedYboxLzincLfingerLproteinLgeneLexpressionLinL
murineLearlyLembryonicLcellsZLPLoSgONEXL2013XLjXLeghidc 3.7 40

74 tayesianLassociationLscanLrevealsLlociLassociatedLwithLhumanLlifespanLandLlinkedLbiomarkersZL
NaturegCommunicationsXL2017XLjXLcgjfd 17.4 39

73 uhromosomeYbiasedLbindingLandLgeneLregulationLbyLtheLuaenorhabditisLelegansLvRMLcomplexZL
PLoSgGeneticsXL2011XLiXLecbbdbif 6 39

72 zippoXLTyxY˛†XLandLSrcYMsPüLpathwaysLregulateLtranscriptionLofLtheLupdeLcytokineLinLvrosophilaL
enterocytesLuponLbacterialLinfectionZLPLoSgGeneticsXL2017XLceXLecbbibkc 6 37

71 snLevolutionarilyLconservedLroleLforLtheLarylLhydrocarbonLreceptorLinLtheLregulationLofLmovementZL
PLoSgGeneticsXL2014XLcbXLecbbfhie 6 36
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70 visparateLtemperatureYdependentLvirusYhostLdynamicsLforLSsRSYuoVYdLandLSsRSYuoVLinLtheLhumanL
respiratoryLepitheliumZLPLoSgBiologyXL2021XLckXLeebbccgj 9.7 36

69 ywTPrimelLaLgeneYLorLtranscriptYspecificLprimerLdatabaseLforLquantitativeLrealYtimeLPuRZLDatabase:g
thegJournalgofgBiologicalgDatabasesgandgCurationXL2011XLdbccXLbarbfb 5 35

68 sLyeastLoneYhybridLandLmicrofluidicsYbasedLpipelineLtoLmapLmammalianLgeneLregulatoryLnetworksZL
MoleculargSystemsgBiologyXL2013XLkXLhjd 12.2 31

67 PvxLSignalingL–sLanL–ntegralLPartLofLtheLvrosophilaLuircadianLMolecularLOscillatorZLCellgReportsXL2016
XLciXLibjYick 10.6 31

66 TheLuZLelegansLSnailLhomologLuwSYcLcanLactivateLgeneLexpressionLinLvivoLandLshareLtargetsLwithL
bzβzLtranscriptionLfactorsZLNucleicgAcidsgResearchXL2009XLeiXLehjkYkj 20.1 30

65 sLlargeYscaleXLinLvivoLtranscriptionLfactorLscreenLdefinesLbivalentLchromatinLasLaLkeyLpropertyLofL
regulatoryLfactorsLmediatingLvrosophilaLwingLdevelopmentZLGenomegResearchXL2015XLdgXLgcfYde 9.7 28

64 vynamicLregulationLofLchromatinLaccessibilityLbyLpluripotencyLtranscriptionLfactorsLacrossLtheLcellL
cycleZLELifeXL2019XLjXL 8.9 27

63 urossYtalkLbetweenLemulsionLdropslLhowLareLhydrophilicLreagentsLtransportedLacrossLoilLphasesqZL
LabgongAgChipXL2018XLcjXLekbeYekcd 7.2 27

62 PrimerYinitiatedLsequenceLsynthesisLtoLdetectLandLassembleLstructuralLvariantsZLNaturegMethodsXL
2010XLiXLfjgYh 21.6 25

61 visparateLtemperatureYdependentLvirusLâ��LhostLdynamicsLforLSsRSYuoVYdLandLSsRSYuoVLinLtheL
humanLrespiratoryLepithelium 23

60 xlyLuellLstlaslLsLsingleYnucleusLtranscriptomicLatlasLofLtheLadultLfruitLflyZZLScienceXL2022XLeigXLeabkdfed 33.3 23

59 sLuomprehensiveLvrosophilaLmelanogasterLTranscriptionLxactorL–nteractomeZLCellgReportsXL2019XL
diXLkggYkibZei 10.6 22

58 SpatialLproteogenomicsLrevealsLdistinctLandLevolutionarilyLconservedLhepaticLmacrophageLnichesZZL
CellXL2022XLcjgXLeikYekhZeej 56.2 20

