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58 Clinal Variation at Phenology-Related Genes in Spruce: Parallel Evolution in FTL2 and Gigantea?.
Genetics, 2014, 197, 1025-1038. 1.2 41

59 Estimating exotic gene flow into native pine stands: zygotic vs. gametic components. Molecular
Ecology, 2014, 23, 5435-5447. 2.0 17
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63
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100 Genetic diversity and differentiation of Fagus orientalis Lipsky in Hyrcanian forests revealed by
nuclear and chloroplast microsatellite markers. Conservation Genetics, 2010, 11, 2321-2331. 0.8 12

101 Chloroplast microsatellites reveal that metallicolous populations of the Mediterranean shrub Cistus
ladanifer L have multiple origins. Plant and Soil, 2010, 334, 161-174. 1.8 16

102 Aquaporins in the wild: natural genetic diversity and selective pressure in the PIP gene family in five
Neotropical tree species. BMC Evolutionary Biology, 2010, 10, 202. 3.2 16

103 High genetic variation in marginal fragmented populations at extreme climatic conditions of the
Patagonian Cypress Austrocedrus chilensis. Molecular Phylogenetics and Evolution, 2010, 54, 941-949. 1.2 32

104
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