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52 xharacterizationNofNGammabRaysbInducedNSpringNWheatNMutantsNforNMorphologicalNandNQualityN
TraitsNthroughNMultivariateNandNGTNwibPlotNvnalysiscNAgronomyaN2021aNffaNggmm 3.6 0

51 GeneticNarchitectureNofNwildNsoybeanNVGlycineNsojaNSiebcNandNZucccWNpopulationsNoriginatingNfromN
differentNzastNvsianNregionscNGeneticnResourcesnandnCropnEvolutionaN2021aNkmaNfjllbfjmm 2

50 InbyepthNGeneticNyiversityNandNPopulationNStructureNofNzndangeredNPeruvianNvmazonNRosewoodN
GermplasmNUsingNGenotypingNbyNSequencingNVGwSWNTechnologycNForestsaN2021aNfgaNfnl 2.8 2

49 xombinedNvpplicationNofNwiocharNandNwiocontrolNvgentsNznhancesNPlantNGrowthNandNvctivatesN
ResistanceNvgainstNMeloidogyneNincognitaNinNTomatocNGesundenPflanzenaN2021aNlhaNjnf 1.9 3

48 GenomebWideNIdentificationNandNzxpressionNProfilingNofNPotassiumNTransportbRelatedNGenesNinN
underNvbioticNStressesccNPlantsaN2021aNffaN 4.5 1

47 wiochemicalNadaptationNofNwildNandNcultivatedNsoybeanNagainstNtoxicityNofNleadNsaltscNEnvironmentaln
ToxicologynandnPharmacologyaN2020aNlnaNfehign 5.8 0

46 KoreanNWildNSoybeansNVGlycineNsojaNSiebNTNZucccWoNGeographicNyistributionNandNGermplasmN
xonservationcNAgronomyaN2020aNfeaNgfi 3.6 9

45 PhenotypicNxharacterizationNofNfmhNTurkishNxommonNweanNvccessionsNforNvgronomicaNTradingaNandN
xonsumerbPreferredNPlantNxharacteristicsNforNwreedingNPurposescNAgronomyaN2020aNfeaNglg 3.6 19

44 GMOsaNwiodiversityNandNzcosystemNProcessescNTopicsninnBiodiversitynandnConservationaN2020aNhbfl 0.2 7

43
yihydroquercetinNincreasesNtheNadaptiveNpotentialNofNwildNsoybeanNagainstNcopperNsulfateNandN
cadmiumNsulfateNtoxicitycNTurknTarimnVenOrmanciliknDergisi/TurkishnJournalnofnAgriculturenandn
ForestryaN2020aNiiaNingbinn

2.2 2

42 MolecularNcharacterizationNofNgeneticNdiversityNandNsimilarityNcentersNofNsafflowerNaccessionsNwithN
ISSRNmarkerscNRevistanBrasileiranDenBotanicaaN2020aNihaNfenbfgf 1.2 4

41 TransgenicNcropsNforNtheNagriculturalNimprovementNinNPakistanoNaNperspectiveNofNenvironmentalN
stressesNandNtheNcurrentNstatusNofNgeneticallyNmodifiedNcropscNGMnCropsnandnFoodaN2020aNffaNfbgn 2.7 14

40 InbsilicoNzxplorationNofNxhannelNTypeNandNzffluxNSiliconNTransportersNandNSilicificationNProteinsNinNmeN
SequencedNViridiplantaeNGenomescNPlantsaN2020aNnaN 4.5 2

39 yeterminationNofNSeNcontentNofNlmNsesameNaccessionsNwithNdifferentNgeographicalNorigincNJournalnofn
FoodnCompositionnandnAnalysisaN2020aNniaNfehkgf 4.1 1

38
InvestigationNofNmorphoagronomicNperformanceNandNselectionNindicesNinNtheNinternationalN
safflowerNpanelNforNbreedingNperspectivescNTurknTarimnVenOrmanciliknDergisi/TurkishnJournalnofn
AgriculturenandnForestryaN2020aNiiaNfehbfge

2.2 9

37 GenomebwideNidentificationNandNexpressionNanalysisNofNtwoNcomponentNsystemNgenesNinNxicerN
arietinumcNGenomicsaN2020aNffgaNfhlfbfhmh 4.3 12

36 GenomebwideNidentificationaNclassificationaNexpressionNprofilingNandNyNvNmethylationNVjmxWN
analysisNofNstressbresponsiveNZβPNtranscriptionNfactorsNinNriceNVOryzaNsativaNLcWcNGeneaN2019aNlfmaNfiiefm 3.8 5
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35 RibonucleaseNactivityNofNGlycineNmaxNandNGlycineNsojaNsproutsNasNaNmarkerNadaptationNtoNcopperN
sulphateNandNzincNsulphateNtoxicitycNBiochemicalnSystematicsnandnEcologyaN2019aNmhaNkkble 1.4 1