57 wngineeredLMultivalentLSensorsLtoLvetectLuoexistingLzistoneLModificationsLinLβivingLStemLuellsZL
CellgChemicalgBiologyXL2018XLdgXLgcYghZeh 8.2 20

56 TowardLaLuonsensusLViewLofLMammalianLsdipocyteLStemLandLProgenitorLuellLzeterogeneityZL
TrendsgingCellgBiologyXL2020XLebXLkeiYkgb 18.3 19

55 vNsYcenteredLapproachesLtoLcharacterizeLregulatoryLproteinYvNsLinteractionLcomplexesZL
MoleculargBioSystemsXL2010XLhXLfhdYj 19

54 QuantificationLofLuooperativityLinLzeterodimerYvNsLtindingL–mprovesLtheLsccuracyLofLtindingL
SpecificityLModelsZLJournalgofgBiologicalgChemistryXL2016XLdkcXLcbdkeYebh 5.4 18

53 ywTPrimeLdZblLgeneYLandLtranscriptYspecificLqPuRLprimersLforLceLspeciesLincludingLpolymorphismsZL
NucleicgAcidsgResearchXL2017XLfgXLvghYvhb 20.1 17
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52 –dentificationLandLremovalLofLlowYcomplexityLsitesLinLalleleYspecificLanalysisLofLuh–PYseqLdataZL
BioinformaticsXL2014XLebXLchgYic 7.2 17

51 TranscriptionLfactorLproteomicsYToolsXLapplicationsXLandLchallengesZLProteomicsXL2017XLciXLchbbeci 4.8 17

50 PrimateYrestrictedLüRstLzincLfingerLproteinsLandLtargetLretrotransposonsLcontrolLgeneLexpressionL
inLhumanLneuronsZLSciencegAdvancesXL2020XLhXLeabaedbb 14.3 16

49 xlyLuellLstlaslLaLsingleYcellLtranscriptomicLatlasLofLtheLadultLfruitLfly 16

48 vissectingLtheLbrownLadipogenicLregulatoryLnetworkLusingLintegrativeLgenomicsZLScientificgReportsXL
2017XLiXLfdceb 4.9 14

47 ZxPebLpromotesLadipogenesisLthroughLtheLüsPcYmediatedLactivationLofLaLretrotransposonYderivedL
PpargdLenhancerZLNaturegCommunicationsXL2019XLcbXLcjbk 17.4 14

46 iSβ–MlLaLcomprehensiveLapproachLtoLmappingLandLcharacterizingLgeneLregulatoryLnetworksZLNucleicg
AcidsgResearchXL2013XLfcXLegd 20.1 14

45 SimplifiedLvropYseqLworkflowLwithLminimizedLbeadLlossLusingLaLbeadLcaptureLandLprocessingL
microfluidicLchipZLLabgongAgChipXL2019XLckXLchcbYchdb 7.2 13

44 yenomicLanalysisLofLwuropeanLvrosophilaLmelanogasterLpopulationsLrevealsLlongitudinalLstructureXL
continentYwideLselectionXLandLpreviouslyLunknownLvNsLviruses 13

43 MitochondrialLgeneLsignatureLinLtheLprefrontalLcortexLforLdifferentialLsusceptibilityLtoLchronicL
stressZLScientificgReportsXL2020XLcbXLcjebj 4.9 12

42 uontextYdependentLtranscriptionalLinterpretationLofLmitogenLactivatedLproteinLkinaseLsignalingLinL
theLvrosophilaLembryoZLChaosXL2013XLdeXLbdgcbg 3.3 11

41 wxperimentalLadvancesLinLtheLcharacterizationLofLmetazoanLgeneLregulatoryLnetworksZLBriefingsging
FunctionalgGenomicsgogProteomicsXL2009XLjXLcdYdi 11

40 PotentialLvirectLRegulatorsLofLtheLvrosophilaLyellowLyeneL–dentifiedLbyLYeastLOneYzybridLandLRNsiL
ScreensZLG3:gGenesvgGenomesvgGeneticsXL2016XLhXLefckYefeb 3.2 11

