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k Paper IF Citations

246 offectsGofGagriculturalGactivitiesGonGenergyTcarbonTwaterGnexusGofGtheG–inghaiT₂ibetGzlateauUG
JournalgofgCleanergProductionSG2022SGZZXSGXYccc] 10.3 0

245
snsightsGintoGtheGgeneGandGproteinGstructuresGofGtheGmaSWoo₂GfamilyGmembersGinGchickpeaGOmicerG
arietinumPSGandGtheirGgeneGexpressionGpatternsGinGdifferentGorgansGunderGvariousGstressGandGabscisicG
acidGtreatmentsUUGGeneSG2022SGbXcSGX[_YXW

3.8 0

244 marbonGmetabolicGadjustmentGinGsoybeanGnodulesGinGresponseGtoGphosphateGlimitationdGkG
metaboliteGperspectiveUGEnvironmentalgandgExperimentalgBotanySG2022SGXc_SGXW[bXW 5.9 1

243
momparisonGofGmethaneGmetabolismGinGtheGrhizomicrobiomesGofGwildGandGrelatedGcultivatedGriceG
accessionsGrevealsGaGstrongGimpactGofGcropGdomesticationUGSciencegofgthegTotalgEnvironmentSG2022SG
bWZSGX]WXZX

10.2 1

242 krsenitedGtheGumpireGofGarsenateGperceptionGandGresponsesGinGplantsUUGTrendsgingPlantgScienceSG2022SG 13.1 1

241 offectsGofGglutathioneGonGwaterloggingTinducedGdamageGinGsesameGcropUGIndustrialgCropsgandg
ProductsSG2022SGXb]SGXX]WcY 5.9 0

240 StrategiesGforGagriculturalGproductionGmanagementGbasedGonGlandSGwaterGandGcarbonGfootprintsGonG
theG–inghaiT₂ibetGzlateauUGJournalgofgCleanergProductionSG2022SGXZY]_Z 10.3 0

239 ₂ranscriptomeGknalysisG evealsG olesGofGknthocyaninTGandGtasmonicGkcidTliosyntheticGzathwaysGinG
 apeseedGinG esponseGtoGrighGvightGStressUGInternationalgJournalgofgMoleculargSciencesSG2021SGYYSG 6.3 1

238 kdaptiveGwechanismsGofGralophytesGandG₂heirGzotentialGinGsmprovingGSalinityG₂oleranceGinGzlantsUG
InternationalgJournalgofgMoleculargSciencesSG2021SGYYSG 6.3 7

237 wYlaWGmodulatesGseedGgerminationGandGrootGsystemGdevelopmentGinUGIScienceSG2021SGY[SGXWZYYb 6.1 4

236 oxogenousGmelatoninGmitigatesGsalinityTinducedGdamageGinGoliveGseedlingsGbyGmodulatingGionG
homeostasisSGantioxidantGdefenseSGandGphytohormoneGbalanceUGPhysiologiagPlantarumSG2021SGXaZSGX_bYTX_c[4.6 9

235 SiliconGinGmitigationGofGabioticGstressTinducedGoxidativeGdamageGinGplantsUGCriticalgReviewsging
BiotechnologySG2021SG[XSGcXbTcZ[ 9.4 15

234 WildGriceGharborsGmoreGrootGendophyticGfungiGthanGcultivatedGriceGinGtheGpXGoffspringGafterG
crossbreedingUGBMCgGenomicsSG2021SGYYSGYab 4.5 1

233 andGShowGmontrastingG ootGwetabolicG esponsesGtoGnroughtUGFrontiersgingPlantgScienceSG2021SGXYSG_]YX[Z6.2 1

232 kntioxidantsGandGlioactiveGmompoundsGinGvicoriceG ootGoxtractGzotentiallyGmontributeGtoGsmprovingG
qrowthSGlulbG–ualityGandGYieldGofGynionGOPUGMoleculesSG2021SGY_SG 4.8 2