34 GenomebwideNanalysisNofNspatiotemporalNgeneNexpressionNpatternsNduringNfloralNorganN
developmentNinNwrassicaNrapacNMolecularnGeneticsnandnGenomicsaN2019aNgniaNfiehbfige 3.1 10

33 UncoveringNPhenotypicNyiversityNandNyvrTseqNMarkerNLociNvssociatedNwithNvntioxidantNvctivityNinN
xommonNweancNGenesaN2019aNffaN 4.2 13

32 PhytolithNβormationNinNPlantsoNβromNSoilNtoNxellcNPlantsaN2019aNmaN 4.5 33

31 InsightsNonNxalciumbyependentNProteinNKinasesNVxPKsWNSignalingNforNvbioticNStressNToleranceNinN
PlantscNInternationalnJournalnofnMolecularnSciencesaN2019aNgeaN 6.3 31

30 MobileNgenomicNelementNdiversityNinNworldNcollectionNofNsafflowerNVxarthamusNtinctoriusNLcWNpanelN
usingNiPwSbretrotransposonNmarkerscNPLoSnONEaN2019aNfiaNeegffnmj 3.7 21

29 vddressingNconcernsNoverNtheNfateNofNyNvNderivedNfromNgeneticallyNmodifiedNfoodNinNtheNhumanN
bodyoNvNreviewcNFoodnandnChemicalnToxicologyaN2019aNfgiaNighbihe 4.7 28

28
GenomebwideNidentificationNandNexpressionNanalysesNofNWRKYNtranscriptionNfactorNfamilyNmembersN
fromNchickpeaNVxicerNarietinumNLcWNrevealNtheirNroleNinNabioticNstressbresponsescNGenesnandnGenomicsaN
2019aNifaNiklbimf

2.1 32

27 GeneticallyNModifiedNPlantsoNRisksNtoNznvironmentN2019aNgembgfi

26 xharacterizationNofNxelluloseNSynthaseNvNVxzSvWNGeneNβamilyNinNzudicotscNBiochemicalnGeneticsaN
2019aNjlaNgimbglg 2.4 12

25 VanadiumNtoxicityNinNchickpeaNVxicerNarietinumNLcWNgrownNinNredNsoiloNzffectsNonNcellNdeathaNROSNandN
antioxidativeNsystemscNEcotoxicologynandnEnvironmentalnSafetyaN2018aNfjmaNfhnbfii 7 47

24 MechanismsNandNmolecularNapproachesNforNheatNtoleranceNinNriceNVOryzaNsativaNLcWNunderNclimateN
changeNscenariocNJournalnofnIntegrativenAgricultureaN2018aNflaNlgkblhm 3.2 39

23 xomparativeNgenomicNandNtranscriptomicNanalysesNofNβamilybfNUyPNglycosyltransferaseNinNthreeN
wrassicaNspeciesNandNvrabidopsisNindicatesNstressbresponsiveNregulationcNScientificnReportsaN2018aNmaNfmlj 4.9 52

22 SoyisoflavoneNdiversityNinNwildNsoybeansNVNGlycineNsojaNSiebcNTNZucccWNfromNtheNmainNcentresNofN
diversitycNBiochemicalnSystematicsnandnEcologyaN2018aNllaNfkbgf 1.4 9

21 βunctionalNcharacterizationNofNnaturallyNoccurringNwildNsoybeanNmutantNVsgbjWNlackingNastringentN
saponinsNusingNwholeNgenomeNsequencingNapproachcNPlantnScienceaN2018aNgklaNfimbfjk 5.3 10

20 TranscriptionNfactorsNWRKYffNandNWRKYflNareNinvolvedNinNabioticNstressNresponsesNinNvrabidopsiscN
JournalnofnPlantnPhysiologyaN2018aNggkaNfgbgf 3.6 45

19
PhysiologicalNandNanthocyaninNbiosynthesisNgenesNresponseNinducedNbyNvanadiumNstressNinNmustardN
genotypesNwithNdistinctNphotosyntheticNactivitycNEnvironmentalnToxicologynandnPharmacologyaN2018aN
kgaNgebgn