39 ProfilingLofLSingleYuellLTranscriptomesZLCurrentgProtocolsgingMousegBiologyXL2017XLiXLcfgYcig 1.1 10

38 suthorLresponselLTheLzumanLuellLstlasL2017XL 10

37 TheLMovementLTrackerlLsLxlexibleLSystemLforLsutomatedLMovementLsnalysisLinL–nvertebrateL
ModelLOrganismsZLCurrentgProtocolsgingNeuroscienceXL2016XLiiXLjZeiZcYjZeiZdc 2.7 10

36 sSsPLdbdbLupdatelLanLopenXLscalableLandLinteractiveLwebYbasedLportalLforLTsingleYcellULomicsL
analysesZLNucleicgAcidsgResearchXL2020XLfjXLWfbeYWfcf 20.1 9

35 TheLzippoLpathwayLcontrolsLmyofibrilLassemblyLandLmuscleLfiberLgrowthLbyLregulatingLsarcomericL
geneLexpressionZLELifeXL2021XLcbXL 8.9 8
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34 cisYregulatoryLvariationLmodulatesLsusceptibilityLtoLentericLinfectionLinLtheLvrosophilaLgeneticL
referenceLpanelZLGenomegBiologyXL2020XLdcXLh 18.3 7

33 TheLZicLfamilyLhomologueLOddYpairedLregulatesLslkLexpressionLinLvrosophilaZLPLoSgGeneticsXL2017XL
ceXLecbbhhci 6 7

32 TissueYspecificLenhancerLrepressionLthroughLmolecularLintegrationLofLcellLsignalingLinputsZLPLoSg
GeneticsXL2017XLceXLecbbhicj 6 7

31 sLhighYthroughputLgatewayYcompatibleLyeastLoneYhybridLscreenLtoLdetectLproteinYvNsL
interactionsZLMethodsgingMoleculargBiologyXL2012XLijhXLeegYgg 1.4 7

30 –nterYembryoLgeneLexpressionLvariabilityLrecapitulatesLtheLhourglassLpatternLofLevoYdevoZLBMCg
BiologyXL2020XLcjXLcdk 7.3 7

29 vifferentialLregulationLofLRNsLpolymeraseL–––LgenesLduringLliverLregenerationZLNucleicgAcidsg
ResearchXL2019XLfiXLcijhYcikh 20.1 7

28 wxtensiveLtissueYspecificLexpressionLvariationLandLnovelLregulatorsLunderlyingLcircadianLbehaviorZL
SciencegAdvancesXL2021XLiXL 14.3 7

27 yenomeYwideLprofilingLofLvNsYbindingLproteinsLusingLbarcodeYbasedLmultiplexLSolexaLsequencingZL
MethodsgingMoleculargBiologyXL2012XLijhXLdfiYhd 1.4 6

26 urossYTissueL–dentificationLofLSomaticLStemLandLProgenitorLuellsLUsingLaLSingleYuellL
RNsYSequencingLverivedLyeneLSignatureZLStemgCellsXL2017XLegXLdekbYdfbd 5.8 5

25 uommensalLyutLtacteriaLtufferLtheL–mpactLofLzostLyeneticLVariantsLonLvrosophilaLvevelopmentalL
TraitsLunderLNutritionalLStressZLIScienceXL2019XLckXLfehYffi 6.1 5

24 SelectiveLRetrievalLofL–ndividualLuellsLfromLMicrofluidicLsrraysLuombiningLvielectrophoreticLxorceL
andLvirectedLzydrodynamicLxlowZLMicromachinesXL2020XLccXL 3.3 5

23 WebPr–nSeSlLautomatedLfullYlengthLcloneLsequenceLidentificationLandLverificationLusingL
highYthroughputLsequencingLdataZLNucleicgAcidsgResearchXL2010XLejXLWeijYjf 20.1 5

22 βncRNsLutcflosLorchestratesLtranscriptionLandLalternativeLsplicingLinLthermogenicLadipogenesisZL
EMBOgReportsXL2021XLddXLegcdjk 6.5 5

