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j Paper IF Citations

71
SaturejaNmontanaNLcNessentialNoilaNmontmorilloniteNandNnanoformulationNreduceNXanthomonasN
euvesicatoriaNinfectionaNmodulatingNredoxNandNhormonalNpathwaysNofNtomatoNplantscNScientian
HorticulturaeaN2022aNgnjaNffemkf

4.1 0

70 yNvNMarkersNforNyetectionNandNGenotypingNofNXanthomonasNeuroxantheacNMicroorganismsaN2022aN
feaNfelm 4.9 0

69 SaturejaNmontanaNzssentialNOilaNZeinNNanoparticlesNandNTheirNxombinationNasNaNwiocontrolNStrategyN
toNReduceNwacterialNSpotNyiseaseNonNTomatoNPlantscNHorticulturaeaN2021aNlaNjmi 2.5 1

68 xomparativeNGenomicsNofNandNpvcNStrainsNIsolatedNfromNaNSingleNWalnutNHostNTreecNMicroorganismsaN
2021aNnaN 4.9 3

67 vNSynergicNPotentialNofNvntimicrobialNPeptidesNagainstNpvccNMoleculesaN2021aNgkaN 4.8 5

66
xompleteNGenomeNSequenceNObtainedNbyNNanoporeNandNIlluminaNHybridNvssemblyNofN
XanthomonasNarboricolaNpvcNjuglandisNxPw’NiglaNIsolatedNfromNwudsNofNaNWalnutNTreecNMicrobiologyn
ResourcenAnnouncementsaN2021aNfeaN

1.3 2

65 vpplicationNofNaNdotNblotNhybridizationNassayNforNgenotypingNStreptococcusNuberisNfromNwrazilianN
dairyNherdscNJournalnofnDairynScienceaN2021aNfeiaNhifmbhigk 4 0

64 xRISPRNgenotypingNasNcomplementaryNtoolNforNepidemiologicalNsurveillanceNofNzrwiniaNamylovoraN
outbreakscNPLoSnONEaN2021aNfkaNeegjegme 3.7 4

63 InNVitroNzvaluationNofN’iveNvntimicrobialNPeptidesNagainstNtheNPlantNPathogencNBiomoleculesaN2021aN
ffaN 5.9 2

62 TrendsNinNMolecularNyiagnosisNandNyiversityNStudiesNforNPhytosanitaryNRegulatedcNMicroorganismsaN
2021aNnaN 4.9 8

61 XanthomonasNarboricolaNpvcNjuglandisNandNpvcNcorylinaoNwrothersNorNdistantNrelativestNGeneticNcluesaN
epidemiologyaNandNinsightsNforNdiseaseNmanagementcNMolecularnPlantnPathologyaN2021aNggaNfimfbfinn 5.7 8

60 GutNmicrobiotaNdynamicsNinNcarnivorousNzuropeanNseabassNVyicentrarchusNlabraxWNfedNplantbbasedN
dietscNScientificnReportsaN2021aNffaNiil 4.9 9

59
xomprehensiveNdiversityNassessmentNofNwalnutbassociatedNxanthomonadsNrevealNtheNoccurrenceNofN
distinctNXanthomonasNarboricolaNlineagesNandNofNaNnewNspeciesNVXanthomonasNeuroxantheaWNwithinN
theNsameNtreecNPlantnPathologyaN2021aNleaNnihbnjm

2.8 4

58 xompleteNGenomeNSequencesNofNWalnutbvssociatedNStrainsNxPw’NhklNandNxPw’NigkNObtainedNbyN
IlluminadNanoporeNHybridNvssemblycNMicrobiologynResourcenAnnouncementsaN2020aNnaN 1.3 4

57 ’ireNwlightNManagementoNPhysiologicalNvssessmentNofNxulturalNxontrolNwyNPruningNinNPearNOrchardscN
AgricultureaN2020aNkkaNfgmbfhk 0.6 0

56 spcNnovcaNaNnewNxanthomonadNspeciesNincludingNpathogenicNandNnonbpathogenicNstrainsNofNwalnutcN
InternationalnJournalnofnSystematicnandnEvolutionarynMicrobiologyaN2020aNleaNkegibkehf 2.2 8

