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i Paper IF Citations

448 nlinicalG harmacogeneticsGtmplementationGnonsortiumGruidelineGforGnY YnXdGrenotypeGandG
nlopidogrelGTherapyeGYWYYGUpdateUUGClinicalcPharmacologycandcTherapeuticsSG2022SG 6.1 14

447 lnalysisGofGrareGgeneticGvariationGunderlyingGcardiometabolicGdiseasesGandGtraitsGamongGYWWSWWWG
individualsGinGtheGUvGmiobankUUGNaturecGeneticsSG2022SG 36.3 4

446 renomeTwideGanalysisGprovidesGgeneticGevidenceGthatGlnpYGinfluencesGnzVtoTXdGriskGandGyieldsGriskG
scoresGassociatedGwithGsevereGdiseaseUUGNaturecGeneticsSG2022SG 36.3 9

445 nlinicalGcharacterizationGofGfamilialGhypercholesterolemiaGdueGtoGanGamishGfounderGmutationGinG
lpolipoproteinGmUUGBMCcCardiovascularcDisordersSG2022SGYYSGXWd 2.3 0

444 lnGlmishGfounderGpopulationGrevealsGrareTpopulationGgeneticGdeterminantsGofGtheGhumanG
lipidomeUUGCommunicationscBiologySG2022SG]SGZZ[ 6.7 0

443 xendelianGrandomizationGsupportsGbidirectionalGcausalityGbetweenGtelomereGlengthGandGclonalG
hematopoiesisGofGindeterminateGpotentialUUGSciencecAdvancesSG2022SGcSGeabla]bd 14.3 3

442  harmacogenomicGStudyGofGStatinTlssociatedGxuscleGSymptomsGinGtheGzoYSSpYGzUTnzxpSGTrialUUG
CirculationcGenomiccandcPrecisioncMedicineSG2022SGXWXXaXntRnrpyXYXWWZ]WZ 5.2 0

441
tmpactGofGnaturalGselectionGonGglobalGpatternsGofGgeneticGvariationGandGassociationGwithGclinicalG
phenotypesGatGgenesGinvolvedGinGSlRSTnoVTYGinfectionUUGProceedingscofcthecNationalcAcademycofc
SciencescofcthecUnitedcStatescofcAmericaSG2022SGXXdSGeYXYZWWWXXd

11.5 0

440 renomeTwideGassociationGanalysesGhighlightGetiologicalGdifferencesGunderlyingGnewlyGdefinedG
subtypesGofGdiabetesUGNaturecGeneticsSG2021SG]ZSGX]Z[TX][Y 36.3 7

439 reneticGandGfunctionalGevidenceGlinksGaGmissenseGvariantGinGtoGlowerGwowGandGfibrinogenUGScienceSG
2021SGZb[SGXYYXTXYYb 33.3 1

438
lGmissenseGvariantGlrgaXXnysGinGwt pGwhichGencodesGhormoneGsensitiveGlipaseGdecreasesGlipolysisG
andGincreasesGriskGofGtypeGYGdiabetesGinGlmericanGtndiansUGDiabetestMetabolismcResearchcandc
ReviewsSG2021SGeZ]W[

7.5 0

437 pxomeGsequencingGandGanalysisGofG[][SbcbGUvGmiobankGparticipantsUGNatureSG2021SG]ddSGaYcTaZ[ 50.4 34

436 reneticGversusGstressGandGmoodGdeterminantsGofGsleepGinGtheGlmishUGAmericancJournalcofcMedicalc
GeneticscPartcB:cNeuropsychiatriccGeneticsSG2021SGXcaSGXXZTXYX 3.5 1

435 TheGdiagnosticGefficacyGofGexomeGdataGanalysisGusingGfixedGneurodevelopmentalGgeneGlistseG
tmplicationsGforGprenatalGsettingUGPrenatalcDiagnosisSG2021SG[XSGbWXTbWb 3.2 3

434 xultipleGdimensionsGofGstressGvsUGgeneticGeffectsGonGdepressionUGTranslationalcPsychiatrySG2021SGXXSGY][ 8.6 0

433 renomeTwideGsurveyGofGparentTofToriginTspecificGassociationsGacrossGclinicalGtraitsGderivedGfromG
electronicGhealthGrecordsUUGHumancGeneticscandcGenomicscAdvancesSG2021SGYSGXWWWZd 0.8 1

432 renomeTwideGassociationGanalysisGofGserumGalanineGandGaspartateGaminotransferaseSGandGtheG
modifyingGeffectsGofGmxtGinGZcck´ puropeanGindividualsUGGeneticcEpidemiologySG2021SG[]SGaa[TacX 2.6 2
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431 renomeGsequencingGunveilsGaGregulatoryGlandscapeGofGplateletGreactivityUGNaturecCommunicationsSG
2021SGXYSGZaYa 17.4 6

430 lGmultiTethnicGepigenomeTwideGassociationGstudyGofGleukocyteGoylGmethylationGandGbloodGlipidsUG
NaturecCommunicationsSG2021SGXYSGZdcb 17.4 3

429
yextGgenerationGsequencingGforGswlGlociGinGfullGheritageG imaGtndiansGofGlrizonaSG artGtteGswlTlSGTmSG
andGTnGwithGselectedGnonTclassicalGlociGatG[TfieldGresolutionGfromGwholeGgenomeGsequencesUGHumanc
ImmunologySG2021SGcYSGZc]T[WZ

2.3

428  anTancestryGexomeTwideGassociationGanalysesGofGnzVtoTXdGoutcomesGinG]caSX]bGindividualsUG
AmericancJournalcofcHumancGeneticsSG2021SGXWcSGXZ]WTXZ]] 11 25

427 SequencingGofGa[WSWWWGexomesGidentifiesGvariantsGassociatedGwithGprotectionGfromGobesityUGScienceSG
2021SGZbZSG 33.3 22

426  olygenicGRiskGofG sychiatricGoisordersGpxhibitsGnrossTtraitGlssociationsGinGplectronicGsealthGRecordG
oataGqromGpuropeanGlncestryGtndividualsUGBiologicalcPsychiatrySG2021SGcdSGYZaTY[] 7.9 8

425 WhenGphenotypeGdoesGnotGmatchGgenotypeeGimportanceGofGIrealTtimeIGrefiningGofGphenotypicG
informationGforGexomeGdataGinterpretationUGGeneticscincMedicineSG2021SGYZSGYX]TYYX 8.1 2

424
pffectGofGserumGzincGandGcopperGlevelsGonGinsulinGsecretionSGinsulinGresistanceGandGpancreaticG˛†GcellG
dysfunctionGinGUSGadultseGqindingsGfromGtheGyationalGsealthGandGyutritionGpxaminationGSurveyG
OyslypSPGYWXXTYWXYUGDiabetescResearchcandcClinicalcPracticeSG2021SGXbYSGXWcaYb

7.4 4

423 xetaTanalysisGuncoversGgenomeTwideGsignificantGvariantsGforGrapidGkidneyGfunctionGdeclineUGKidneyc
InternationalSG2021SGddSGdYaTdZd 9.9 6

422 rsa[XbZcniTGnearGxmzlTbGisGassociatedGwithGliverGfatSGlwTGandGfibrosisGinGylqwoeGlGmetaTanalysisUG
JournalcofcHepatologySG2021SGb[SGYWTZW 13.4 24

421 TheGroleGofGphenotypeTbasedGsearchGapproachesGusingGpublicGonlineGdatabasesGinGdiagnosticsGofG
xendelianGdisordersUGGeneticscincMedicineSG2021SGYZSGXWd]TXXWW 8.1 2

420 WholeGgenomeGsequenceGanalysesGofGerqRGinGYZSbZYGpeopleGrepresentingGmultipleGancestriesGinGtheG
yswmtGtransTomicsGforGprecisionGmedicineGOTz xedPGconsortiumUGEBioMedicineSG2021SGaZSGXWZX]b 8.8 3

419 SexTdimorphicGgeneticGeffectsGandGnovelGlociGforGfastingGglucoseGandGinsulinGvariabilityUGNaturec
CommunicationsSG2021SGXYSGY[ 17.4 30

418 TwoGintronicGcisTactingGvariantsGinGbothGallelesGofGtheG zwRZlGgeneGcauseGprogressiveGspasticGataxiaG
withGhypodontiaUGClinicalcGeneticsSG2021SGddSGbXZTbXc 4 2

417
seterozygosityGforGaG athogenicGVariantGinGThatGnausesGlutosomalGRecessiveGritelmanGSyndromeGtsG
lssociatedGwithGwowerGSerumG otassiumUGJournalcofcthecAmericancSocietycofcNephrology:cJASNSG2021
SGZYSGb]aTba]

12.7 1

416 xutationGspectrumGofGyzoYGrevealsGrecessiveGinheritanceGasGaGmainGdriverGofGparlyGznsetGnrohnNsG
oiseaseUGScientificcReportsSG2021SGXXSG]]d] 4.9 11

415 rWlSGofGserumGlwTGandGlSTGrevealsGanGassociationGofGSwnZWlXWGThrd]tleGwithGhypermanganesemiaG
symptomsUGNaturecCommunicationsSG2021SGXYSG[]bX 17.4 6

414 TheGburdenGofGpathogenicGvariantsGinGclinicallyGactionableGgenesGinGaGfounderGpopulationUGAmericanc
JournalcofcMedicalcGeneticspcPartcASG2021SGXc]SGZ[baTZ[c[ 2.5 1

(2021-2021)
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413 RareGgeneticGcodingGvariantsGassociatedGwithGhumanGlongevityGandGprotectionGagainstGageTrelatedG
diseasesUGNaturecAgingSG2021SGXSGbcZTbd[ 4

412 andGwongGβTGSyndromeGinGXV[]GlmisheGTheGRoadGqromGtdentificationGtoGtmplementationGofG
nulturallyGlppropriateG recisionGxedicineUGCirculationcGenomiccandcPrecisioncMedicineSG2020SGXZSGeWWZXZZ5.2 2

411
renomewideGlssociationGStudyGofG lateletGReactivityGandGnardiovascularGResponseGinG atientsG
TreatedGWithGnlopidogreleGlGStudyGbyGtheGtnternationalGnlopidogrelG harmacogenomicsG
nonsortiumUGClinicalcPharmacologycandcTherapeuticsSG2020SGXWcSGXWabTXWbb

6.1 12

410 xultiTancestryGrWlSGofGtheGelectrocardiographicG RGintervalGidentifiesGYWYGlociGunderlyingGcardiacG
conductionUGNaturecCommunicationsSG2020SGXXSGY][Y 17.4 16

409 oiscoveryGofGZXcGnewGriskGlociGforGtypeGYGdiabetesGandGrelatedGvascularGoutcomesGamongGXU[GmillionG
participantsGinGaGmultiTancestryGmetaTanalysisUGNaturecGeneticsSG2020SG]YSGacWTadX 36.3 140

408 reneticGVariationGinG plRXSGnardiovascularGzutcomesGandGpffectsGofGlspirinGinGaGsealthyGplderlyG
 opulationUGClinicalcPharmacologycandcTherapeuticsSG2020SGXWcSGXYcdTXYdc 6.1 5

407  aediatricGsystemicGlupusGerythematosusGasGaGmanifestationGofGconstitutionalGmismatchGrepairG
deficiencyUGJournalcofcMedicalcGeneticsSG2020SG]bSG]W]T]Wc 5.8 5

406 nharacterizationGofGpxomeGVariantsGandGTheirGxetabolicGtmpactGinGaSbXaGlmericanGtndiansGfromGtheG
SouthwestGUSUGAmericancJournalcofcHumancGeneticsSG2020SGXWbSGY]XTYa[ 11 3

405  harmacogenomicGpolygenicGresponseGscoreGpredictsGischaemicGeventsGandGcardiovascularGmortalityG
inGclopidogrelTtreatedGpatientsUGEuropeancHeartcJournalcrcCardiovascularcPharmacotherapySG2020SGaSGYWZTYXW6.4 33

404 rlobalG harmacogenomicsGWithinG recisionGxedicineeGnhallengesGandGzpportunitiesUGClinicalc
PharmacologycandcTherapeuticsSG2020SGXWbSG]bTaX 6.1 17

403 nlinicalGandGxolecularG revalenceGofGwipodystrophyGinGanGUnascertainedGwargeGnlinicalGnareGnohortUG
DiabetesSG2020SGadSGY[dTY]c 0.9 25

402 pxomeGsequencingGandGcharacterizationGofG[dSdaWGindividualsGinGtheGUvGmiobankUGNatureSG2020SG]caSGb[dTb]a50.4 122

401  arkinsonNsGoiseaseTRelatedGxotorGandGyonmotorGSymptomsGinGtheGwancasterGlmishUG
NeuroepidemiologySG2020SG][SGZdYTZdb 5.4 1

400  revalenceSGcontrolSGandGtreatmentGofGdiabetesSGhypertensionSGandGhighGcholesterolGinGtheGlmishUG
BMJcOpencDiabetescResearchcandcCareSG2020SGcSG 4.5 3

399 pxomeGSequencingGtdentifiesGlGyonsenseGVariantGinGolzGlssociatedGWithGReducedGpnergyG
pxpenditureGinGlmericanGtndiansUGJournalcofcClinicalcEndocrinologycandcMetabolismSG2020SGXW]SG 5.6 1

398 SimilarGburdenGofGpathogenicGcodingGvariantsGinGexceptionallyGlongTlivedGindividualsGandGindividualsG
withoutGexceptionalGlongevityUGAgingcCellSG2020SGXdSGeXZYXa 9.9 3

397
lssessmentGofGtheGpotentialGroleGofGnaturalGselectionGinGtypeGYGdiabetesGandGrelatedGtraitsGacrossG
humanGcontinentalGancestryGgroupseGcomparisonGofGphenotypicGwithGgenotypicGdivergenceUG
DiabetologiaSG2020SGaZSGYaXaTYaYb

10.3 2

396 somozygosityGforGnspvYGpUrlyXablrgGleadsGtoGaGuniqueGcancerGsyndromeGwithGmultipleGcomplexG
chromosomalGtranslocationsGinGperipheralGbloodGkaryotypeUGJournalcofcMedicalcGeneticsSG2020SG]bSG]WWT]W[5.8 6
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395 nlinicalGandGgeneticGvalidityGofGquantitativeGbipolarityUGTranslationalcPsychiatrySG2019SGdSGYYc 8.6 1