21 MitochondrialLhaplotypesLaffectLmetabolicLphenotypesLinLtheLvrosophilaLyeneticLReferenceLPanelZL
NaturegMetabolismXL2019XLcXLcddhYcdfd 14.6 5

20 SystemsYyeneticsYtasedL–nferenceLofLaLuoreLRegulatoryLNetworkLUnderlyingLWhiteLxatLtrowningZL
CellgReportsXL2019XLdkXLfbkkYfcceZeg 10.6 5

19
sLparallelizedXLautomatedLplatformLenablingLindividualLorLsequentialLuh–PLofLhistoneLmarksLandL
transcriptionLfactorsZLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaXL2020XLcciXLcejdjYcejej

11.5 4

18 sLmammalianLtranscriptionLfactorYspecificLpeptideLrepositoryLforLtargetedLproteomicsZLProteomicsXL
2015XLcgXLigdYh 4.8 4

17 yeneLregulatoryLmechanismsLunderlyingLtheLintestinalLinnateLimmuneLresponseZLCurrentgOpinionging
GeneticsgandgDevelopmentXL2017XLfeXLfhYgd 4.9 3

(2017-2020)
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16 MorphologicalLandLMolecularLuharacterizationLofLsdultLMidgutLuompartmentalizationLinL
vrosophilaZLCellgReportsXL2013XLeXLcigg 10.6 3

15 yeneticsZLVariableLoutcomeLofLmutationsZLScienceXL2012XLeegXLffYg 33.3 3

14 yenomeYwideLmolecularLrecordingLusingLβiveYseq 3

13 SexYdependentLandLsexYindependentLregulatoryLsystemsLofLsizeLvariationLinLnaturalLpopulationsZL
MoleculargSystemsgBiologyXL2019XLcgXLekbcd 12.2 3

12 wntericLinfectionLinducesLβarkYmediatedLintronLretentionLatLtheLgSLendLofLvrosophilaLgenesZLGenomeg
BiologyXL2020XLdcXLf 18.3 2

11 MultilevelLregulationLofLtheLglassLlocusLduringLvrosophilaLeyeLdevelopmentZLPLoSgGeneticsXL2019XL
cgXLecbbjdhk 6 2

10 suthorLresponselLuonservationLofLtranscriptionLfactorLbindingLspecificitiesLacrossLhbbLmillionLyearsL
ofLbilateriaLevolutionL2015XL 2

9 TimeYLandLcostYefficientLhighYthroughputLtranscriptomicsLenabledLbyLtulkLRNsLtarcodingLandLsequencing 2

8 wxtensiveLmitochondrialLpopulationLstructureLandLhaplotypeYspecificLphenotypicLvariationLinLtheL
vrosophilaLyeneticLReferenceLPanel 2

7 SelectionLagainstLexpressionLnoiseLexplainsLtheLoriginLofLtheLhourglassLpatternLofLwvoYvevo 1

6 sLhighlyLparallelXLautomatedLplatformLenablingLindividualLorLsequentialLuh–PLofLhistoneLmarksLandL
transcriptionLfactors 1

5 SingleYcellLtranscriptionalLprofilingLofLsplenicLfibroblastsLrevealsLsubsetYspecificLinnateLimmuneL
signaturesLinLhomeostasisLandLduringLviralLinfectionZLCommunicationsgBiologyXL2021XLfXLcegg 6.7 1

4 sLleukemiaYprotectiveLgermlineLvariantLmediatesLchromatinLmoduleLformationLviaLtranscriptionL
factorLnucleationZZLNaturegCommunicationsXL2022XLceXLdbfd 17.4 1

3 RoundingLupLnaturalLgeneLexpressionLvariationLduringLdevelopmentZLDevelopmentalgCellXL2013XLdiXLhbcYe10.2 0

2 RecentLadvancesLinLtrajectoryLinferenceLfromLsingleYcellLomicsLdataZLCurrentgOpiniongingSystemsg
BiologyXL2021XLdiXLcbbeff 3.2 0

1 SharedLacuteLphaseLtraitsLinLeffectorLandLmemoryLhumanLuvjLTLcellsZZLCurrentgResearchging
ImmunologyXL2022XLeXLcYcd 1
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