231 snfluenceGofGdifferentGtypesGofGexplantsGinGchickpeaGregenerationGusingGthidiazuronGseedTprimingUG
JournalgofgPlantgResearchSG2021SGXZ[SGXX[cTXX][ 2.6 0

230 qenomeTwideGidentificationSGcharacterizationGandGexpressionGprofilesGofGtheGgeneGfamilyGinGspeciesUG
3gBiotechSG2021SGXXSGY[c 2.8 1
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229 qenotypeTGandGtissueTspecificGphysiologicalGandGbiochemicalGchangesGofGtwoGchickpeaGOmicerG
arietinumPGvarietiesGfollowingGaGrapidGdehydrationUGPhysiologiagPlantarumSG2021SGXaYSGXbYYTXbZ[ 4.6 1

228 nrivingGpactorGknalysisGofGocosystemGServiceGlalanceGforGWatershedGwanagementGinGtheGvancangG
 iverGValleySGSouthwestGmhinaUGLandSG2021SGXWSG]YY 3.5 2

227  iceGdomesticationGinfluencesGtheGcompositionGandGfunctionGofGtheGrhizosphereGbacterialG
chemotaxisGsystemsUGPlantgandgSoilSG2021SG[__SGbXTcc 4.2 1

226 ristidineGuinasesdGniverseGpunctionsGinGzlantGnevelopmentGandG esponsesGtoGonvironmentalG
monditionsUGAnnualgReviewgofgPlantgBiologySG2021SGaYSGYcaTZYZ 30.7 1

225 zhosphateGorGnitrateGimbalanceGinducesGstrongerGmolecularGresponsesGthanGcombinedGnutrientG
deprivationGinGrootsGandGleavesGofGchickpeaGplantsUGPlantvgCellgandgEnvironmentSG2021SG[[SG]a[T]ca 8.4 8

224 kceticGacidGimprovesGdroughtGacclimationGinGsoybeandGanGintegrativeGresponseGofGphotosynthesisSG
osmoregulationSGmineralGuptakeGandGantioxidantGdefenseUGPhysiologiagPlantarumSG2021SGXaYSGZZ[TZ]W 4.6 16

223 momparativeGeffectsGofGascobinGandGglutathioneGonGcopperGhomeostasisGandGoxidativeGstressG
metabolismGinGmitigationGofGcopperGtoxicityGinGriceUGPlantgBiologySG2021SGYZGSupplGXSGX_YTX_c 3.7 5

222 qlutathioneGimprovesGriceGtoleranceGtoGsubmergencedGinsightsGintoGitsGphysiologicalGandGbiochemicalG
mechanismsUGJournalgofgBiotechnologySG2021SGZY]SGXWcTXXb 3.7 5

221
yverexpressionGofGqmwYlX[GimprovesGhighTdensityGyieldGandGdroughtGtoleranceGofGsoybeanG
throughGregulatingGplantGarchitectureGmediatedGbyGtheGbrassinosteroidGpathwayUGPlantg
BiotechnologygJournalSG2021SGXcSGaWYTaX_

11.6 18

220
welatoninGalleviatesGdroughtGimpactGonGgrowthGandGessentialGoilGyieldGofGlemonGverbenaGbyG
enhancingGantioxidantGresponsesSGmineralGbalanceSGandGabscisicGacidGcontentUGPhysiologiagPlantarumSG
2021SGXaYSGXZ_ZTXZa]

4.6 12

219 ₂heGnroughtTwediatedGSoybeanGqmxkmWb]GpunctionsGasGaGzositiveG egulatorGofGzlantG esponseGtoG
SalinityUGInternationalgJournalgofgMoleculargSciencesSG2021SGYYSG 6.3 2

218 StrigolactonesGregulateGarsenateGuptakeSGvacuolarTsequestrationGandGantioxidantGdefenseG
responsesGtoGresistGarsenicGtoxicityGinGriceGrootsUGJournalgofgHazardousgMaterialsSG2021SG[X]SGXY]]bc 12.8 5