394
lGUniqueG resentationGofGtnfantileTznsetGnolitisGandGposinophilicGoiseaseGwithoutGRecurrentG
tnfectionsGResultingGfromGaGyovelGsomozygousGnlRxtwYGVariantUGJournalcofcClinicalcImmunologySG
2019SGZdSG[ZWT[Zd

5.7 13

393
lGnovelGTUqxGhomozygousGvariantGinGaGchildGwithGmitochondrialGcardiomyopathyGexpandsGtheG
phenotypeGofGcombinedGoxidativeGphosphorylationGdeficiencyG[UGJournalcofcHumancGeneticsSG2019SG
a[SG]cdT]d]

4.3 12

392 yextGgenerationGsequencingGandGtheGclassicalGswlGlociGinGfullGheritageG imaGtndiansGofGlrizonaeG
oefiningGtheGcoreGswlGvariationGforGyorthGlmericanG aleoTtndiansUGHumancImmunologySG2019SGcWSGd]]Tda]2.3 7

391 lssociationsGofGautozygosityGwithGaGbroadGrangeGofGhumanGphenotypesUGNaturecCommunicationsSG
2019SGXWSG[d]b 17.4 40

390 SelfTReportedGSleepGourationGandG atternGinGzldGzrderGlmishGandGyonTlmishGldultsUGJournalcofc
ClinicalcSleepcMedicineSG2019SGX]SGXZYXTXZYc 3.1 4

389 nardiovascularGrisksGimpactGhumanGbrainGTacetylaspartateGinGregionallyGspecificGpatternsUG
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaSG2019SGXXaSGY]Y[ZTY]Y[d11.5 4

388 tncreasedGusualGphysicalGactivityGisGassociatedGwithGaGbluntingGofGtheGtriglycerideGresponseGtoGaG
highTfatGmealUGJournalcofcClinicalcLipidologySG2019SGXZSGXWdTXX[ 4.9 7

387  olyherbalGdietaryGsupplementationGforGprediabeticGadultseGstudyGprotocolGforGaGrandomizedG
controlledGtrialUGTrialsSG2019SGYWSGY[ 2.8 5

386 renomeTwideGassociationGanalysisGofGcommonGgeneticGvariantsGofGresistantGhypertensionUG
PharmacogenomicscJournalSG2019SGXdSGYd]TZW[ 3.5 7

385 pxomeTchipGmetaTanalysisGidentifiesGassociationGbetweenGvariationGinGlyvRoYaGandGplateletG
aggregationUGPlateletsSG2019SGZWSGXa[TXbZ 3.6 9

384 llcoholGnonsumptionGandGRiskGofGnoronaryGlrteryGoiseaseGOfromGtheGxillionGVeteranG rogramPUG
AmericancJournalcofcCardiologySG2018SGXYXSGXXaYTXXac 3 13

383
renomeTwideGandGcandidateGgeneGapproachesGofGclopidogrelGefficacyGusingGpharmacodynamicGandG
clinicalGendGpointsTRationaleGandGdesignGofGtheGtnternationalGnlopidogrelG harmacogenomicsG
nonsortiumGOtn nPUGAmericancHeartcJournalSG2018SGXdcSGX]YTX]d

4.9 19

382  rofilingGandGweveragingGRelatednessGinGaG recisionGxedicineGnohortGofGdYS[]]GpxomesUGAmericanc
JournalcofcHumancGeneticsSG2018SGXWYSGcb[Tccd 11 38

381 lnGl zzG seudogeneGonGnhromosomeG]qGtsGlssociatedGWithGwowToensityGwipoproteinGnholesterolG
wevelsUGCirculationSG2018SGXZcSGXZ[ZTXZ]] 16.7 6

380 lG roteinTTruncatingGsSoXbmXZGVariantGandG rotectionGfromGnhronicGwiverGoiseaseUGNewcEnglandc
JournalcofcMedicineSG2018SGZbcSGXWdaTXXWa 59.2 350

379 renomicGdiagnosticsGwithinGaGmedicallyGunderservedGpopulationeGefficacyGandGimplicationsUGGeneticsc
incMedicineSG2018SGYWSGZXT[X 8.1 36

378 xonogenicGdiabetesGinGoverweightGandGobeseGyouthGdiagnosedGwithGtypeGYGdiabeteseGtheGTzolYG
clinicalGtrialUGGeneticscincMedicineSG2018SGYWSG]cZT]dW 8.1 42

(2018-2019)
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377
xultisiteGtnvestigationGofGzutcomesGWith´ tmplementationGofGnY YnXdGrenotypeTruidedG
lntiplateletGTherapyGlfterG ercutaneousGnoronaryGtnterventionUGJACC:cCardiovascularcInterventionsSG
2018SGXXSGXcXTXdX

5 156

376 ReversalGofGlgingTtnducedGtncreasesGinGlorticGStiffnessGbyGTargetingGnytoskeletalG roteinT roteinG
tnterfacesUGJournalcofcthecAmericancHeartcAssociationSG2018SGbSG 6 14

375 pvaluationGofGWtS XGasGaGcandidateGgeneGforGboneGmineralGdensityGinGtheGzldGzrderGlmishUGScientificc
ReportsSG2018SGcSGbX[X 4.9 2

374 pstablishingGtheGroleGofGinGproteinTlosingGenteropathyeGaGhomozygousGmissenseGvariantGleadsGtoGanG
attenuatedGphenotypeUGJournalcofcMedicalcGeneticsSG2018SG]]SGbbdTbc[ 5.8 8

373 reneticGinactivationGofGlyr Tw[GimprovesGglucoseGhomeostasisGandGisGassociatedGwithGreducedGriskG
ofGdiabetesUGNaturecCommunicationsSG2018SGdSGYY]Y 17.4 71

372 wossTofTqunctionGlmnncGxutationsGinG ulmonaryGlrterialGsypertensionUGCirculationcGenomiccandc
PrecisioncMedicineSG2018SGXXSGeWWYWcb 5.2 33

371 vnyuXXGxutationGinGzneGqamilyGisGlssociatedGwithGldultTznsetGRatherGthanGyeonatalTznsetG
oiabetesGxellitusUGAACEcClinicalcCasecReportsSG2018SG[SGe[XXTe[X[ 0.7 1

370 qamilialGsypercholesterolemiaGandGTypeGYGoiabetesGinGtheGzldGzrderGlmishUGDiabetesSG2017SGaaSGYW][TYW]c0.9 15

369 renomeTwideGanalysisGofGclopidogrelGactiveGmetaboliteGlevelsGidentifiesGnovelGvariantsGthatG
influenceGantiplateletGresponseUGPharmacogeneticscandcGenomicsSG2017SGYbSGX]dTXaZ 1.9 16

368 VariationGinGxaturityTznsetGoiabetesGofGtheGYoungGrenesGtnfluenceGResponseGtoGtnterventionsGforG
oiabetesG reventionUGJournalcofcClinicalcEndocrinologycandcMetabolismSG2017SGXWYSGYabcTYacd 5.6 12

367 xultiethnicGgenomeTwideGmetaTanalysisGofGectopicGfatGdepotsGidentifiesGlociGassociatedGwithG
adipocyteGdevelopmentGandGdifferentiationUGNaturecGeneticsSG2017SG[dSGXY]TXZW 36.3 80

366 n TXlGmethylationGisGassociatedGwithGplasmaGadiponectinUGNutritionpcMetabolismcandcCardiovascularc
DiseasesSG2017SGYbSGYY]TYZZ 4.5 16

365 TheGrsGreceptorGexonGZGdeletionGisGaGmarkerGofGmaleTspecificGexceptionalGlongevityGassociatedGwithG
increasedGrsGsensitivityGandGtallerGstatureUGSciencecAdvancesSG2017SGZSGeXaWYWY] 14.3 38

364 reneticGandG harmacologicGtnactivationGofGlyr TwZGandGnardiovascularGoiseaseUGNewcEnglandc
JournalcofcMedicineSG2017SGZbbSGYXXTYYX 59.2 416

363 andGwociGlssociateGwithG lasmaGzsmolalityUGJournalcofcthecAmericancSocietycofcNephrology:cJASNSG
2017SGYcSGYZXXTYZYX 12.7 14

362 seritabilityGofGplasmaGneopterinGlevelsGinGtheGzldGzrderGlmishUGJournalcofcNeuroimmunologySG2017SG
ZWbSGZbT[X 3.5 4

361 SexTspecificGeffectsGofGserumGsulfateGlevelGandGnonsenseGvariantsGonGosplGhomeostasisUGMolecularc
GeneticscandcMetabolismcReportsSG2017SGXWSGc[TdX 1.8 0

360  harmacogeneticGlssociationsGofG˛†XTldrenergicGReceptorG olymorphismsGWithGnardiovascularG
zutcomesGinGtheGS SZGTrialGOSecondaryG reventionGofGSmallGSubcorticalGStrokesPUGStrokeSG2017SG[cSGXZZbTXZ[Z6.7 16
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359 TxaSqYGrs]c][YdYaGimpactsGlipidGprocessingGinGliverGandGsmallGintestineUGHepatologySG2017SGa]SGX]YaTX][Y11.2 47

358
renderGdifferencesGinGfirstGandGsecondhandGsmokeGexposureSGspirometricGlungGfunctionGandG
cardiometabolicGhealthGinGtheGoldGorderGlmisheGlGnovelGpopulationGwithoutGfemaleGsmokingUGPLoSc
ONESG2017SGXYSGeWXb[Z][

3.7 17

357 wipidGxetabolismSGlbdominalGldipositySGandGnerebralGsealthGinGtheGlmishUGObesitySG2017SGY]SGXcbaTXccW 8 7

356 lGpopulationTspecificGreferenceGpanelGempowersGgeneticGstudiesGofGlnabaptistGpopulationsUG
ScientificcReportsSG2017SGbSGaWbd 4.9 10

355 oylGxethylationGlnalysisGtdentifiesGwociGforGmloodG ressureGRegulationUGAmericancJournalcofcHumanc
GeneticsSG2017SGXWXSGcccTdWY 11 83

354 tdentifyingGclinicallyGrelevantGsourcesGofGvariabilityeGTheGclopidogrelGchallengeUGClinicalcPharmacologyc
andcTherapeuticsSG2017SGXWXSGYa[TYbZ 6.1 11

353 nlopidogrelGpharmacogeneticseGmeyondGcandidateGgenesGandGgenomeTwideGassociationGstudiesUG
ClinicalcPharmacologycandcTherapeuticsSG2017SGXWXSGZYZTZY] 6.1 5

352 renomeTwideGphysicalGactivityGinteractionsGinGadiposityGTGlGmetaTanalysisGofGYWWS[]YGadultsUGPLoSc
GeneticsSG2017SGXZSGeXWWa]Yc 6 103

351 reneticGVariantsGofG plRXGareGlssociatedGwithG lateletGqunctionGandGlntiplateletGorugGpfficacyeGlG
SystematicGReviewGandGxetaTlnalysisUGCurrentcPharmaceuticalcDesignSG2017SGYZSGacX]TacYb 3.3 7

350 reneticsGofGTypeGYGoiabeteseGqromGnandidateGrenesGtoGrenomeTWideGlssociationGlnalysisG2017SGXTY[

349 reneticsGofGTypeGYGoiabeteseGqromGnandidateGrenesGtoGrenomeTWideGlssociationGlnalysisG2017SGXdXTYX[

348 TheGcommonGgeneticGinfluenceGoverGprocessingGspeedGandGwhiteGmatterGmicrostructureeGpvidenceG
fromGtheGzldGzrderGlmishGandGsumanGnonnectomeG rojectsUGNeuroImageSG2016SGXY]SGXcdTXdb 7.9 24

347 qromGrenotypeGtoG henotypeeGyonsenseGVariantsGinGSwnXZlXGlreGlssociatedGwithGoecreasedG
SerumGSulfateGandGtncreasedGSerumGlminotransferasesUGGx:cGenespcGenomespcGeneticsSG2016SGaSGYdWdTXc 3.2 6

346 sistoricalGzverviewGofGreneGoiscoveryGxethodologiesGinGTypeGYGoiabetesG2016SGZTXY 0

345 pducationalGinnovationsGinGclinicalGpharmacogenomicsUGClinicalcPharmacologycandcTherapeuticsSG2016
SGddSG]cYT[ 6.1 18

344 wociGassociatedGwithGischaemicGstrokeGandGitsGsubtypesGOSiryPeGaGgenomeTwideGassociationGstudyUG
LancetcNeurologypcTheSG2016SGX]SGXb[TXc[ 24.1 159

343 renomeTwideGlssociationGStudiesGtdentifyGreneticGwociGlssociatedGWithGllbuminuriaGinGoiabetesUG
DiabetesSG2016SGa]SGcWZTXb 0.9 96

342
oevelopmentGofGaGphysiologyTdirectedGpopulationGpharmacokineticGandGpharmacodynamicGmodelG
forGcharacterizingGtheGimpactGofGgeneticGandGdemographicGfactorsGonGclopidogrelGresponseGinG
healthyGadultsUGEuropeancJournalcofcPharmaceuticalcSciencesSG2016SGcYSGa[Tbc

5.1 18

(2016-2017)
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341 tnactivatingGVariantsGinGlyr Tw[GandGRiskGofGnoronaryGlrteryGoiseaseUGNewcEnglandcJournalcofc
MedicineSG2016SGZb[SGXXYZTZZ 59.2 305

340 yewGlociGforGbodyGfatGpercentageGrevealGlinkGbetweenGadiposityGandGcardiometabolicGdiseaseGriskUG
NaturecCommunicationsSG2016SGbSGXW[d] 17.4 180

339 reneticGassociationsGatG]ZGlociGhighlightGcellGtypesGandGbiologicalGpathwaysGrelevantGforGkidneyG
functionUGNaturecCommunicationsSG2016SGbSGXWWYZ 17.4 295

338
reneGpxpressionGoifferencesGmetweenGzffspringGofGwongTwivedGtndividualsGandGnontrolsGinG
nandidateGwongevityGRegionseGpvidenceGforG l SSYGasGaGwongevityGreneUGJournalscofcGerontologycrc
SeriescAcBiologicalcSciencescandcMedicalcSciencesSG2016SGbXSGXYd]Td