55 wioinformaticsbwasedNvctivitiesNinNHighNSchooloN’osteringNStudentsUNLiteracyaNInterestaNandNvttitudesN
onNGeneNRegulationaNGenomicsaNandNzvolutioncNFrontiersninnMicrobiologyaN2020aNffaNjlmenn 5.7 3
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54 SelectionNofNcarbohydratebactiveNprobioticsNfromNtheNgutNofNcarnivorousNfishNfedNplantbbasedNdietscN
ScientificnReportsaN2019aNnaNkhmi 4.9 23

53 vssessmentNofNpvcNwacterialNLoadNinNInfectedNWalnutN’ruitsNbyNQuantitativeNPxRcNPlantnDiseaseaN2019
aNfehaNgjllbgjmk 1.5 4

52 ImageNwasedNzstimationNofN’ruitNPhytopathogenicNLesionsNvreacNLecturenNotesninnComputernScienceaN
2019aNgmjbgnj 0.9 1

51 zffectsNofNdiseaseaNantibioticNtreatmentNandNrecoveryNtrajectoryNonNtheNmicrobiomeNofNfarmedN
seabassNVyicentrarchusNlabraxWcNScientificnReportsaN2019aNnaNfmnik 4.9 27

50 MultiplexNPxRNidentificationNandNculturebindependentNquantificationNofNwacillusNlicheniformisNbyN
qPxRNusingNspecificNyNvNmarkerscNFoodnMicrobiologyaN2018aNliaNfbfe 6 2

49 zscherichiaNcoliUsNwaterNloadNaffectsNzebrafishNVyanioNrerioWNbehaviorcNSciencenofnthenTotaln
EnvironmentaN2018aNkhkaNlklblli 10.2 4

48 TowardsNvutomaticNxalibrationNofNyotblotNImagescNLecturenNotesninnComputernScienceaN2018aNhnbik 0.9

47 ’irstNReportNofNXanthomonasNarboricolaNxausingNwacterialNwlightNonNPecanNTreesNinNPortugalcNPlantn
DiseaseaN2018aNfegaNgkhg 1.5 1

46 HighbQualityNyraftNGenomeNSequenceNofNspcNStrainNxPw’NigiaNaNWalnutbPathogenicNStrainNwithN
vtypicalN’eaturescNMicrobiologynResourcenAnnouncementsaN2018aNlaN 1.3 6

45
HighbQualityNyraftNGenomeNSequenceNofNXanthomonasNarboricolaNpvcNjuglandisNxPw’NfjgfaNIsolatedN
fromNLeavesNofNaNSymptomaticNWalnutNTreeNinNPortugalNwithoutNaNPastNofNPhytosanitaryNTreatmentcN
MicrobiologynResourcenAnnouncementsaN2018aNlaN

1.3 3

44 MiningNtheNGenomeoNUsingNwioinformaticsNToolsNinNtheNxlassroomNtoNSupportNStudentNyiscoveryNofN
GenescNAmericannBiologynTeacheraN2018aNmeaNkfnbkgi 0.3 3

43 MultipleNyNvNMarkersNforNIdentificationNofNXanthomonasNarboricolaNpvcNjuglandisNIsolatesNandNitsN
yirectNyetectionNinNPlantNSamplescNPlantnDiseaseaN2017aNfefaNmjmbmkj 1.5 15

42 vpplicationNofNaNyotNwlotNHybridizationNPlatformNtoNvssessNPopulationNStructureNinNyairyNHerdscN
FrontiersninnMicrobiologyaN2017aNmaNji 5.7 9

41
yevelopmentNofNSxvRNmarkersNforNrapidNandNspecificNdetectionNofNPseudomonasNsyringaeNpvcN
morsprunorumNracesNfNandNgaNusingNconventionalNandNrealbtimeNPxRcNAppliednMicrobiologynandn
BiotechnologyaN2016aNfeeaNhknhblff

5.7 6

40 PersistenceNofNaNdominantNbovineNlineageNofNgroupNwNStreptococcusNrevealsNgenomicNsignaturesNofN
hostNadaptationcNEnvironmentalnMicrobiologyaN2016aNfmaNigfkbiggn 5.2 29

39 vutomaticNvnalysisNofNyotNwlotNImagescNIntelligentnAutomationnandnSoftnComputingaN2015aNgfaNkelbkgg 2.6 4

38 HistologicalNandNultrastructuralNevidenceNforNzincNsequestrationNinNSolanumNnigrumNLcNProtoplasmaaN
2015aNgjgaNhijbjl 3.4 19