217 SiliconTmediatedGheatGtoleranceGinGhigherGplantsdGkGmechanisticGoutlookUGPlantgPhysiologygandg
BiochemistrySG2021SGX__SGZ[XTZ[a 5.4 4

216 kceticGacidGimprovesGdroughtGacclimationGinGsoybeandGanGintegrativeGresponseGofGphotosynthesisSG
osmoregulationSGmineralGuptakeGandGantioxidantGdefenseUGPhysiologiagPlantarumSG2020SGXaYSGZZ[ 4.6 3

215 xaturalGzroductsSG₂raditionalGUsesGandGzharmacologicalGkctivitiesGofGtheGqenusGOliebersteiniaceaePUG
PlantsSG2020SGcSG 4.5 3

214
momparativeGwetabolomeGandG₂ranscriptomeGknalysesGofGSusceptibleGksparagusGofficinalisGandG
 esistantGWildGkUGkiusianusG evealGsnsightsGintoGStemGllightGniseaseG esistanceUGPlantgandgCellg
PhysiologySG2020SG_XSGX[_[TX[a_

4.9 4

213 ₂heG Y ZTwYlGtranscriptionGfactorGktwYl[cGmodulatesGsaltGtoleranceGinGkrabidopsisGbyG
modulatingGtheGcuticleGformationGandGantioxidantGdefenceUGPlantvgCellgandgEnvironmentSG2020SG[ZSGXcY]TXc[Z8.4 28

212 reatGSensingGandGvipidG eprogramingGasGaGSignalingGSwitchGforGreatGStressG esponsesGinGWheatUG
PlantgandgCellgPhysiologySG2020SG_XSGXZccTX[Wa 4.9 14

(2020-2021)
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211 wYlGSuperfamilyGinGdGovidenceGforGrormoneTwediatedGoxpressionGzrofilesSGvargeGoxpansionSGandG
punctionsGinG ootGrairGnevelopmentUGBiomoleculesSG2020SGXWSG 5.9 8

210  esearchGkdvancesGofGleneficialGwicrobiotaGkssociatedGwithGmropGzlantsUGInternationalgJournalgofg
MoleculargSciencesSG2020SGYXSG 6.3 19

209 klteringGzlantGkrchitectureGtoGsmproveGzerformanceGandG esistanceUGTrendsgingPlantgScienceSG2020SG
Y]SGXX][TXXaW 13.1 23

208 ₂ranscriptomeGknalysisG evealsGzotentialG olesGofGkbscisicGkcidGandGzolyphenolsGinGkdaptationGofG
toGoxtremeGonvironmentalGmonditionsGinGtheG–inghaiT₂ibetanGzlateauUGBiomoleculesSG2020SGXWSG 5.9 3

207 zhytohormonesGregulateGconvergentGandGdivergentGresponsesGbetweenGindividualGandGcombinedG
droughtGandGpathogenGinfectionUGCriticalgReviewsgingBiotechnologySG2020SG[WSGZYWTZ[W 9.4 20

206 momparativeGfunctionalGanalysesGofGnWk pX[GandGuk  susxGsxSoxSs₂sVo´ YGinGdroughtGadaptationG
ofGkrabidopsisGthalianaUGPlantgJournalSG2020SGXWZSGXXXTXYa 6.9 19

205 SalicylicGacidGantagonizesGseleniumGphytotoxicityGinGricedGseleniumGhomeostasisSGoxidativeGstressG
metabolismGandGmethylglyoxalGdetoxificationUGJournalgofgHazardousgMaterialsSG2020SGZc[SGXYY]aY 12.8 32

204 xegativeG olesGofGStrigolactoneT elatedGSwXv_SGaGandGbGzroteinsGinGnroughtG esistanceGinUG
BiomoleculesSG2020SGXWSG 5.9 17