6.4 8

337 TheGtrytTpGnetworkeGaGmodelGforGgenomicGmedicineGimplementationGandGresearchUGBMCcMedicalc
GenomicsSG2016SGdSGX 3.7 139

336 TheG harmacogenomicsGofGlntiT lateletGtnterventionGO l tPGStudyeGVariationGinG lateletGResponseG
toGnlopidogrelGandGlspirinUGCurrentcVascularcPharmacologySG2016SGX[SGXXaTY[ 3.3 9

335 reneticsGofGTypeGYGoiabeteseGqromGnandidateGrenesGtoGrenomeTWideGlssociationGlnalysisG2016SGXTY[

334 lGnommonGVariantGinGtheGSpTobGreneG redictsGSerumGwycopeneGnoncentrationsUGNutrientsSG2016SGcSGcY 6.7 22

333 nognitiveGprofilesGandGheritabilityGestimatesGinGtheGzldGzrderGlmishUGPsychiatriccGeneticsSG2016SGYaSGXbcTcZ2.9 1

332 seritabilityGofGcomplexGwhiteGmatterGdiffusionGtraitsGassessedGinGaGpopulationGisolateUGHumancBrainc
MappingSG2016SGZbSG]Y]TZ] 5.9 17

331 nlopidogrelGtmprovesGSkinGxicrocirculatoryGpndothelialGqunctionGinG ersonsGWithGseightenedG
 lateletGlggregationUGJournalcofcthecAmericancHeartcAssociationSG2016SG]SG 6 5

330 oistributionGandGclinicalGimpactGofGfunctionalGvariantsGinG]WSbYaGwholeTexomeGsequencesGfromGtheG
oiscovpsRGstudyUGScienceSG2016SGZ][SG 33.3 320

329 reneticGidentificationGofGfamilialGhypercholesterolemiaGwithinGaGsingleGUUSUGhealthGcareGsystemUG
ScienceSG2016SGZ][SG 33.3 229

328 VariantsGinGlyr Tw[GandGtheGRiskGofGnoronaryGlrteryGoiseaseUGNewcEnglandcJournalcofcMedicineSG
2016SGZb]SGYZW]TYZWa 59.2 8

327 TheGnl yYVnl ycGwocusGonGnhromosomeGXqGtsGlssociatedGwithGVariationGinGSerumGllphaTnaroteneG
noncentrationsUGJournalcofcNutrigeneticscandcNutrigenomicsSG2016SGdSGY][TYa[ 6

326 lssignmentGofGqunctionalGRelevanceGtoGrenesGatGTypeGYGoiabetesTlssociatedGwociGThroughG
tnvestigationGofG˛†TnellGxassGoeficitsUGMolecularcEndocrinologySG2016SGZWSG[YdT[] 13

325 UserTcenteredGdesignGofGmultiTgeneGsequencingGpanelGreportsGforGcliniciansUGJournalcofcBiomedicalc
InformaticsSG2016SGaZSGXTXW 10.2 12

324 pvidenceGforGseveralGindependentGgeneticGvariantsGaffectingGlipoproteinGOaPGcholesterolGlevelsUG
HumancMolecularcGeneticsSG2015SGY[SGYZdWT[WW 5.6 39

Alan R Shuldiner

8



323 VitaminGandGsupplementGuseGamongGoldGorderGamisheGsexTspecificGprevalenceGandGassociationsGwithG
useUGJournalcofcthecAcademycofcNutritioncandcDieteticsSG2015SGXX]SGZdbT[W]UeZ 3.9 10

322 oirectionalGdominanceGonGstatureGandGcognitionGin´ diverseGhumanGpopulationsUGNatureSG2015SG]YZSG[]dT[aY50.4 119

321
renomeTwideGassociationGstudyGofGtriglycerideGresponseGtoGaGhighTfatGmealGamongGparticipantsGofG
theGyswmtGreneticsGofGwipidGwoweringGorugsGandGoietGyetworkGOrzwoyPUGMetabolism:cClinicalcandc
ExperimentalSG2015SGa[SGXZ]dTbX

12.7 23

320 zxylipidG rofileGofGwowTooseGlspirinGpxposureeGlG harmacometabolomicsGStudyUGJournalcofcthec
AmericancHeartcAssociationSG2015SG[SGeWWYYWZ 6 15

319 nhronotypeGandGseasonalityeGmorningnessGisGassociatedGwithGlowerGseasonalGmoodGandGbehaviorG
changesGinGtheGzldGzrderGlmishUGJournalcofcAffectivecDisordersSG2015SGXb[SGYWdTX[ 6.6 23

318 renomeTwideGassociationGstudyGofGkidneyGfunctionGdeclineGinGindividualsGofGpuropeanGdescentUG
KidneycInternationalSG2015SGcbSGXWXbTYd 9.9 83

317 tdentificationGofGaGvariantGinGvoRGassociatedGwithGserumGVprqRYGandGpharmacodynamicsGofG
 azopanibUGClinicalcCancercResearchSG2015SGYXSGZa]TbY 12.9 24

316 pffectGofGzincGsupplementationGonGinsulinGsecretioneGinteractionGbetweenGzincGandGSwnZWlcG
genotypeGinGzldGzrderGlmishUGDiabetologiaSG2015SG]cSGYd]TZWZ 10.3 30

315 plabelaTapelinGreceptorGsignalingGpathwayGisGfunctionalGinGmammalianGsystemsUGScientificcReportsSG
2015SG]SGcXbW 4.9 108

314
 rioritizingGlpproachesGtoGpngageGnommunityGxembersGandGmuildGTrustGinGmiobankseGlGSurveyGofG
lttitudesGandGzpinionsGofGldultsGwithinGzutpatientG racticesGatGtheGUniversityGofGxarylandUGJournalc
ofcPersonalizedcMedicineSG2015SG]SGYa[Tbd

3.6 10

313 TheGtnfluenceGofGlgeGandGSexGonGreneticGlssociationsGwithGldultGmodyGSizeGandGShapeeGlG
wargeTScaleGrenomeTWideGtnteractionGStudyUGPLoScGeneticsSG2015SGXXSGeXWW]Zbc 6 220

312 rlobalGimplementationGofGgenomicGmedicineeGWeGareGnotGaloneUGSciencecTranslationalcMedicineSG2015
SGbSGYdWpsXZ 17.5 112

311 nY YnXdGmetabolizerGstatusGandGclopidogrelGefficacyGinGtheGSecondaryG reventionGofGSmallG
SubcorticalGStrokesGOS SZPGstudyUGJournalcofcthecAmericancHeartcAssociationSG2015SG[SGeWWXa]Y 6 34

310 yewGgeneticGlociGlinkGadiposeGandGinsulinGbiologyGtoGbodyGfatGdistributionUGNatureSG2015SG]XcSGXcbTXda 50.4 920

309 reneticGstudiesGofGbodyGmassGindexGyieldGnewGinsightsGforGobesityGbiologyUGNatureSG2015SG]XcSGXdbTYWa 50.4 2687

308 UsingGWorkflowGxodelingGtoGtdentifyGlreasGtoGtmproveGreneticGTestG rocessesGinGtheGUniversityGofG
xarylandGTranslationalG harmacogenomicsG rojectG2015SGYWX]SG[aaTb[ 0.7 4

307 SeasonalityGshowsGevidenceGforGpolygenicGarchitectureGandGgeneticGcorrelationGwithGschizophreniaG
andGbipolarGdisorderUGJournalcofcClinicalcPsychiatrySG2015SGbaSGXYcTZ[ 4.6 18

306 xappingGrenesGinGtsolatedG opulationseGwessonsGfromGtheGzldGzrderGlmishG2015SGX[XTX]Z 2

(2015-2015)
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305 renomeTwideGassociationGstudiesGidentifiedGnovelGlociGforGnonThighTdensityGlipoproteinGcholesterolG
andGitsGpostprandialGlipemicGresponseUGHumancGeneticsSG2014SGXZZSGdXdTZW 6.3 8

304
reneTcentricGmetaTanalysesGforGcentralGadiposityGtraitsGinGupGtoG]bG[XYGindividualsGofGpuropeanG
descentGconfirmGknownGlociGandGrevealGseveralGnovelGassociationsUGHumancMolecularcGeneticsSG2014SG
YZSGY[dcT]XW

5.6 22

303 lnalysisGofGtheGbereavementGeffectGafterGtheGdeathGofGaGspouseGinGtheGlmisheGaGpopulationTbasedG
retrospectiveGcohortGstudyUGBMJcOpenSG2014SG[SGeWWZabW 3 8

302 TheGinfluenceGofGrareGgeneticGvariationGinGSwnZWlcGonGdiabetesGincidenceGandG˛†TcellGfunctionUG
JournalcofcClinicalcEndocrinologycandcMetabolismSG2014SGddSGpdYaTZW 5.6 19

301 xetforminGpharmacogenomicseGcurrentGstatusGandGfutureGdirectionsUGDiabetesSG2014SGaZSGY]dWTd 0.9 90

300 oefiningGtheGroleGofGcommonGvariationGinGtheGgenomicGandGbiologicalGarchitectureGofGadultGhumanG
heightUGNaturecGeneticsSG2014SG[aSGXXbZTca 36.3 1339

299 pffectivenessGofGclopidogrelGdoseGescalationGtoGnormalizeGactiveGmetaboliteGexposureGandG
antiplateletGeffectsGinGnY YnXdGpoorGmetabolizersUGJournalcofcClinicalcPharmacologySG2014SG][SGca]TbZ 2.9 25

298 renomeTwideGtransTancestryGmetaTanalysisGprovidesGinsightGintoGtheGgeneticGarchitectureGofGtypeGYG
diabetesGsusceptibilityUGNaturecGeneticsSG2014SG[aSGYZ[T[[ 36.3 784

297 reneticGassociationGstudyGofGβTGintervalGhighlightsGroleGforGcalciumGsignalingGpathwaysGinG
myocardialGrepolarizationUGNaturecGeneticsSG2014SG[aSGcYaTZa 36.3 199

296 yullGmutationGinGhormoneTsensitiveGlipaseGgeneGandGriskGofGtypeGYGdiabetesUGNewcEnglandcJournalcofc
MedicineSG2014SGZbWSGYZWbTYZX] 59.2 131

295
ThrombinTinducedGplateletTfibrinGclotGstrengtheGrelationGtoGhighGonTclopidogrelGplateletGreactivitySG
genotypeSGandGpostTpercutaneousGcoronaryGinterventionGoutcomesUGThrombosiscandcHaemostasisSG
2014SGXXXSGbXZTY[

7 16

294 nalcifiedGgranulomatousGdiseaseeGoccupationalGassociationsGandGlackGofGfamilialGaggregationUGLungSG
2014SGXdYSGc[XTb 2.9 2

293 lGcentralGroleGforGrRmXWGinGregulationGofGisletGfunctionGinGmanUGPLoScGeneticsSG2014SGXWSGeXWW[YZ] 6 124

292 pxtensionGofGrWlSGresultsGforGlipidTrelatedGphenotypesGtoGextremeGobesityGusingGelectronicGhealthG
recordGOpsRPGdataGandGtheGxetabochipUGFrontierscincGeneticsSG2014SG]SGYYY 4.5 6

291
tmplementationGofGpharmacogeneticseGtheGUniversityGofGxarylandG ersonalizedGlntiTplateletG
 harmacogeneticsG rogramUGAmericancJournalcofcMedicalcGeneticspcPartcC:cSeminarscincMedicalc
GeneticsSG2014SGXaanSGbaTc[

3.1 70

290 qamilialGaggregationGofGtobaccoGuseGbehaviorsGamongGlmishGmenUGNicotinecandcTobaccocResearchSG
2014SGXaSGdYZTZW 4.9 10

289 lGTemplateGforGluthoringGandGldaptingGrenomicGxedicineGnontentGinGtheGexpRrpGtnfobuttonG
 rojectG2014SGYWX[SGd[[T]Z 0.7 7

288 nlinicalG harmacogeneticsGtmplementationGnonsortiumGguidelinesGforGnY YnXdGgenotypeGandG
clopidogrelGtherapyeGYWXZGupdateUGClinicalcPharmacologycandcTherapeuticsSG2013SGd[SGZXbTYZ 6.1 617
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287 oiscoveryGandGrefinementGofGlociGassociatedGwithGlipidGlevelsUGNaturecGeneticsSG2013SG[]SGXYb[TXYcZ 36.3 1904

286
SpacedGadministrationGofG lZY][WGandGclopidogrelGresultsGinGgreaterGplateletGinhibitionGthanG
synchronousGadministrationGofGentericTcoatedGaspirinGandGentericTcoatedGomeprazoleGandG
clopidogrelUGAmericancHeartcJournalSG2013SGXa]SGXbaTcY

4.9 6

285 nommonGvariantsGassociatedGwithGplasmaGtriglyceridesGandGriskGforGcoronaryGarteryGdiseaseUGNaturec
GeneticsSG2013SG[]SGXZ[]T]Y 36.3 597

284 wociGinfluencingGbloodGpressureGidentifiedGusingGaGcardiovascularGgeneTcentricGarrayUGHumanc
MolecularcGeneticsSG2013SGYYSGXaaZTbc 5.6 119

283
 urineGpathwayGimplicatedGinGmechanismGofGresistanceGtoGaspirinGtherapyeG
pharmacometabolomicsTinformedGpharmacogenomicsUGClinicalcPharmacologycandcTherapeuticsSG
2013SGd[SG]Y]TZY

6.1 60

282 renomeTwideGassociationGanalysesGidentifyGXcGnewGlociGassociatedGwithGserumGurateGconcentrationsUG
NaturecGeneticsSG2013SG[]SGX[]T][ 36.3 505

281 SeasonalityGofGmoodGandGbehaviorGinGtheGzldGzrderGlmishUGJournalcofcAffectivecDisordersSG2013SGX[bSGXXYTb6.6 14

280
nandidateGgeneGassociationGstudyGofGcoronaryGarteryGcalcificationGinGchronicGkidneyGdiseaseeGfindingsG
fromGtheGnRtnGstudyGOnhronicGRenalGtnsufficiencyGnohortPUGJournalcofcthecAmericancCollegecofc
CardiologySG2013SGaYSGbcdTdc

