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change scenario. Journal of Integrative Agriculture, 2018, 17, 726-738

, Comparative genomic and transcriptomic analyses of Family-1 UDP glycosyltransferase in three .
3 Brassica species and Arabidopsis indicates stress-responsive regulation. Scientific Reports, 2018, 8, 1875 49 5

Soyisoflavone diversity in wild soybeans ( Glycine soja Sieb. & Zucc.) from the main centres of
diversity. Biochemical Systematics and Ecology, 2018, 77, 16-21

Functional characterization of naturally occurring wild soybean mutant (sg-5) lacking astringent

21 saponins using whole genome sequencing approach. Plant Science, 2018, 267, 148-156 53

10

Transcription factors WRKY11 and WRKY 17 are involved in abiotic stress responses in Arabidopsis.
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