203 reterologousGoxpressionGofGaGSoybeanGqeneGmonferredGsmprovedGnroughtG esistanceGofG
₂ransgenicUGPlantsSG2020SGcSG 4.5 1

202 kssessmentGofGbiochemicalGandGphysiologicalGparametersGofGdurumGwheatGgenotypesGatGtheG
seedlingGstageGduringGpolyethyleneGglycolTinducedGwaterGstressUGPlantgGrowthgRegulationSG2020SGcYSGbXTcZ3.2 11

201 ₂ypeGYmGzroteinGzhosphatasesGinGzlantGSignalingGzathwaysGunderGkbioticGStressG2020SG_aTbY

200 xkmG₂ranscriptionGpactorsGinGnroughtGandGSalinityG₂oleranceUGSignalinggandgCommunicationgingPlantsSG
2020SGZ]XTZ__ 1 4

199 snsightsGintoGacetateTmediatedGcopperGhomeostasisGandGantioxidantGdefenseGinGlentilGunderG
excessiveGcopperGstressUGEnvironmentalgPollutionSG2020SGY]bSGXXZ][[ 9.3 23

198 ₂ranscriptionalGfactorGdatabasesGforGlegumeGplantsG2020SGXXZXTXXZ_

197
yverexpressionGofGqmW sXbGinGsoybeanGstablyGimprovesGplantGarchitectureGandGassociatedGyieldG
parametersSGandGincreasesGtotalGseedGoilGproductionGunderGfieldGconditionsUGPlantgBiotechnologyg
JournalSG2020SGXbSGX_ZcTX_[X

11.6 12

196 ssGxTfeedbackGinvolvedGinGtheGregulationGofGnitrogenaseGactivityGinGwedicagoGtruncatulaiUGJournalgofg
PlantgNutritiongandgSoilgScienceSG2020SGXbZSG[YT[] 2.3 1

195 mommunityGstructuresGofGtheGrhizomicrobiomesGofGcultivatedGandGwildGsoybeansGinGtheirGcontinuousG
croppingUGMicrobiologicalgResearchSG2020SGYZYSGXY_ZcW 5.3 15

194 tasmonicGkcidGatGtheGmrossroadsGofGzlantGsmmunityGandGVirulenceUGInternationalgJournalgofgMolecularg
SciencesSG2020SGYXSG 6.3 8
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193 noesGuarrikinGSignalingGShapeGtheG hizomicrobiomeGviaGtheGStrigolactoneGliosyntheticGzathwayiUG
TrendsgingPlantgScienceSG2020SGY]SGXXb[TXXba 13.1 3

192 nifferentGstrategiesGofGstrigolactoneGandGkarrikinGsignalsGinGregulatingGtheGresistanceGofGtoG
waterTdeficitGstressUGPlantgSignalinggandgBehaviorSG2020SGX]SGXabcZYX 2.5 3

191 ₂heGcompositionsGofGrhizosphereGmicrobiomesGofGwildGandGcultivatedGsoybeansGchangedGfollowingG
theGhybridizationGofGtheirGpXGandGpYGgenerationsUGEuropeangJournalgofgSoilgBiologySG2020SGXWXSGXWZY[c 2.9 4

190 onhancingGSaltG₂oleranceGofGzlantsdGpromGwetabolicG eprogrammingGtoGoxogenousGmhemicalG
₂reatmentsGandGwolecularGkpproachesUGCellsSG2020SGcSG 7.9 25

189 zhysicalGandGbiochemicalGpropertiesGofGXWGwildGalmondGOkmygdalusGscopariaPGaccessionsGnaturallyG
grownGinGsranUGFoodgBioscienceSG2020SGZaSGXWWaYX 4.9 6

188 sntegrativeGomicGandGtransgenicGanalysesGrevealGtheGpositiveGeffectGofGultravioletTlGirradiationGonG
salvianolicGacidGbiosynthesisGthroughGupregulationGofGSmxkmXUGPlantgJournalSG2020SGXW[SGabXTacc 6.9 7