15.1 32

279 nommonGvariantsGinGxendelianGkidneyGdiseaseGgenesGandGtheirGassociationGwithGrenalGfunctionUG
JournalcofcthecAmericancSocietycofcNephrology:cJASNSG2013SGY[SGYXW]TXb 12.7 27

278 TheG harmacogenomicsGResearchGyetworkGTranslationalG harmacogeneticsG rogrameGovercomingG
challengesGofGrealTworldGimplementationUGClinicalcPharmacologycandcTherapeuticsSG2013SGd[SGYWbTXW 6.1 128

277 tmplementingGgenomicGmedicineGinGtheGcliniceGtheGfutureGisGhereUGGeneticscincMedicineSG2013SGX]SGY]cTab 8.1 385

276 tdentificationGofGheartGrateTassociatedGlociGandGtheirGeffectsGonGcardiacGconductionGandGrhythmG
disordersUGNaturecGeneticsSG2013SG[]SGaYXTZX 36.3 219

275  harmacogenomicsGofGantiTplateletGandGantiTcoagulationGtherapyUGCurrentcCardiologycReportsSG2013SG
X]SGZcX 4.2 9

274 StrokeGreneticsGyetworkGOSiryPGstudyeGdesignGandGrationaleGforGaGgenomeTwideGassociationGstudyGofG
ischemicGstrokeGsubtypesUGStrokeSG2013SG[[SGYad[TbWY 6.7 43

273 reneticGvariationGatGynlyGlocusGisGassociatedGwithGinflammationGandGfibrosisGinGnonTalcoholicGfattyG
liverGdiseaseGinGmorbidGobesityUGHumancHereditySG2013SGb]SGZ[T[Z 1.1 66

272 oecreasedGboneGmineralGdensityGinGsubjectsGcarryingGfamilialGdefectiveGapolipoproteinGmTXWWUG
JournalcofcClinicalcEndocrinologycandcMetabolismSG2013SGdcSGpXdddTYWW] 5.6 14

271 SexTstratifiedGgenomeTwideGassociationGstudiesGincludingGYbWSWWWGindividualsGshowGsexualG
dimorphismGinGgeneticGlociGforGanthropometricGtraitsUGPLoScGeneticsSG2013SGdSGeXWWZ]WW 6 277

270 lGmetaTanalysisGofGthyroidTrelatedGtraitsGrevealsGnovelGlociGandGgenderTspecificGdifferencesGinGtheG
regulationGofGthyroidGfunctionUGPLoScGeneticsSG2013SGdSGeXWWZYaa 6 146

(2013-2013)
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269 nomparisonGofGmxtGandGphysicalGactivityGbetweenGoldGorderGlmishGchildrenGandGnonTlmishGchildrenUG
DiabetescCareSG2013SGZaSGcbZTc 14.6 11

268 TheGlmnrcGr]b[RGvariantSGserumGplantGsterolGlevelsSGandGcardiovascularGdiseaseGriskGinGtheGzldG
zrderGlmishUGArteriosclerosispcThrombosispcandcVascularcBiologySG2013SGZZSG[XZTd 9.4 29

267 TheGnY YnXdQXbGvariantGisGnotGindependentlyGassociatedGwithGclopidogrelGresponseUGJournalcofc
ThrombosiscandcHaemostasisSG2013SGXXSGXa[WTa 15.4 54

266  harmacogenomicsGofGantiTplateletGtherapyeGhowGmuchGevidenceGisGenoughGforGclinicalG
implementationjUGJournalcofcHumancGeneticsSG2013SG]cSGZZdT[] 4.3 24

265 reneticGvariationGinG plRXGisGassociatedGwithGplateletGaggregationGandGcardiovascularGoutcomesUG
Circulation:cCardiovascularcGeneticsSG2013SGaSGXc[TdY 80

264 TheGfunctionalGrX[ZpGvariantGofGcarboxylesteraseGXGisGassociatedGwithGincreasedGclopidogrelGactiveG
metaboliteGlevelsGandGgreaterGclopidogrelGresponseUGPharmacogeneticscandcGenomicsSG2013SGYZSGXTc 1.9 107

263 norrelationGofGcirculatingGxx TdGwithGwhiteGbloodGcellGcountGinGhumanseGeffectGofGsmokingUGPLoSc
ONESG2013SGcSGeaaYbb 3.7 15

262 tncreasedGrutGxicrobiomeGoiversityGqollowingGaGsighGqiberGxediterraneanGStyleGoietUGFASEBcJournal
SG2013SGYbSGXW]aUZ 0.9 3

261 lssociationGbetweenGbilirubinGandGcardiovascularGdiseaseGriskGfactorseGusingGxendelianG
randomizationGtoGassessGcausalGinferenceUGBMCcCardiovascularcDisordersSG2012SGXYSGXa 2.3 45

260 xodeledGnitrateGlevelsGinGwellGwaterGsuppliesGandGprevalenceGofGabnormalGthyroidGconditionsGamongG
theGzldGzrderGlmishGinG ennsylvaniaUGEnvironmentalcHealthSG2012SGXXSGa 6 29

259 TheGgeneticGinterfaceGbetweenGgestationalGdiabetesGandGtypeGYGdiabetesUGJournalcofcMaternalrFetalc
andcNeonatalcMedicineSG2012SGY]SGZaT[W 2 16

258
reneticGdeterminantsGofGtheGankleTbrachialGindexeGaGmetaTanalysisGofGaGcardiovascularGcandidateG
geneG]WvGSy GpanelGinGtheGcandidateGgeneGassociationGresourceGOnlRePGconsortiumUGAtherosclerosisSG
2012SGYYYSGXZcT[b

3.1 18

257 nlopidogreleGaGcaseGforGindicationTspecificGpharmacogeneticsUGClinicalcPharmacologycandc
TherapeuticsSG2012SGdXSGbb[Ta 6.1 77

256 SeventyTfiveGgeneticGlociGinfluencingGtheGhumanGredGbloodGcellUGNatureSG2012SG[dYSGZadTb] 50.4 257

255 renomeTwideGmetaTanalysisGidentifiesG]aGboneGmineralGdensityGlociGandGrevealsGX[GlociGassociatedG
withGriskGofGfractureUGNaturecGeneticsSG2012SG[[SG[dXT]WX 36.3 866

254 wargeTscaleGassociationGanalysisGprovidesGinsightsGintoGtheGgeneticGarchitectureGandGpathophysiologyG
ofGtypeGYGdiabetesUGNaturecGeneticsSG2012SG[[SGdcXTdW 36.3 1482

253 lssociationGbetweenGchromosomeGdpYXGvariantsGandGtheGankleTbrachialGindexGidentifiedGbyGaG
metaTanalysisGofGYXGgenomeTwideGassociationGstudiesUGCirculation:cCardiovascularcGeneticsSG2012SG]SGXWWTXY 84

252 SingleGnucleotideGpolymorphismGupstreamGofGinterleukinGYcmGassociatedGwithGphaseGXGandGphaseGYG
ofGearlyGviralGkineticsGinGpatientsGinfectedGwithGsnVGgenotypeGXUGJournalcofcHepatologySG2012SG]aSG]]bTaZ 13.4 23
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251 tmpactGofGcommonGvariationGinGboneTrelatedGgenesGonGtypeGYGdiabetesGandGrelatedGtraitsUGDiabetesSG
2012SGaXSGYXbaTca 0.9 25

250 qTzGgenotypeGisGassociatedGwithGphenotypicGvariabilityGofGbodyGmassGindexUGNatureSG2012SG[dWSGYabTbY 50.4 304

249 wargeTscaleGgeneTcentricGmetaTanalysisGacrossGZYGstudiesGidentifiesGmultipleGlipidGlociUGAmericanc
JournalcofcHumancGeneticsSG2012SGdXSGcYZTZc 11 189

248 pffectsGofGgeneticGvariantsGpreviouslyGassociatedGwithGfastingGglucoseGandGinsulinGinGtheGoiabetesG
 reventionG rogramUGPLoScONESG2012SGbSGe[[[Y[ 3.7 35

247 lnalysisGofGtheGgutGmicrobiotaGinGtheGoldGorderGlmishGandGitsGrelationGtoGtheGmetabolicGsyndromeUG
PLoScONESG2012SGbSGe[ZW]Y 3.7 161

246 wivingGtheGgoodGlifejGxortalityGandGhospitalGutilizationGpatternsGinGtheGzldGzrderGlmishUGPLoScONESG
2012SGbSGe]X]aW 3.7 19

245 nY YnXdGgenotypeGandGcardiovascularGeventsUGJAMAcrcJournalcofcthecAmericancMedicalcAssociationSG
2012SGZWbSGX[cYfGauthorGreplyGX[c[T] 27.4 11

244 lGgenomeTwideGapproachGaccountingGforGbodyGmassGindexGidentifiesGgeneticGvariantsGinfluencingG
fastingGglycemicGtraitsGandGinsulinGresistanceUGNaturecGeneticsSG2012SG[[SGa]dTad 36.3 615

243 lGfunctionalGhaplotypeGinGptqYlvZSGanGpRGstressGsensorSGisGassociatedGwithGlowerGboneGmineralG
densityUGJournalcofcBonecandcMineralcResearchSG2012SGYbSGZZXT[X 6.3 28

242 wargeTscaleGgeneTcentricGmetaTanalysisGacrossGZdGstudiesGidentifiesGtypeGYGdiabetesGlociUGAmericanc
JournalcofcHumancGeneticsSG2012SGdWSG[XWTY] 11 214

241 xetaTanalysisGofGoenseGrenecentricGlssociationGStudiesGRevealsGnommonGandGUncommonGVariantsG
lssociatedGwithGseightUGAmericancJournalcofcHumancGeneticsSG2012SGdWSGXXXaTXXXb 11 78

240
reneticGpredictorsGofGweightGlossGandGweightGregainGafterGintensiveGlifestyleGmodificationSG
metforminGtreatmentSGorGstandardGcareGinGtheGoiabetesG reventionG rogramUGDiabetescCareSG2012SG
Z]SGZaZTa

14.6 84

239 renomeTwideGassociationGandGfunctionalGfollowTupGrevealsGnewGlociGforGkidneyGfunctionUGPLoSc
GeneticsSG2012SGcSGeXWWY]c[ 6 143

238 reneticGmodulationGofGlipidGprofilesGfollowingGlifestyleGmodificationGorGmetforminGtreatmenteGtheG
oiabetesG reventionG rogramUGPLoScGeneticsSG2012SGcSGeXWWYcd] 6 27

237 seritabilityGofGserumGsodiumGconcentrationeGevidenceGforGsexTGandGethnicTspecificGeffectsUG
PhysiologicalcGenomicsSG2012SG[[SGYYWTc 3.6 13

236 TheGnGalleleGofGlTxGrsXXYXYaXbGdoesGnotGassociateGwithGmetforminGresponseGinGtheGoiabetesG
 reventionG rogramUGDiabetescCareSG2012SGZ]SGXca[Tb 14.6 59

235 tntegrationGofGgenomeTwideGassociationGstudiesGwithGbiologicalGknowledgeGidentifiesGsixGnovelG
genesGrelatedGtoGkidneyGfunctionUGHumancMolecularcGeneticsSG2012SGYXSG]ZYdT[Z 5.6 54

234 renotypeTbasedGchangesGinGserumGuricGacidGaffectGbloodGpressureUGKidneycInternationalSG2012SGcXSG]WYTb 9.9 62

(2012-2012)
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233 wargeTscaleGassociationGanalysesGidentifyGnewGlociGinfluencingGglycemicGtraitsGandGprovideGinsightG
intoGtheGunderlyingGbiologicalGpathwaysUGNaturecGeneticsSG2012SG[[SGddXTXWW] 36.3 621

232
nommonGgeneticGvariationGinGtheGZNTmnwXXmGgeneGdesertGisGassociatedGwithGcarotidTfemoralGpulseG
waveGvelocityGandGexcessGcardiovascularGdiseaseGriskeGtheGlortarenGnonsortiumUGCirculation:c
CardiovascularcGeneticsSG2012SG]SGcXTdW

76

231 SerumGalanineGaminotransferaseGisGcorrelatedGwithGhematocritGinGhealthyGhumanGsubjectsUG
ScandinaviancJournalcofcClinicalcandcLaboratorycInvestigationSG2012SGbYSGY]cTa[ 2 3

230 nY YnXdGandGclopidogrelGresponseeGmoreGthanGvalidationGinGtheGrealGworldUGClinicalcPharmacologyc
andcTherapeuticsSG2012SGdXSGXbWTX 6.1 2

229  harmrvmGsummaryeGveryGimportantGpharmacogeneGinformationGforGcytochromeG []WSGfamilyGYSG
subfamilyGnSGpolypeptideGXdUGPharmacogeneticscandcGenomicsSG2012SGYYSGX]dTa] 1.9 115

228  araoxonaseGXGO zyXPGgeneGvariantsGareGnotGassociatedGwithGclopidogrelGresponseUGClinicalc
PharmacologycandcTherapeuticsSG2011SGdWSG]acTb[ 6.1 65

227 reneticGvariationGnearGtRSXGassociatesGwithGreducedGadiposityGandGanGimpairedGmetabolicGprofileUG
NaturecGeneticsSG2011SG[ZSGb]ZTaW 36.3 237

226 reneticGvariantsGinGnovelGpathwaysGinfluenceGbloodGpressureGandGcardiovascularGdiseaseGriskUGNature
SG2011SG[bcSGXWZTd 50.4 1564

225 yewGgeneGfunctionsGinGmegakaryopoiesisGandGplateletGformationUGNatureSG2011SG[cWSGYWXTc 50.4 330

224 TheGrelationGbetweenGnY YnXdGgenotypeGandGphenotypeGinGstentedGpatientsGonGmaintenanceGdualG
antiplateletGtherapyUGAmericancHeartcJournalSG2011SGXaXSG]dcTaW[ 4.9 68

223 nlinicalG harmacogeneticsGtmplementationGnonsortiumGguidelinesGforGcytochromeG []WTYnXdG
OnY YnXdPGgenotypeGandGclopidogrelGtherapyUGClinicalcPharmacologycandcTherapeuticsSG2011SGdWSGZYcTZY 6.1 346