37 ZincNvccumulationNandNToleranceNinNSolanumNnigrumNareNPlantNGrowthNyependentcNInternationaln
JournalnofnPhytoremediationaN2015aNflaNglgbn 3.9 14

(2015-2019)
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36 vNHandsbonNvctivityNtoNRaiseNvwarenessNaboutNHealthyNSunNzxposurecNJournalnofnBiologicaln
EducationaN2015aNinaNggbhl 0.9

35 vNquantitativeNhybridizationNapproachNusingNflNyNvNmarkersNforNidentificationNandNclusteringN
analysisNofNRalstoniaNsolanacearumcNPlantnPathologyaN2015aNkiaNfglebfgmh 2.8 2

34 vNstatisticalNapproachNtoNquantitativeNdataNvalidationNfocusedNonNtheNassessmentNofNstudentsUN
perceptionsNaboutNbiotechnologycNSpringerPlusaN2013aNgaNink 8

33 yetectionNandNdiscriminationNofNcommonNbovineNmastitisbcausingNstreptococcicNVeterinaryn
MicrobiologyaN2013aNfkiaNhlebl 3.3 15

32 yraftNgenomeNsequenceNofN’rankiaNspcNstrainNQvhaNaNnitrogenbfixingNactinobacteriumNisolatedNfromN
theNrootNnoduleNofNvlnusNnitidacNGenomenAnnouncementsaN2013aNfaNeeefehfh 35

31 yraftNgenomeNsequenceNofN’rankiaNspcNstrainNxNhaNanNatypicalaNnoninfectiveNVNodbWNineffectiveNV’ixbWN
isolateNfromNxoriariaNnepalensiscNGenomenAnnouncementsaN2013aNfaNeeeemjfh 46

30 yisclosingNbiologyNteachersâ��NbeliefsNaboutNbiotechnologyNandNbiotechnologyNeducationcNTeachingn
andnTeachernEducationaN2012aNgmaNhkmbhmf 2.9 23

29 zvolutionaryNandNexperimentalNassessmentNofNnovelNmarkersNforNdetectionNofNXanthomonasN
euvesicatoriaNinNplantNsamplescNPLoSnONEaN2012aNlaNehlmhk 3.7 14

28 IncreasingNawarenessNaboutNantibioticNuseNandNresistanceoNaNhandsbonNprojectNforNhighNschoolN
studentscNPLoSnONEaN2012aNlaNeiiknn 3.7 17

27 MultidimensionalNanalysisNofNhighbschoolNstudentsUNperceptionsNaboutNbiotechnologycNJournalnofn
BiologicalnEducationaN2012aNikaNfgnbfhn 0.9 17

26 TheNwactericidalNzffectNofNSunlightcNAmericannBiologynTeacheraN2011aNlhaNjimbjjg 0.3 6

25 xhildrenâ��sNattitudesNtowardsNanimalsoNevidenceNfromNtheNROyzNTIvNprojectcNJournalnofnBiologicaln
EducationaN2011aNijaNfgfbfgm 0.9 12

24 InsightsNintoNphytoremediationNsolutionsNforNenvironmentalNrecoverycNRecentnPatentsnonn
BiotechnologyaN2011aNjaNgjbhn 2.2 4

23
IdentificationNofNXanthomonasNfragariaeaNXanthomonasNaxonopodisNpvcNphaseoliaNandNXanthomonasN
fuscansNsubspcNfuscansNwithNnovelNmarkersNandNusingNaNdotNblotNplatformNcoupledNwithNautomaticN
dataNanalysiscNAppliednandnEnvironmentalnMicrobiologyaN2011aNllaNjkfnbgm

4.8 8

22 NaturalNvntibioticsoNvNHandsbonNvctivityNonNGarlicUsNvntibioticNPropertiescNAmericannBiologynTeacheraN
2011aNlhaNhigbhik 0.3 5

21
vutomaticNanalysisNofNmacroarraysNimagescNAnnualnInternationalnConferencenofnthenIEEEnEngineeringn
innMedicinenandnBiologynSocietynIEEEnEngineeringninnMedicinenandnBiologynSocietynAnnualnInternationaln
ConferenceaN2010aNgefeaNkfggbj

0.9 5

20
vNGPUbbasedNcalculationNusingNtheNthreebdimensionalN’yTyNmethodNforNelectromagneticNfieldN
analysiscNAnnualnInternationalnConferencenofnthenIEEEnEngineeringninnMedicinenandnBiologynSocietynIEEEn
EngineeringninnMedicinenandnBiologynSocietynAnnualnInternationalnConferenceaN2010aNgefeaNhglbhe