5.8 16

18 SignalNTransductionNinNPlanttNematodeNInteractionscNInternationalnJournalnofnMolecularnSciencesaN
2018aNfnaN 6.3 26
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17 IsoflavoneNprofileNdiversityNinNKoreanNwildNsoybeansNVNGlycineNsojaNSiebcNTNZucccWcNTurknTarimnVen
OrmanciliknDergisi/TurkishnJournalnofnAgriculturenandnForestryaN2018aNigaNgimbgkf 2.2 10

16 yNvNmolecularNmarkersNinNplantNbreedingoNcurrentNstatusNandNrecentNadvancementsNinNgenomicN
selectionNandNgenomeNeditingcNBiotechnologynandnBiotechnologicalnEquipmentaN2018aNhgaNgkfbgmj 1.6 272

15 GeneticNdiversityNassessmentNinNNicotianatabacumNLcNwithNiPwSbretrotransposonscNTurknTarimnVen
OrmanciliknDergisi/TurkishnJournalnofnAgriculturenandnForestryaN2018aNigaNfjibfki 2.2 15

14 MolecularNzlucidationNofNTwoNNovelNSeedNSpecificNβlavonoidNGlycosyltransferasesNinNSoybeanN2018aN
kfaNhgebhgn 4

13 xharacterizationNofNgeneticNdiversityNinNTurkishNcommonNbeanNgeneNpoolNusingNphenotypicNandN
wholebgenomeNyvrTseqbgeneratedNsilicoyvrTNmarkerNinformationcNPLoSnONEaN2018aNfhaNeegejhkh 3.7 29

12 WildNSoybeansoNvnNOpportunisticNResourceNforNSoybeanNImprovementN2018aN 5

11 LaurelNVLaurusNnobilisNLcWoNvNLessbKnownNMedicinalNPlantNtoNtheNWorldNwithNyiffusionaNGenomicsaN
PhenomicsaNandNMetabolomicsNforNGeneticNImprovementN2018aNkhfbkjh 3

10 GeneticNdiversityNandNpopulationNstructureNofNKoreanNwildNsoybeanNVNGlycineNsojaNSiebcNandNZucccWN
inferredNfromNmicrosatelliteNmarkerscNBiochemicalnSystematicsnandnEcologyaN2017aNlfaNmlbnk 1.4 15

9 GenomeNandNtranscriptomebwideNanalysesNofNcelluloseNsynthaseNgeneNsuperfamilyNinNsoybeancN
JournalnofnPlantnPhysiologyaN2017aNgfjaNfkhbflj 3.6 17

8 znvironmentalNimpactsNofNgeneticallyNmodifiedNplantsoNvNreviewcNEnvironmentalnResearchaN2017aNfjkaNmfmbmhh7.9 68

7 SystemsNIdentificationNandNxharacterizationNofNxellNWallNReassemblyNandNyegradationNRelatedN
GenesNinNGlycineNmaxNVLcWNMerillaNaNwioenergyNLegumecNScientificnReportsaN2017aNlaNfemkg 4.9 14

6 ImpactNonNenvironmentaNecosystemaNdiversityNandNhealthNfromNculturingNandNusingNGMOsNasNfeedN
andNfoodcNFoodnandnChemicalnToxicologyaN2017aNfelaNfembfgf 4.7 53

5 InbyepthNGenomicNandNTranscriptomicNvnalysisNofNβiveNKNTransporterNGeneNβamiliesNinNSoybeanN
xonfirmNTheirNyifferentialNzxpressionNforNNodulationcNFrontiersninnPlantnScienceaN2017aNmaNmei 6.2 21

4 RedoxNandNIonicNHomeostasisNRegulationsNagainstNOxidativeaNSalinityNandNyroughtNStressNinNWheatN
VvNSystemsNwiologyNvpproachWcNFrontiersninnGeneticsaN2017aNmaNfif 4.5 29

3 GenomebwideNcharacterizationNandNexpressionNpatternNofNauxinNresponseNfactorNVvRβWNgeneNfamilyN
inNsoybeanNandNcommonNbeancNGenesnandnGenomicsaN2016aNhmaNffkjbfflm 2.1 12

2 IdentificationNandNexpressionNprofilingNofNaNnewN˛†bamyrinNsynthaseNgeneNVGmwvShWNfromNsoybeancN
RussiannJournalnofnPlantnPhysiologyaN2016aNkhaNhmhbhne 1.6 6

1 GenomebwideNanalysisNofNβamilybfNUyPbglycosyltransferasesNinNsoybeanNconfirmsNtheirNabundanceN
andNvariedNexpressionNduringNseedNdevelopmentcNJournalnofnPlantnPhysiologyaN2016aNgekaNmlbnl 3.6 20
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