222 sabitualGsleepVwakeGpatternsGinGtheGzldGzrderGlmisheGheritabilityGandGassociationGwithGnonTgeneticG
factorsUGSleepSG2011SGZ[SGaaXTd 1.1 44

221 renomeTwideGassociationGanalysisGidentifiesGvariantsGassociatedGwithGnonalcoholicGfattyGliverG
diseaseGthatGhaveGdistinctGeffectsGonGmetabolicGtraitsUGPLoScGeneticsSG2011SGbSGeXWWXZY[ 6 629

220  lateletGaggregationGpathwayUGPharmacogeneticscandcGenomicsSG2011SGYXSG]XaTYX 1.9 67

219  harmacogenomicseGapplicationGtoGtheGmanagementGofGcardiovascularGdiseaseUGClinicalc
PharmacologycandcTherapeuticsSG2011SGdWSG]XdTZX 6.1 39

218  harmacogeneticsGandGclopidogrelGresponseGinGpatientsGundergoingGpercutaneousGcoronaryG
interventionsUGClinicalcPharmacologycandcTherapeuticsSG2011SGcdSG[]]Td 6.1 25

217 oeterminantsGofGbloodGpressureGresponseGtoGlowTsaltGintakeGinGaGhealthyGadultGpopulationUGJournalc
ofcClinicalcHypertensionSG2011SGXZSGbd]TcWW 2.3 17

216 sypertrophyTassociatedGpolymorphismsGascertainedGinGaGfounderGcohortGappliedGtoGheartGfailureG
riskGandGmortalityUGClinicalcandcTranslationalcScienceSG2011SG[SGXbTYZ 4.9 31
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215 renomeTwideGassociationGstudyGforGcoronaryGarteryGcalcificationGwithGfollowTupGinGmyocardialG
infarctionUGCirculationSG2011SGXY[SGYc]]Ta[ 16.7 213

214 nardiovascularGpharmacogenomicsUGCirculationcResearchSG2011SGXWdSGcWbTYW 15.7 60

213 xetaTanalysisGofGoenseGrenecentricGlssociationGStudiesGRevealsGnommonGandGUncommonGVariantsG
lssociatedGwithGseightUGAmericancJournalcofcHumancGeneticsSG2011SGccSGaTXc 11 103

212
reneticGvariationGofGglucoseGtransporterTXGOrwUTXPGandGalbuminuriaGinGXWSYbcGpuropeanGlmericansG
andGlfricanGlmericanseGaGcaseTcontrolGstudyGinGtheGltherosclerosisGRiskGinGnommunitiesGOlRtnPG
studyUGBMCcMedicalcGeneticsSG2011SGXYSGXa

2.1 15

211 xetaTanalysisGofGgenomeTwideGassociationGstudiesGinGicWGWWWGsubjectsGidentifiesGmultipleGlociGforG
nTreactiveGproteinGlevelsUGCirculationSG2011SGXYZSGbZXTc 16.7 395

210 nUmyGisGaGgeneGlocusGforGalbuminuriaUGJournalcofcthecAmericancSocietycofcNephrology:cJASNSG2011SGYYSG]]]TbW12.7 170

209
narryingGoneGorGtwoGreducedTfunctionGnY YnXdGallelesGisGassociatedGwithGanGincreasedGriskGofGmajorG
adverseGcardiovascularGeventsGinGpeopleGundergoingGpercutaneousGcoronaryGinterventionGandG
treatedGwithGclopidogrelUGEvidencerBasedcMedicineSG2011SGXaSGXY[T]

208 xetaTanalysisGofGgenomeTwideGassociationGstudiesGfromGtheGnslRrpGconsortiumGidentifiesGcommonG
variantsGassociatedGwithGcarotidGintimaGmediaGthicknessGandGplaqueUGNaturecGeneticsSG2011SG[ZSGd[WTb 36.3 168

207  ersistentGStaphylococcusGaureusGcolonizationGisGnotGaGstronglyGheritableGtraitGinGlmishGfamiliesUG
PLoScONESG2011SGaSGeXbZac 3.7 13

206 TnqbwYGpolymorphismSGweightGlossGandGproinsulineinsulinGratioGinGtheGdiabetesGpreventionGprogramUG
PLoScONESG2011SGaSGeYX]Xc 3.7 21

205 reneticGeffectsGonGpostprandialGvariationsGofGinflammatoryGmarkersGinGhealthyGindividualsUGObesitySG
2010SGXcSGX[XbTYY 8 14

204 sundredsGofGvariantsGclusteredGinGgenomicGlociGandGbiologicalGpathwaysGaffectGhumanGheightUG
NatureSG2010SG[abSGcZYTc 50.4 1514

203 reneticGvariationGinGrt RGinfluencesGtheGglucoseGandGinsulinGresponsesGtoGanGoralGglucoseGchallengeUG
NaturecGeneticsSG2010SG[YSGX[YTc 36.3 527

202 reneticGlociGinfluencingGkidneyGfunctionGandGchronicGkidneyGdiseaseUGNaturecGeneticsSG2010SG[YSGZbZT] 36.3 205

201 yewGlociGassociatedGwithGkidneyGfunctionGandGchronicGkidneyGdiseaseUGNaturecGeneticsSG2010SG[YSGZbaTc[ 36.3 599

200 xetaTanalysisGidentifiesGXZGnewGlociGassociatedGwithGwaistThipGratioGandGrevealsGsexualGdimorphismG
inGtheGgeneticGbasisGofGfatGdistributionUGNaturecGeneticsSG2010SG[YSGd[dTaW 36.3 724

199 lssociationGanalysesGofGY[dSbdaGindividualsGrevealGXcGnewGlociGassociatedGwithGbodyGmassGindexUG
NaturecGeneticsSG2010SG[YSGdZbT[c 36.3 2267

198 ThirtyGnewGlociGforGageGatGmenarcheGidentifiedGbyGaGmetaTanalysisGofGgenomeTwideGassociationG
studiesUGNaturecGeneticsSG2010SG[YSGXWbbTc] 36.3 372

(2010-2011)
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197 lGcommonGvariantGinGtheGtelomeraseGRylGcomponentGisGassociatedGwithGshortGtelomereGlengthUG
PLoScONESG2010SG]SGeXZW[c 3.7 29

196 lssociationGofGsingleGnucleotideGpolymorphismsGonGchromosomeGdpYXUZGwithGplateletGreactivityeGaG
potentialGmechanismGforGincreasedGvascularGdiseaseUGCirculation:cCardiovascularcGeneticsSG2010SGZSG[[]T]Z 48

195 qunctionalGvariantsGinGxmwYGareGassociatedGwithGtypeGYGdiabetesGandGpreTdiabetesGtraitsGinG imaG
tndiansGandGtheGoldGorderGlmishUGDiabetesSG2010SG]dSGYWcWT] 0.9 14

194
wetterGbyGrurbelGetGalGregardingGarticleSGInytochromeGYnXdQXbGallelicGvariantSGplateletGaggregationSG
bleedingGeventsSGandGstentGthrombosisGinGclopidogrelTtreatedGpatientsGwithGcoronaryGstentG
placementIUGCirculationSG2010SGXYYSGe[bcfGauthorGreplyGe[bd

16.7 15

193 lssociationGofGtheGvitaminGoGmetabolismGgeneGnY Y[lXGwithGcoronaryGarteryGcalcificationUG
ArteriosclerosispcThrombosispcandcVascularcBiologySG2010SGZWSGYa[cT][ 9.4 55

192 TheGnqTRGxetG[bWGalleleGisGassociatedGwithGlowerGbirthGratesGinGfertileGmenGfromGaGpopulationG
isolateUGPLoScGeneticsSG2010SGaSGeXWWWdb[ 6 18

191 qamilialGdefectiveGapolipoproteinGmTXWWGandGincreasedGlowTdensityGlipoproteinGcholesterolGandG
coronaryGarteryGcalcificationGinGtheGoldGorderGamishUGArchivescofcInternalcMedicineSG2010SGXbWSGXc]WT] 56

190 reneticsGofGtheGmetabolicGcomplicationsGofGobesityUGProgresscincMolecularcBiologycandcTranslationalc
ScienceSG2010SGd[SGZ[dTbY 4 0

189 pvaluationGofGlYm XGasGanGobesityGgeneUGDiabetesSG2010SG]dSGYcZbT[] 0.9 35

188
TspGtyqwUpynpGzqGnYTznsRzxpG []WGYnXdQYGlyoQXbGrpyzTY pSGot wzTY pGlyoG
xpTlmzwtZpRGSTlTUSGzyG wlTpwpTGRplnTtVtTYGtyG lTtpyTSGzyGxltyTpylynpGnwz tozrRpwG
TspRl YUGJournalcofcthecAmericancCollegecofcCardiologySG2010SG]]SGlXZWUpXYYW

15.1 2

187 renotypingeGoneGpieceGofGtheGpuzzleGtoGpersonalizeGantiplateletGtherapyUGJournalcofcthecAmericanc
CollegecofcCardiologySG2010SG]aSGXXYTa 15.1 71

186 RethinkingGtheGgeneticGbasisGforGcomorbidityGofGschizophreniaGandGtypeGYGdiabetesUGSchizophreniac
ResearchSG2010SGXYZSGYZ[T[Z 3.6 88

185 lGcommonGvariantGinGfibroblastGgrowthGfactorGbindingGproteinGXGOqrqm XPGisGassociatedGwithGboneG
mineralGdensityGandGinfluencesGgeneGexpressionGinGvitroUGBoneSG2010SG[bSGYbYTcW 4.7 5

184 yewGgeneticGlociGimplicatedGinGfastingGglucoseGhomeostasisGandGtheirGimpactGonGtypeGYGdiabetesGriskUG
NaturecGeneticsSG2010SG[YSGXW]TXa 36.3 1673

183 nommonGvariantsGinG[WGgenesGassessedGforGdiabetesGincidenceGandGresponseGtoGmetforminGandG
lifestyleGinterventionGinGtheGdiabetesGpreventionGprogramUGDiabetesSG2010SG]dSGYabYTcX 0.9 200

182
pthicalGandGpracticalGguidelinesGforGreportingGgeneticGresearchGresultsGtoGstudyGparticipantseG
updatedGguidelinesGfromGaGyationalGseartSGwungSGandGmloodGtnstituteGworkingGgroupUGCirculation:c
CardiovascularcGeneticsSG2010SGZSG]b[TcW

297

181 VariableGboneGfragilityGassociatedGwithGanGlmishGnzwXlYGvariantGandGaGknockTinGmouseGmodelUG
JournalcofcBonecandcMineralcResearchSG2010SGY]SGY[bTaX 6.3 74

180
TheGroleGofGcigaretteGsmokingGandGstatinsGinGtheGdevelopmentGofGpostmenopausalGosteoporosiseGaG
pilotGstudyGutilizingGtheGxarshfieldGnlinicG ersonalizedGxedicineGnohortUGOsteoporosiscInternationalSG
2010SGYXSG[abTbb

5.3 31
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179 pxtentGandGdistributionGofGlinkageGdisequilibriumGinGtheGzldGzrderGlmishUGGeneticcEpidemiologySG
2010SGZ[SGX[aT]W 2.6 8

178
TheGeffectGofGelinogrelGonGhighGplateletGreactivityGduringGdualGantiplateletGtherapyGandGtheGrelationG
toGnY YnXdQYGgenotypeeGfirstGexperienceGinGpatientsUGJournalcofcThrombosiscandcHaemostasisSG2010SG
cSG[ZT]Z

15.4 81

177 reneticsGofGTypeGYGoiabeteseGqromGnandidateGrenesGtoGrenomeTWideGlssociationGlnalysisG2010SGX[bTXaZ

176 lntiTinflammatoryGeffectsGofGsimvastatinGonGadipokinesGinGtypeGYGdiabeticGpatientsGwithGcarotidG
atherosclerosisUGDiabetescandcVascularcDiseasecResearchSG2009SGaSGYaYTc 3.3 39

175 qromGtheGnovereGWholeTgenomeGassociationGstudyGidentifiesGSTvZdGasGaGhypertensionGsusceptibilityG
geneUGProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaSG2009SGXWaSGYYaTZX 11.5 240

174 winkageGdisequilibriumGmappingGofGtheGreplicatedGtypeGYGdiabetesGlinkageGsignalGonGchromosomeGXqUG
DiabetesSG2009SG]cSGXbW[Td 0.9 23

173 yRXyZGisGaGnovelGlocusGforGwaistGcircumferenceeGaGgenomeTwideGassociationGstudyGfromGtheGnslRrpG
nonsortiumUGPLoScGeneticsSG2009SG]SGeXWWW]Zd 6 203

172
renomeTwideGassociationGscanGidentifiesGvariantsGnearGxatrixGxetalloproteinaseGOxx PGgenesGonG
chromosomeGXXqYXTYYGstronglyGassociatedGwithGserumGxx TXGlevelsUGCirculation:cCardiovascularc
GeneticsSG2009SGYSGZYdTZb

19

171 nommonGvariantsGinGtheGSwnzXmZGlocusGareGassociatedGwithGbilirubinGlevelsGandGunconjugatedG
hyperbilirubinemiaUGHumancMolecularcGeneticsSG2009SGXcSGYbXXTc 5.6 113

170 nzw[lXGisGassociatedGwithGarterialGstiffnessGbyGgenomeTwideGassociationGscanUGCirculation:c
CardiovascularcGeneticsSG2009SGYSGX]XTc 78

169 lssociationGofGcytochromeG []WGYnXdGgenotypeGwithGtheGantiplateletGeffectGandGclinicalGefficacyGofG
clopidogrelGtherapyUGJAMAcrcJournalcofcthecAmericancMedicalcAssociationSG2009SGZWYSGc[dT]b 27.4 1070

168 lspirinGResistanceGinGhealthyGdrugTnaiveGmenGversusGwomenGOfromGtheGseredityGandG henotypeG
tnterventionGseartGStudyPUGAmericancJournalcofcCardiologySG2009SGXW[SGaWaTXY 3 38

167 rlucokinaseGregulatoryGproteinGgeneGpolymorphismGaffectsGpostprandialGlipemicGresponseGinGaG
dietaryGinterventionGstudyUGHumancGeneticsSG2009SGXYaSG]abTb[ 6.3 22