0.9 13

19
vutomaticNdetectionNofNmolecularNmarkersNinNdigitalNimagescNAnnualnInternationalnConferencenofnthen
IEEEnEngineeringninnMedicinenandnBiologynSocietynIEEEnEngineeringninnMedicinenandnBiologynSocietyn
AnnualnInternationalnConferenceaN2009aNgeenaNklfebh

0.9 4
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18 yNvNsignaturebbasedNapproachesNforNbacterialNdetectionNandNidentificationcNSciencenofnthenTotaln
EnvironmentaN2009aNielaNhkifbjf 10.2 32

17 vNphylogenomicNanalysisNofNbacterialNhelixbturnbhelixNtranscriptionNfactorscNFEMSnMicrobiologyn
ReviewsaN2009aNhhaNiffbgn 15.1 26

16 ’icusNcaricaNLcoNMetabolicNandNbiologicalNscreeningcNFoodnandnChemicalnToxicologyaN2009aNilaNgmifbk 4.7 156

15 OnNtheNnatureNofNfurNevolutionoNaNphylogeneticNapproachNinNvctinobacteriacNBMCnEvolutionaryn
BiologyaN2008aNmaNfmj 3 18

14 ModulationNofN’rankiaNalniNvxNfiaNoxidativeNstressNresponseoNactivityaNexpressionNandNphylogenyNofN
catalasescNPhysiologianPlantarumaN2007aNfheaNijibikh 4.6 7

13 ReactiveNoxygenNspeciesNinNlegumeNandNactinorhizalNnitrogenbfixingNsymbiosesoNtheNmicrosymbiontâ��sN
responsesNtoNanNunfriendlyNreceptioncNPhysiologianPlantarumaN2007aNfheaNhiibhjk 4.6 21

12 vNnovelNapproachNforNtheNidentificationNofNbacterialNtaxabspecificNmolecularNmarkerscNLettersninn
AppliednMicrobiologyaN2007aNiiaNjekbfg 2.9 13

11 GenomeNcharacteristicsNofNfacultativelyNsymbioticN’rankiaNspcNstrainsNreflectNhostNrangeNandNhostN
plantNbiogeographycNGenomenResearchaN2007aNflaNlbfj 9.7 296

10 xloningNandNzxpressionNStudiesNofN’urfNandNxapN’NinN’rankiaNStrainNRihN2005aNgffbgfg

9 IdentificationNandNexpressionNstudiesNofNaNcatalaseNandNaNbifunctionalNcatalasebperoxidaseNinN’rankiaN
strainNRihcNPlantnandnSoilaN2003aNgjiaNljbmf 4.2 6

8 IdentificationNandNexpressionNstudiesNofNaNcatalaseNandNaNbifunctionalNcatalasebperoxidaseNinN’rankiaN
strainNRihN2003aNljbmf

7 xellNWallbvssociatedNProteinsNofN’rankiaN2002aNikmbikm

6 yNasebresistantNyNvNinNtheNextracellularNandNcellNwallbassociatedNfractionsNofN’rankiaNstrainsNRihN
andNxcIhcNCurrentnMicrobiologyaN2001aNigaNfkmblg 2.4 9

5 vNsimpleaNrapidNandNnonbdestructiveNprocedureNtoNextractNcellNwallbassociatedNproteinsNfromN’rankiacN
JournalnofnMicrobiologicalnMethodsaN2000aNhnaNflfbm 2.8 20

4 xasuarinab’rankiaNSymbiosesNbNMolecularNStudiesNofN’rankiaN2000aNijlbijm

3 RegenerationNofNtheNactinorhizalNplantNMyricaNgaleNLcNfromNepicotylNexplantscNPlantnScienceaN1998aN
fhjaNgehbgfe 5.3 4

2 yNaseNvctivitiesNofNtheNzxtracellularaNxellNWallbvssociatedaNandNxytoplasmicNProteinN’ractionsNofN
’rankiaNStrainNRihcNAppliednandnEnvironmentalnMicrobiologyaN1997aNkhaNijnlbn 4.8 9

1 GenotypingNandNepidemiologicalNmetadataNprovidesNnewNinsightsNintoNpopulationNstructureNofN
XanthomonasNisolatedNfromNwalnutNtrees 6

(-2009)
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