71 1,678 23 38

papers citations h-index g-index

83 1,968 4.9 5.02

ext. papers ext. citations avg, IF L-index



HIMANSHU KHANDELIA

# Paper IF Citations

Magic mushroom extracts in lipid membranes.. Biochimica Et Biophysica Acta - Biomembranes, 2022, 183958

Clearance of activity-evoked K transients and associated glia cell swelling occur independently of
70 AQP4: A study with an isoform-selective AQP4 inhibitor. Glia, 2021, 69, 28-41 9 13

Annexin A4 trimers are recruited by high membrane curvatures in giant plasma membrane vesicles.
Soft Matter, 2021, 17, 308-318

Long chain sphingomyelin depletes cholesterol from the cytoplasmic leaflet in asymmetric lipid

O embme. RSC Advances, 2021, 11, 22677-22682 37

EnCurv: Simple Technique of Maintaining Global Membrane Curvature in Molecular Dynamics
Simulations. Journal of Chemical Theory and Computation, 2021, 17, 1181-1193

An Intracellular Pathway Controlled by the N-terminus of the Pump Subunit Inhibits the Bacterial
KdpFABC lon Pump in High K Conditions. Journal of Molecular Biology, 2021, 433, 167008

Phenothiazines alter plasma membrane properties andl$ensitize cancer cells to injury by inhibiting
annexin-mediated repair. Journal of Biological Chemistry, 2021, 297, 101012

6 Shuffled lipidation pattern and degree of lipidation determines the membrane interaction behavior
4 of a linear cationic membrane-active peptide. Journal of Colloid and Interface Science, 2020, 578, 584-59793

Thermodynamic Investigation of the Mechanism of Heat Production During Membrane
Depolarization. Journal of Physical Chemistry B, 2020, 124, 2815-2822

Interdisciplinary Synergy to Reveal Mechanisms of Annexin-Mediated Plasma Membrane Shaping ;
and Repair. Cells, 2020, 9, 79 3

Cholesterol binding to the sterol-sensing region of Niemann Pick C1 protein confines dynamics of
its N-terminal domain. PLoS Computational Biology, 2020, 16, e1007554

60  Serine phosphorylation regulates the P-type potassium pump KdpFABC. ELife, 2020, 9, 89 8
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34 thioridazine with molecular simulations. Journal of Computer-Aided Molecular Design, 2014, 28, 123-34 4-2 5

Pairing of cholesterol with oxidized phospholipid species in lipid bilayers. Soft Matter, 2014, 10, 639-47 3.6

Molecular mechanism of Na(+),K(+)-ATPase malfunction in mutations characteristic of adrenal

32 hypertension. Biochemistry, 2014, 53, 746-54 32 21

Lipid structure in triolein lipid droplets. Journal of Physical Chemistry B, 2014, 118, 10335-40

Accelerating All-Atom MD Simulations of Lipids Using a Modified Virtual-Sites Technique. Journal of

30 Chemical Theory and Computation, 2014, 10, 5690-5 64 26

Distribution of neutral lipids in the lipid droplet core. Journal of Physical Chemistry B, 2014, 118, 11145-5§.4

Insights into the role of cyclic ladderane lipids in bacteria from computer simulations. Chemistry and

28 ppysics of Lipids, 2014, 181, 76-82 379

Novel Ultrathin Membranes Composed of Organic lons. Journal of Physical Chemistry Letters, 2013,
4,1216-20

Propofol modulates the lipid phase transition and localizes near the headgroup of membranes.
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