166 SerumGY]ThydroxyvitaminGdGlevelsGareGnotGassociatedGwithGsubclinicalGvascularGdiseaseGorGnTreactiveG
proteinGinGtheGoldGorderGamishUGCalcifiedcTissuecInternationalSG2009SGc[SGXd]TYWY 3.9 61

165
lssociationGofGl zpGpolymorphismGwithGchronicGkidneyGdiseaseGinGaGnationallyGrepresentativeG
sampleeGaGThirdGyationalGsealthGandGyutritionGpxaminationGSurveyGOyslypSGtttPGreneticGStudyUGBMCc
MedicalcGeneticsSG2009SGXWSGXWc

2.1 21

164 xetaTanalysisGofGgenomeTwideGassociationGdataGidentifiesGtwoGlociGinfluencingGageGatGmenarcheUG
NaturecGeneticsSG2009SG[XSGa[cT]W 36.3 223

163
nirculatingGnoZ[RGnellGnountGisGlssociatedGwithGpxtentGofGSubclinicalGltherosclerosisGinG
lsymptomaticGlmishGxenSGtndependentGofGXWTYearGqraminghamGRiskUGClinicalcMedicinecCardiologySG
2009SGZSG]ZTaW

23

162 nommonGvariantsGinGtheGroq]TUβnnGregionGareGassociatedGwithGvariationGinGhumanGheightUGNaturec
GeneticsSG2008SG[WSGXdcTYWZ 36.3 315

(2008-2010)
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161 yewlyGidentifiedGlociGthatGinfluenceGlipidGconcentrationsGandGriskGofGcoronaryGarteryGdiseaseUGNaturec
GeneticsSG2008SG[WSGXaXTd 36.3 1304

160 TheGassociationGofGpodocinGRYYdβGpolymorphismGwithGincreasedGalbuminuriaGorGreducedGestimatedG
rqRGinGaGlargeGpopulationTbasedGsampleGofGUSGadultsUGAmericancJournalcofcKidneycDiseasesSG2008SG]YSGcacTb]7.4 23

159 lGnullGmutationGinGhumanGl znZGconfersGaGfavorableGplasmaGlipidGprofileGandGapparentG
cardioprotectionUGScienceSG2008SGZYYSGXbWYT] 33.3 489

158
TheGgeneticGresponseGtoGshortTtermGinterventionsGaffectingGcardiovascularGfunctioneGrationaleGandG
designGofGtheGseredityGandG henotypeGtnterventionGOsl tPGseartGStudyUGAmericancHeartcJournalSG
2008SGX]]SGcYZTc

4.9 93

157 pxpressionSGpurificationSGandGinitialGcharacterizationGofGhumanGalanineGaminotransferaseGOlwTPG
isoenzymeGXGandGYGinGsighTfiveGinsectGcellsUGProteincExpressioncandcPurificationSG2008SGaWSGYY]TZX 2 23

156 lutosomeTwideGlinkageGanalysisGofGhipGstructuralGphenotypesGinGtheGzldGzrderGlmishUGBoneSG2008SG
[ZSGaWbTXY 4.7 8

155 oifferencesGinGprevalenceGandGseverityGofGcoronaryGarteryGcalcificationGbetweenGtwoGnonTsispanicG
whiteGpopulationsGwithGdiverseGlifestylesUGAtherosclerosisSG2008SGXdaSGcccTd] 3.1 11

154 zbesityGgenesGandGgeneTenvironmentTbehaviorGinteractionseGrecommendationsGforGaGwayGforwardUG
ObesitySG2008SGXaGSupplGZSGSbdTcX 8 16

153  hysicalGactivityGandGtheGassociationGofGcommonGqTzGgeneGvariantsGwithGbodyGmassGindexGandG
obesityUGArchivescofcInternalcMedicineSG2008SGXacSGXbdXTb 207

152 pxtensionGofGtypeGYGdiabetesGgenomeTwideGassociationGscanGresultsGinGtheGdiabetesGpreventionG
programUGDiabetesSG2008SG]bSGY]WZTXW 0.9 86

151 xammographicGbreastGdensityTTevidenceGforGgeneticGcorrelationsGwithGestablishedGbreastGcancerG
riskGfactorsUGCancercEpidemiologycBiomarkerscandcPreventionSG2008SGXbSGZ]WdTXa 4 14

150 ldiponectinGlevelsGandGgenotypeeGaGpotentialGregulatorGofGlifeGspanGinGhumansUGJournalscofc
GerontologycrcSeriescAcBiologicalcSciencescandcMedicalcSciencesSG2008SGaZSG[[bT]Z 6.4 105

149 tnvestigationsGofGtheGYGchromosomeSGmaleGfounderGstructureGandGYSTRGmutationGratesGinGtheGzldG
zrderGlmishUGHumancHereditySG2008SGa]SGdXTXW[ 1.1 22

148
TheGassociationGofGcoronaryGarteryGcalcificationGandGcarotidGarteryGintimaTmediaGthicknessGwithG
distinctSGtraditionalGcoronaryGarteryGdiseaseGriskGfactorsGinGasymptomaticGadultsUGAmericancJournalcofc
EpidemiologySG2008SGXacSGXWXaTYZ

3.8 33

147 TnqbwYGvariantsGassociateGwithGnvoGprogressionGandGrenalGfunctionGinGpopulationTbasedGcohortsUG
JournalcofcthecAmericancSocietycofcNephrology:cJASNSG2008SGXdSGXdcdTdd 12.7 37

146 reneticGinfluencesGonGbloodGpressureGresponseGtoGtheGcoldGpressorGtesteGresultsGfromGtheGseredityG
andG henotypeGtnterventionGseartGStudyUGJournalcofcHypertensionSG2008SGYaSGbYdTZa 1.9 19

145 lssociationGofGaGcommonGnonsynonymousGvariantGinGrwUTdGwithGserumGuricGacidGlevelsGinGoldGorderG
amishUGArthritiscandcRheumatismSG2008SG]cSGYcb[TcX 72

144  hosphodiesteraseGcmGgeneGvariantsGareGassociatedGwithGserumGTSsGlevelsGandGthyroidGfunctionUG
AmericancJournalcofcHumancGeneticsSG2008SGcYSGXYbWTcW 11 105
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143 VariationsGinGtheGra nYVlmnmXXGgenomicGregionGareGassociatedGwithGfastingGglucoseGlevelsUGJournalc
ofcClinicalcInvestigationSG2008SGXXcSGYaYWTc 15.9 127

142 somozygosityGbyGdescentGmappingGofGbloodGpressureGinGtheGzldGzrderGlmisheGevidenceGforGsexG
specificGgeneticGarchitectureUGBMCcGeneticsSG2007SGcSGaa 2.6 9

141 TheGpharmacogeneticsGresearchGnetworkeGfromGSy GdiscoveryGtoGclinicalGdrugGresponseUGClinicalc
PharmacologycandcTherapeuticsSG2007SGcXSGZYcT[] 6.1 197

140
tdentificationGofGnovelGcandidateGgenesGforGtypeGYGdiabetesGfromGaGgenomeTwideGassociationGscanGinG
theGzldGzrderGlmisheGevidenceGforGreplicationGfromGdiabetesTrelatedGquantitativeGtraitsGandGfromG
independentGpopulationsUGDiabetesSG2007SG]aSGZW]ZTaY

0.9 136

139 RelationshipGbetweenGvascularGcalcificationGandGboneGmineralGdensityGinGtheGzldTorderGlmishUG
CalcifiedcTissuecInternationalSG2007SGcWSGY[[T]W 3.9 29

138 lctivatingGtranscriptionGfactorGaGOlTqaPGsequenceGpolymorphismsGinGtypeGYGdiabetesGandG
preTdiabeticGtraitsUGDiabetesSG2007SG]aSGc]aTaY 0.9 28

137 VariantsGinGlRsrpqXXSGaGcandidateGgeneGforGtheGlinkageGtoGtypeGYGdiabetesGonGchromosomeGXqSGareG
nominallyGassociatedGwithGinsulinGresistanceGandGtypeGYGdiabetesGinG imaGtndiansUGDiabetesSG2007SG]aSGX[][Td0.9 29

136 VariantsGinGscavengerGreceptorGclassGmGtypeGtGgeneGareGassociatedGwithGsowGcholesterolGlevelsGinG
youngerGwomenUGHumancHereditySG2007SGa[SGXWbTXZ 1.1 58

135 lssociationsGbetweenGgeneticGvariantsGinGtheGyzSXl GOnl zyPGgeneGandGcardiacGrepolarizationGinG
theGoldGorderGlmishUGHumancHereditySG2007SGa[SGYX[Td 1.1 64

134 lccountingGforGrelatednessGinGfamilyGbasedGgeneticGassociationGstudiesUGHumancHereditySG2007SGa[SGYZ[T[Y1.1 25

133 lGgenomeTwideGlinkageGscanGofGinsulinGlevelGderivedGtraitseGtheGlmishGqamilyGoiabetesGStudyUG
DiabetesSG2007SG]aSGYa[ZTc 0.9 18

132 reneticGnondiscriminationGlegislationeGaGcriticalGprerequisiteGforGpharmacogenomicsGdataGsharingUG
PharmacogenomicsSG2007SGcSG]Xd 2.6 8

131 TelomereGlengthGisGpaternallyGinheritedGandGisGassociatedGwithGparentalGlifespanUGProceedingscofcthec
NationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaSG2007SGXW[SGXYXZ]Td 11.5 275

130 oeterminantsGofGcoronaryGarteryGandGaorticGcalcificationGinGtheGzldGzrderGlmishUGCirculationSG2007SG
XX]SGbXbTY[ 16.7 53

129 nommonGvariationGinGtheGwxylGgeneGOencodingGlaminGlVnPGandGtypeGYGdiabeteseGassociationG
analysesGinGdS]XcGsubjectsUGDiabetesSG2007SG]aSGcbdTcZ 0.9 27

128 pvidenceGthatGRhoGguanineGnucleotideGexchangeGfactorGXXGOlRsrpqXXPGonGXqYXGisGaGtypeGYGdiabetesG
susceptibilityGgeneGinGtheGzldGzrderGlmishUGDiabetesSG2007SG]aSGXZaZTc 0.9 29

127
qlm YGlla][ThrGgenotypeGisGassociatedGwithGglucoregulatoryGfunctionGandGlipidGoxidationGafterGaG
highTfatGmealGinGsedentaryGnondiabeticGmenGandGwomenUGAmericancJournalcofcClinicalcNutritionSG2007
SGc]SGXWYTc

7 34

126 zmentinGplasmaGlevelsGandGgeneGexpressionGareGdecreasedGinGobesityUGDiabetesSG2007SG]aSGXa]]TaX 0.9 526

(2007-2008)
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125
VariationGwithinGtheGgeneGencodingGtheGupstreamGstimulatoryGfactorGXGdoesGnotGinfluenceG
susceptibilityGtoGtypeGYGdiabetesGinGsamplesGfromGpopulationsGwithGreplicatedGevidenceGofGlinkageGtoG
chromosomeGXqUGDiabetesSG2006SG]]SGY][XTc

0.9 33

124  olymorphismsGinGtheGglucokinaseTassociatedSGdualTspecificityGphosphataseGXYGOoUS XYPGgeneG
underGchromosomeGXqYXGlinkageGpeakGareGassociatedGwithGtypeGYGdiabetesUGDiabetesSG2006SG]]SGYaZXTd 0.9 23

123 RoleGofGaGprolineGinsertionGinGtheGinsulinGpromoterGfactorGXGOt qXPGgeneGinGlfricanGlmericansGwithG
typeGYGdiabetesUGDiabetesSG2006SG]]SGYdWdTX[ 0.9 5

122  harmacogenomicseGchallengesGandGopportunitiesUGAnnalscofcInternalcMedicineSG2006SGX[]SGb[dT]b 8 181

121
 olymorphismsGinGtheGtranscriptionGfactorGbTlikeGYGOTnqbwYPGgeneGareGassociatedGwithGtypeGYG
diabetesGinGtheGlmisheGreplicationGandGevidenceGforGaGroleGinGbothGinsulinGsecretionGandGinsulinG
resistanceUGDiabetesSG2006SG]]SGYa][Td

0.9 239

120 TnqbwYGpolymorphismsGandGprogressionGtoGdiabetesGinGtheGoiabetesG reventionG rogramUGNewc
EnglandcJournalcofcMedicineSG2006SGZ]]SGY[XT]W 59.2 679

119
tdentificationGofGomentinGasGaGnovelGdepotTspecificGadipokineGinGhumanGadiposeGtissueeGpossibleGroleG
inGmodulatingGinsulinGactionUGAmericancJournalcofcPhysiologycrcEndocrinologycandcMetabolismSG2006SG
YdWSGpXY]ZTaX

6 574

118 lcuteTphaseGserumGamyloidGleGanGinflammatoryGadipokineGandGpotentialGlinkGbetweenGobesityGandG
itsGmetabolicGcomplicationsUGPLoScMedicineSG2006SGZSGeYcb 11.6 249

117 ooesGhavingGchildrenGextendGlifeGspanjGlGgenealogicalGstudyGofGparityGandGlongevityGinGtheGlmishUG
JournalscofcGerontologycrcSeriescAcBiologicalcSciencescandcMedicalcSciencesSG2006SGaXSGXdWT] 6.4 60

116
βuantitativeGtraitGlociGforGmxoGidentifiedGbyGautosomeTwideGlinkageGscanGtoGchromosomesGbqGandG
YXqGinGmenGfromGtheGlmishGqamilyGzsteoporosisGStudyUGJournalcofcBonecandcMineralcResearchSG2006SG
YXSGX[ZZT[Y

6.3 48

115 wipoproteinGgenotypeGandGconservedGpathwayGforGexceptionalGlongevityGinGhumansUGPLoScBiologySG
2006SG[SGeXXZ 9.7 167

114 VariantsGinGtheGghrelinGgeneGareGassociatedGwithGmetabolicGsyndromeGinGtheGzldGzrderGlmishUG
JournalcofcClinicalcEndocrinologycandcMetabolismSG2005SGdWSGaabYTb 5.6 60

113
pnduranceGtrainingTinducedGchangesGinGtheGinsulinGresponseGtoGoralGglucoseGareGassociatedGwithGtheG
peroxisomeGproliferatorTactivatedGreceptorTgammaYG roXYllaGgenotypeGinGmenGbutGnotGinGwomenUG
Metabolism:cClinicalcandcExperimentalSG2005SG][SGdbTXWY

12.7 35

112 VesicleTassociatedGmembraneGproteinG[SGaGpositionalGcandidateGgeneGonGXqY[TqY]SGisGnotGassociatedG
withGtypeGYGdiabetesGinGtheGzldGzrderGlmishUGMolecularcGeneticscandcMetabolismSG2005SGc]SGXZZTd 3.7 2

111 TheGThrdYllaGdeiodinaseGtypeGYGOotzYPGvariantGisGnotGassociatedGwithGtypeGYGdiabetesGorGindicesGofG
insulinGresistanceGinGtheGoldGorderGofGlmishUGThyroidSG2005SGX]SGXYYZTb 6.2 44

110 pxploringGtheGgeneticsGofGlongevityGinGtheGzldGzrderGlmishUGMechanismscofcAgeingcandcDevelopmentSG
2005SGXYaSGZ[bT]W 5.6 26

109 reneticGandGenvironmentalGinfluencesGonGboneGmineralGdensityGinGpreTGandGpostTmenopausalG
womenUGOsteoporosiscInternationalSG2005SGXaSGXc[dT]a 5.3 53

108 ooesGbariatricGsurgeryGreduceGobesityTrelatedGcomorbiditiesjUGCurrentcDiabetescReportsSG2005SG]SGXZZT] 5.6
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107 TheGrelationshipGbetweenGparityGandGboneGmineralGdensityGinGwomenGcharacterizedGbyGaG
homogeneousGlifestyleGandGhighGparityUGJournalcofcClinicalcEndocrinologycandcMetabolismSG2005SGdWSG[]ZaT[X5.6 48

106 winkageGofGplasmaGadiponectinGlevelsGtoGZqYbGexplainedGbyGassociationGwithGvariationGinGtheGl xXG
geneUGDiabetesSG2005SG][SGYacTb[ 0.9 93

105 reneticGvariationGinGadiponectinGreceptorGXGandGadiponectinGreceptorGYGisGassociatedGwithGtypeGYG
diabetesGinGtheGzldGzrderGlmishUGDiabetesSG2005SG][SGYY[]T]W 0.9 83

104
xutationsGinGrngZlgGandGlr lTYGinGmerardinelliTSeipGcongenitalGlipodystrophyGandGmrunzellG
syndromeeGphenotypeGvariabilityGsuggestsGimportantGmodifierGeffectsUGJournalcofcClinicalc
EndocrinologycandcMetabolismSG2004SGcdSGYdXaTYY

5.6 47

103 sepaticGlipaseGgenotypeSGdiabetesGriskSGandGimplicationsGforGpreventativeGmedicineUGJournalcofc
ClinicalcEndocrinologycandcMetabolismSG2004SGcdSGYWX]Tc 5.6 5

102  olymorphismsGinGbothGpromotersGofGhepatocyteGnuclearGfactorG[TalphaGareGassociatedGwithGtypeGYG
diabetesGinGtheGlmishUGDiabetesSG2004SG]ZSGZZZbT[X 0.9 59

101  olymorphismGinGtheGcalsequestrinGXGOnlSβXPGgeneGonGchromosomeGXqYXGisGassociatedGwithGtypeGYG
diabetesGinGtheGoldGorderGlmishUGDiabetesSG2004SG]ZSGZYdYTd 0.9 38

100 VariationGinGtheGlaminGlVnGgeneeGassociationsGwithGmetabolicGsyndromeUGArteriosclerosispcThrombosispc
andcVascularcBiologySG2004SGY[SGXbWcTXZ 9.4 40

99
nhangesGinGinsulinGsensitivityGinGresponseGtoGtroglitazoneGdoGnotGdifferGbetweenGsubjectsGwithGandG
withoutGtheGcommonSGfunctionalG roXYllaGperoxisomeGproliferatorTactivatedGreceptorTgammaYG
geneGvarianteGresultsGfromGtheGTroglitazoneGinG reventionGofGoiabetesGOTRt zoPGstudyUGDiabetesc
CareSG2004SGYbSGXZa]Tc

14.6 81

98 lssociationGbetweenGbodyGfatGresponseGtoGexerciseGtrainingGandGmultilocusGloRGgenotypesUGObesity
SG2004SGXYSGcWbTX] 38

97 reneticsGofGdiabetesUGReviewscincEndocrinecandcMetaboliccDisordersSG2004SG]SGY]TZa 10.5 21

96 lssessmentGofGsexTspecificGgeneticGandGenvironmentalGeffectsGonGboneGmineralGdensityUGGeneticc
EpidemiologySG2004SGYbSGX]ZTaX 2.6 43

95 xurineGalanineGaminotransferaseeGcoylGcloningSGfunctionalGexpressionSGandGdifferentialGgeneG
regulationGinGmouseGfattyGliverUGHepatologySG2004SGZdSGXYdbTZWY 11.2 71

94 ReducedGincidenceGofGhipGfractureGinGtheGzldGzrderGlmishUGJournalcofcBonecandcMineralcResearchSG
2004SGXdSGZWcTXZ 6.3 25

93 lGgenomeTwideGscanGofGserumGlipidGlevelsGinGtheGzldGzrderGlmishUGAtherosclerosisSG2004SGXbZSGcdTda 3.1 59

92 mxtGinGtheGzldGzrderGlmishUGMedicinecandcSciencecincSportscandcExerciseSG2004SGZaSGX[[bfGauthorG
replyGX[[c 1.2 5

91 metaYTGandGbetaZTadrenergicGreceptorGpolymorphismsGandGexerciseGhemodynamicsGinG
postmenopausalGwomenUGJournalcofcAppliedcPhysiologySG2004SGdaSG]YaTZW 3.7 17

90 renesGandGpathophysiologyGofGtypeGYGdiabeteseGmoreGthanGjustGtheGRandleGcycleGallGoverGagainUG
JournalcofcClinicalcInvestigationSG2004SGXX[SGX[X[TX[Xb 15.9 23
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89 renesGandGpathophysiologyGofGtypeGYGdiabeteseGmoreGthanGjustGtheGRandleGcycleGallGoverGagainUG
JournalcofcClinicalcInvestigationSG2004SGXX[SGX[X[Tb 15.9 8

88
renomeTwideGandGfineTmappingGlinkageGstudiesGofGtypeGYGdiabetesGandGglucoseGtraitsGinGtheGzldG
zrderGlmisheGevidenceGforGaGnewGdiabetesGlocusGonGchromosomeGX[qXXGandGconfirmationGofGaGlocusG
onGchromosomeGXqYXTqY[UGDiabetesSG2003SG]YSG]]WTb

0.9 130

87 lGgenomeTwideGscanGforGautoimmuneGthyroiditisGinGtheGzldGzrderGlmisheGreplicationGofGgeneticG
linkageGonGchromosomeG]qXXUYTqX[UZUGJournalcofcClinicalcEndocrinologycandcMetabolismSG2003SGccSGXYdYTa5.6 34

86 yewGprogressGinGadipocytokineGresearchUGCurrentcOpinioncincEndocrinologypcDiabetescandcObesitySG
2003SGXWSGXX]TXYX 13

85 reneticsGofGobesityeGmoreGcomplicatedGthanGinitiallyGthoughtUGLipidsSG2003SGZcSGdbTXWX 1.6 10

84 lutoantibodiesGinGTypeGXGandGTypeGYGdiabetesGinGtheGzldGzrderGlmishGofGwancasterGnountySG
 ennsylvaniaUGDiabetologiaSG2003SG[aSGXWY[T] 10.3

83 TheGgeneticsGofGobesityUGEndocrinologycandcMetabolismcClinicscofcNorthcAmericaSG2003SGZYSGbaXTca 5.5 40

82 nomparativeGstudiesGofGresistinGexpressionGandGphylogenomicsGinGhumanGandGmouseUGBiochemicalc
andcBiophysicalcResearchcCommunicationsSG2003SGZXWSGdYbTZ] 3.4 168

81  hysicalGactivityGandGpreventionGofGtypeGYGdiabetesUGLancetpcTheSG2003SGZaXSGcbTc 40 29

80 lGfunctionalGvariantGinGtheGperoxisomeGproliferatorTactivatedGreceptorGgammaYGpromoterGisG
associatedGwithGpredictorsGofGobesityGandGtypeGYGdiabetesGinG imaGtndiansUGDiabetesSG2003SG]YSGXca[TbX 0.9 74

79
 roXYllaGofGtheGperoxisomeGproliferatorTactivatedGreceptorTgammaYGgeneGisGassociatedGwithGlowerG
serumGinsulinGlevelsGinGnonobeseGlfricanGlmericanseGtheGltherosclerosisGRiskGinGnommunitiesGStudyUG
DiabetesSG2003SG]YSGX]acTbY

0.9 54

78 UniqueGlipoproteinGphenotypeGandGgenotypeGassociatedGwithGexceptionalGlongevityUGJAMAcrcJournalc
ofcthecAmericancMedicalcAssociationSG2003SGYdWSGYWZWT[W 27.4 433

77 patingGbehaviorGinGtheGzldGzrderGlmisheGheritabilityGanalysisGandGaGgenomeTwideGlinkageGanalysisUG
AmericancJournalcofcClinicalcNutritionSG2002SGb]SGXWdcTXWa 7 96

76 reneticsGofGinsulinGresistanceUGCurrentcDiabetescReportsSG2002SGYSGcZTd] 5.6 38

75 TheGroleGofGperoxisomeGproliferatorTactivatedGreceptorGgammaGinGdiabetesGandGobesityUGCurrentc
DiabetescReportsSG2002SGYSGXbdTc] 5.6 53

74 lssociationGbetweenGobesityGandGaGpolymorphismGinGtheGbetaOXPTadrenoceptorGgeneGOrlyZcdlrgG
loRmXPGinGnaucasianGwomenUGInternationalcJournalcofcObesitySG2002SGYaSGaZZTd 5.5 44

73
lGmetaTanalyticGinvestigationGofGlinkageGandGassociationGofGcommonGleptinGreceptorGOwp RPG
polymorphismsGwithGbodyGmassGindexGandGwaistGcircumferenceUGInternationalcJournalcofcObesitySG
2002SGYaSGa[WTa

5.5 94

72
lssociationGbetweenGaGnovelGvariantGofGtheGhumanGtypeGYGdeiodinaseGgeneGThrdYllaGandGinsulinG
resistanceeGevidenceGofGinteractionGwithGtheGTrpa[lrgGvariantGofGtheGbetaTZTadrenergicGreceptorUG
DiabetesSG2002SG]XSGccWTZ

0.9 168
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71 Sy [ZGofGnl yXWGandGtheGriskGofGtypeGYGoiabetesGinGlfricanTlmericanseGtheGltherosclerosisGRiskGinG
nommunitiesGStudyUGDiabetesSG2002SG]XSGYZXTb 0.9 78

70 qattyGacidGbindingGproteinTYGgeneGvariantsGandGinsulinGresistanceeGgeneGandGgeneTenvironmentG
interactionGeffectsUGPhysiologicalcGenomicsSG2002SGXWSGX[]T]b 3.6 79

69 coylGcloningSGgenomicGstructureSGchromosomalGmappingSGandGfunctionalGexpressionGofGaGnovelG
humanGalanineGaminotransferaseUGGenomicsSG2002SGbdSG[[]T]W 4.3 86

68
yoGeffectGofGtheGTrpa[lrgGbetaOZPTadrenoceptorGgeneGvariantGonGweightGlossSGbodyGcompositionSGorG
energyGexpenditureGinGobeseSGcaucasianGpostmenopausalGwomenUGMetabolism:cClinicalcandc
ExperimentalSG2002SG]XSGcWXT]

12.7 32

67 lGcaseGofGcongenitalGgeneralizedGlipodystrophyeGmetabolicGeffectsGofGfourGdietaryGregimensUGwackGofG
associationGofGnrwGwithGpolymorphismGinGtheGlaminGlVnGreneUGClinicalcEndocrinologySG2001SG][SG[XYT[ 3.4 4

66 seritabilityGofGlifeGspanGinGtheGzldGzrderGlmishUGAmericancJournalcofcMedicalcGeneticscPartcASG2001SG
XWYSGZ[aT]Y 143

65 Trpa[lrgGbetaZTadrenoceptoreGwhenGdoesGaGcandidateGgeneGbecomeGaGdiseaseTsusceptibilityGgenejUG
ObesitySG2001SGdSGcWaTd 14

64 ooesGgeneticGtestingGforGobesityGinfluenceGconfidenceGinGtheGabilityGtoGloseGweightjGlGpilotG
investigationUGJournalcofcthecAmericancDieteticcAssociationSG2001SGXWXSGXZ]XTZ 44

63 ResistinSGobesitySGandGinsulinGresistanceTTtheGemergingGroleGofGtheGadipocyteGasGanGendocrineGorganUG
NewcEnglandcJournalcofcMedicineSG2001SGZ[]SGXZ[]Ta 59.2 206

62 renomeTwideGscanGofGobesityGinGtheGzldGzrderGlmishUGJournalcofcClinicalcEndocrinologycandc
MetabolismSG2001SGcaSGXXddTYW] 5.6 65

61 qlm YGgenotypeGisGassociatedGwithGinsulinGsensitivityGinGolderGwomenUGMetabolism:cClinicalcandc
ExperimentalSG2001SG]WSGXXWYT] 12.7 22

60 zbesityGgeneGvariantGandGeliteGenduranceGperformanceUGMetabolism:cClinicalcandcExperimentalSG2001SG
]WSGXZdXTY 12.7 34

59 renomeTWideGScanGofGzbesityGinGtheGzldGzrderGlmishUGJournalcofcClinicalcEndocrinologycandc
MetabolismSG2001SGcaSGXXddTXYW] 5.6 67

58 UseGofGrenomeGScansGtoGtdentifyGSusceptibilityGrenesGforGTypeGYGoiabetesUGGrowthcHormoneSG2001SGYZXTY]W 4

57 xolecularGscanningGforGmutationsGinGtheGinsulinGreceptorGsubstrateTXGOtRSTXPGgeneGinGxexicanG
lmericansGwithGTypeGYGdiabetesGmellitusUGDiabetestMetabolismcResearchcandcReviewsSG2000SGXaSGZbWTb 7.5 27

56 lnalysisGofGtheGperoxisomeGproliferatorGactivatedGreceptorGgammaGO  lRgammaPGgeneGinGsltRlyG
syndromeGwithGobesityUGClinicalcEndocrinologySG2000SG]YSG[bdTc] 3.4 10

55 tnsulinGresponseGtoGglucoseGisGlowerGinGindividualsGhomozygousGforGtheGlrgGa[GvariantGofGtheG
betaTZTadrenergicGreceptorUGJournalcofcClinicalcEndocrinologycandcMetabolismSG2000SGc]SG[WXdTYY 5.6 21

54 βTwGinfluencingGbloodGpressureGmapsGtoGtheGregionGofG  sXGonGchromosomeGYqZXTZ[GinGzldGzrderG
lmishUGCirculationSG2000SGXWXSGYcXWTa 16.7 80

(2000-2002)
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53 lGrecombinantGratGregeneratingGproteinGisGmitogenicGtoGpancreaticGderivedGcellsUGJournalcofcSurgicalc
ResearchSG2000SGcdSGaWT] 2.5 30

52 tnsulinGResponseGtoGrlucoseGtsGwowerGinGtndividualsGsomozygousGforGtheGlrgGa[GVariantGofGtheG
´ TZTldrenergicGReceptorUGJournalcofcClinicalcEndocrinologycandcMetabolismSG2000SGc]SG[WXdT[WYY 5.6 19

51 zbesityTrelatedGphenotypesGandGtheGbetaZTadrenoceptorGgeneGvariantGinGpostmenopausalGwomenUG
DiabetesSG1999SG[cSGX[Y]Tc 0.9 42

50
VariantsGofGtheGinsulinGreceptorGsubstrateTXGandGfattyGacidGbindingGproteinGYGgenesGandGtheGriskGofG
typeGYGdiabetesSGobesitySGandGhyperinsulinemiaGinGlfricanTlmericanseGtheGltherosclerosisGRiskGinG
nommunitiesGStudyUGDiabetesSG1999SG[cSGXcacTbY

0.9 90

49 xolecularGscanningGofGtheGbetaTZTadrenergicGreceptorGgeneGinG imaGtndiansGandGnaucasiansUG
DiabetestMetabolismcResearchcandcReviewsSG1999SGX]SGXb]TcW 7.5 3

48 renomicGcharacterizationGofGtheGcodingGregionGofGtheGhumanGtypeGttG]NTdeiodinaseGgeneUGMolecularc
andcCellularcEndocrinologySG1998SGX[XSG[dT]Y 4.4 32

47 yoGeffectGofGTrpa[lrgGbetaZTadrenoceptorGpolymorphismGonGtheGplasmaGleptinGconcentrationGinG
 imaGtndiansUGMetabolism:cClinicalcandcExperimentalSG1998SG[bSGX]Y]Tb 12.7 3

46
pffectGofGtheG roXYllaGvariantGofGtheGhumanGperoxisomeGproliferatorTactivatedGreceptorGgammaGYG
geneGonGadipositySGfatGdistributionSGandGinsulinGsensitivityGinGuapaneseGmenUGBiochemicalcandc
BiophysicalcResearchcCommunicationsSG1998SGY]XSGXd]Tc

3.4 112

45 Trpa[lrgGvariantGofGtheGbetaZTadrenoceptorGandGinsulinGresistanceGinGobeseGpostmenopausalG
womenUGJournalcofcClinicalcEndocrinologycandcMetabolismSG1998SGcZSG[WWYT] 5.6 27

44 lssociationGbetweenGuncouplingGproteinGpolymorphismsGOUn YTUn ZPGandGenergyG
metabolismVobesityGinG imaGindiansUGHumancMolecularcGeneticsSG1998SGbSGX[ZXT] 5.6 230

43 lssociationGofGtheG roXYllaGvariantGinGtheGperoxisomeGproliferatorTactivatedGreceptorTgammaYG
geneGwithGobesityGinGtwoGnaucasianGpopulationsUGDiabetesSG1998SG[bSGXcWaTc 0.9 259

42 TheG˛†ZTldrenergicGReceptorGandGSusceptibilityGtoGzbesitySGtheGtnsulinGResistanceGSyndromeSGandG
yoninsulinToependentGoiabetesGxellitusG1998SGZWXTZXd

41 xolecularGscanningGofGbetaTZTadrenergicGreceptorGgeneGinGtotalGcongenitalGlipoatrophicGdiabetesG
mellitusUGJournalcofcClinicalcEndocrinologycandcMetabolismSG1997SGcYSGZZd]Tc 5.6 12

40
nhromosomalGlocalizationGandGpartialGgenomicGstructureGofGtheGhumanGperoxisomeGproliferatorG
activatedGreceptorTgammaGOh  lRGgammaPGgeneUGBiochemicalcandcBiophysicalcResearchc
CommunicationsSG1997SGYZZSGb]aTd

3.4 66

39
xolecularGscanningGofGtheGhumanGperoxisomeGproliferatorGactivatedGreceptorGgammaGOh  lRG
gammaPGgeneGinGdiabeticGnaucasianseGidentificationGofGaG roXYllaG  lRGgammaGYGmissenseG
mutationUGBiochemicalcandcBiophysicalcResearchcCommunicationsSG1997SGY[XSGYbWT[

3.4 424

38 TheGbetaZTadrenergicGreceptorGinGtheGobesityGandGdiabetesGproneGrhesusGmonkeyGisGveryGsimilarGtoG
humanGandGcontainsGarginineGatGcodonGa[UGGeneSG1997SGXccSGYWbTXZ 3.8 22

37 TR a[lRrGbetaGZTadrenergicGreceptorGandGobesityGinGxexicanGlmericansUGHumancGeneticsSG1997SG
XWXSGZWaTXX 6.3 42

36 lGmutationGofGtheGbetaGZTadrenergicGreceptorGisGassociatedGwithGvisceralGobesityGbutGdecreasedG
serumGtriglycerideUGDiabetologiaSG1997SG[WSG[adTbY 10.3 98
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35 yoGeffectGofGtheGTrpa[lrgGbetaGZTadrenoceptorGvariantGonGinGvivoGlipolysisGinGsubcutaneousGadiposeG
tissueUGDiabetologiaSG1997SG[WSGcZcT[Y 10.3 18

34 xolecularGScanningGofG´ TZTldrenergicGReceptorGreneGinGTotalGnongenitalGwipoatrophicGoiabetesG
xellitusUGJournalcofcClinicalcEndocrinologycandcMetabolismSG1997SGcYSGZZd]TZZdc 5.6 6

33  ancreaticGregGgeneGexpressionGisGinhibitedGduringGcellularGdifferentiationUGAnnalscofcSurgerySG1997SG
YY]SGZYbTZY 7.8 20

32 TransgenicGanimalsUGNewcEnglandcJournalcofcMedicineSG1996SGZZ[SGa]ZT] 59.2 29

31 metaGZTadrenoceptorGgeneGvariantGinGobesityGandGinsulinGresistanceUGLancetpcTheSG1996SGZ[cSGX]c[T] 40 27

30  ancreaticGregenerationGOregPGgeneGexpressionGinGaGratGmodelGofGisletGhyperplasiaUGSurgerySG1996SG
XXdSG]baTc[ 3.6 41

29
xolecularGscanningGforGmutationsGinGtheGbetaGZTadrenergicGreceptorGgeneGinGyauruansGwithGobesityG
andGnoninsulinTdependentGdiabetesGmellitusUGJournalcofcClinicalcEndocrinologycandcMetabolismSG1996
SGcXSG[X]]T[X]c

5.6 27

28
RoleGofGtheGbetaGZTadrenergicGreceptorGlocusGinGobesityGandGnoninsulinTGdependentGdiabetesGamongG
membersGofGnaucasianGfamiliesGwithGaGdiabeticGsiblingGpairUGJournalcofcClinicalcEndocrinologycandc
MetabolismSG1996SGcXSG[[YYT[[Yb

5.6 29

27 oeterminationGofGtheGgenomicGstructuresGofGtwoGnonallelicGpreproinsulinGgenesGinGXenopusGlaevisG
usingGtheGpolymeraseGchainGreactionUGGeneralcandcComparativecEndocrinologySG1995SGdbSGYYWTZW 3

26 TimeGofGonsetGofGnonTinsulinTdependentGdiabetesGmellitusGandGgeneticGvariationGinGtheGbetaG
ZTadrenergicTreceptorGgeneUGNewcEnglandcJournalcofcMedicineSG1995SGZZZSGZ[ZTb 59.2 524

25 reneticGvariationGinGtheGbetaGZTadrenergicGreceptorGandGanGincreasedGcapacityGtoGgainGweightGinG
patientsGwithGmorbidGobesityUGNewcEnglandcJournalcofcMedicineSG1995SGZZZSGZ]YT[ 59.2 528

24 lGmutationGinGtheGbetaGZTadrenergicGreceptorGgeneGisGassociatedGwithGobesityGandGhyperinsulinemiaG
inGuapaneseGsubjectsUGBiochemicalcandcBiophysicalcResearchcCommunicationsSG1995SGYX]SG]]]TaW 3.4 192

23 lssociationGofGaGpolymorphismGinGtheGbetaGZTadrenergicTreceptorGgeneGwithGfeaturesGofGtheGinsulinG
resistanceGsyndromeGinGqinnsUGNewcEnglandcJournalcofcMedicineSG1995SGZZZSGZ[cT]X 59.2 499

22 nompetitiveGreverseTtranscriptaseGpolymeraseGchainGreactionGwithoutGanGartificialGinternalGstandardUG
AnalyticalcBiochemistrySG1995SGYY[SGZZdT[a 3.1 19

21 TheGtwoGnonallelicGXenopusGinsulinGgenesGareGexpressedGcoordinatelyGinGtheGadultGpancreasUGGeneralc
andcComparativecEndocrinologySG1994SGd]SGXadTbb 3 2

20 RapidGsynthesisGofGstandardsGforGalleleTspecificGoligonucleotideGhybridizationUGTrendscincGeneticsSG
1994SGXWSGXc[T] 8.5 3

19 lssignmentGofGtheGhumanGpancreaticGregeneratingGORprPGgeneGtoGchromosomeGYpXYUGGenomicsSG
1994SGYWSGZW]Tb 4.3 10

18 oeterminationGofGgeneGdosageGbyGaGquantitativeGadaptationGofGtheGpolymeraseGchainGreactionG
OgdT nRPeGrapidGdetectionGofGdeletionsGandGduplicationsGofGgeneGsequencesUGGenomicsSG1994SGYXSGZW[TXW 4.3 44

(1994-1997)

25



17 tnsulinSGbutGnotGinsulinTlikeGgrowthGfactorTtSGisGexpressedGduringGearlyGnervousGsystemGdevelopmentG
inGprepancreaticGXenopusGembryosUGAnnalscofcthecNewcYorkcAcademycofcSciencesSG1993SGadYSGYacTd 6.5 2

16 RylGTemplateTSpecificG olymeraseGnhainGReactionGORST nRPGeGlGxodificationGofGRylT nRGthatG
oramaticallyGReducesGtheGqrequencyGofGqalseG ositivesUGMethodscincMolecularcBiologySG1993SGX]SGXadTba 1.4 4

15 RapidGOligaseTfreePGsubcloningGofGpolymeraseGchainGreactionGproductsUGMethodscincMolecularcBiologySG
1993SGX]SGYYdTZd 1.4

14 lGrapidGandGversatileGmethodGtoGsynthesizeGinternalGstandardsGforGcompetitiveG nRUGNucleiccAcidsc
ResearchSG1993SGYXSGXW[b 20.1 257

13 wigaseTfreeGsubcloningeGaGversatileGmethodGtoGsubcloneGpolymeraseGchainGreactionGO nRPGproductsGinG
aGsingleGdayUGAnalyticalcBiochemistrySG1991SGXd[SGdTX] 3.1 20

12 TheGinsulinTlikeGgrowthGfactorGtGOtrqTtPGgeneGisGexpressedGinGchickGembryosGduringGearlyG
organogenesisUGEndocrinologySG1990SGXYbSGX][bTd 4.8 44

11  nRTinducedGOligaseTfreePGsubcloningeGaGrapidGreliableGmethodGtoGsubcloneGpolymeraseGchainG
reactionGO nRPGproductsUGNucleiccAcidscResearchSG1990SGXcSGXdYW 20.1 47

10 pvidenceGthatGXenopusGlaevisGcontainsGtwoGdifferentGnonallelicGinsulinTlikeGgrowthGfactorTtGgenesUG
BiochemicalcandcBiophysicalcResearchcCommunicationsSG1990SGXaaSGYYZTZW 3.4 28

9 RylGtemplateTspecificGpolymeraseGchainGreactionGORST nRPeGaGnovelGstrategyGtoGreduceGdramaticallyG
falseGpositivesUGGeneSG1990SGdXSGXZdT[Y 3.8 24

8 tsolationGandGcharacterizationGofGtwoGdifferentGinsulinsGfromGanGamphibianSGXenopusGlaevisUG
EndocrinologySG1989SGXY]SG[adTbb 4.8 41

7 sybridGoylGartifactGfromG nRGofGcloselyGrelatedGtargetGsequencesUGNucleiccAcidscResearchSG1989SGXbSG[[Wd20.1 81

6 yTcycloT[weu]]enkephalineGaGrationalGapproachGforGtheGsynthesisGofGconformationallyGrestrictedG
cyclicGpentapeptidesUGArchivescofcBiochemistrycandcBiophysicsSG1985SGYZcSGXXXTb 4.1 2

5  reparationGandGpropertiesGofGpolyOYSYTdialkyltrimethyleneGsulphonesPUGPolymerSG1981SGYYSGXYcZTXYc[ 3.9 3

4 TheGfreeGenergyGofGvacancyGpairsUGJournalcofcChemicalcPhysicsSG1978SGadSG[XX[T[XXa 3.9 3

3 reneticGoeterminantsGofGlrterialGThrombosisXdZTYXW

2  rofilingGcopyGnumberGvariationGandGdiseaseGassociationsGfromG]WSbYaGoiscovpsRGStudyGexomes 3

1 WholeGexomeGsequencingGandGcharacterizationGofGcodingGvariationGinG[dSdaWGindividualsGinGtheGUvGmiobank 56
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