187 ₂heGoastGksianGWinterGwonsoonGkctsGasGaGwajorGSelectiveGpactorGinGtheGsntraspecificGnifferentiationG
ofGnroughtT₂olerantGinGxorthwestGmhinaUGPlantsSG2020SGcSG 4.5 3

186
₂heGqk₂kGqeneGpamilyGinGmhickpeadGStructureGknalysisGandG₂ranscriptionalG esponsesGtoGkbscisicG
kcidGandGnehydrationG₂reatmentsG evealedGzotentialGqenesGsnvolvedGinGnroughtGkdaptationUG
JournalgofgPlantgGrowthgRegulationSG2020SGZcSGX_[aTX__W

4.7 9

185 reatGstressGeffectsGonGsourceTsinkGrelationshipsGandGmetabolomeGdynamicsGinGwheatUGJournalgofg
ExperimentalgBotanySG2020SGaXSG][ZT]][ 7 36

184 m sSz VmascTlasedGqeneGoditingGinGSoybeanUGMethodsgingMoleculargBiologySG2020SGYXWaSGZ[cTZ_[ 1.4 8

183 momparativeGstudyGofGtheGmycorrhizalGrootGtranscriptomesGofGwildGandGcultivatedGriceGinGresponseGtoG
theGpathogenGwagnaportheGoryzaeUGRiceSG2019SGXYSGZ] 5.8 20

182 nivergentGmetabolicGadjustmentsGinGnodulesGareGindispensableGforGefficientGxGfixationGofGsoybeanG
underGphosphateGstressUGPlantgScienceSG2019SGYbcSGXXWY[c 5.3 6

181
wechanisticGinsightsGintoGenhancedGtoleranceGofGearlyGgrowthGofGalfalfaGOwedicagoGsativaGvUPGunderG
lowGwaterGpotentialGbyGseedTprimingGwithGascorbicGacidGorGpolyethyleneGglycolGsolutionUGIndustrialg
CropsgandgProductsSG2019SGXZaSG[Z_T[[]

5.9 10

180 klleviationGofGtheGeffectGofGsalinityGonGgrowthGandGyieldGofGstrawberryGbyGfoliarGsprayGofG
seleniumTnanoparticlesUGEnvironmentalgPollutionSG2019SGY]ZSGY[_TY]b 9.3 94

179 m sSz VmascTmediatedGtargetedGmutagenesisGofGqmSzvcGgenesGaltersGplantGarchitectureGinG
soybeanUGBMCgPlantgBiologySG2019SGXcSGXZX 5.3 68

178 snsightGintoGsaltGtoleranceGmechanismsGofGtheGhalophyteGkchrasGsapotadGanGimportantGfruitGtreeGforG
agricultureGinGcoastalGareasUGProtoplasmaSG2019SGY]_SGXbXTXcX 3.4 23

177 noGmytokininsGandGStrigolactonesGmrosstalkGduringGnroughtGkdaptationiUGTrendsgingPlantgScienceSG
2019SGY[SG__cT_aY 13.1 17

176 kceticGaciddGaGcostTeffectiveGagentGforGmitigationGofGseawaterTinducedGsaltGtoxicityGinGmungGbeanUG
ScientificgReportsSG2019SGcSGX]Xb_ 4.9 28

(2019-2020)
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175 lioimagingGstructuralGsignaturesGofGtheGoomyceteGpathogenGSclerosporaGgraminicolaGinGpearlGmilletG
usingGdifferentGmicroscopicGtechniquesUGScientificgReportsSG2019SGcSGX]Xa] 4.9 4

174 ₂heGSoybeanGqmxkmWXcG₂ranscriptionGpactorGwediatesGnroughtG₂oleranceGinGinGanGkbscisicG
kcidTnependentGwannerUGInternationalgJournalgofgMoleculargSciencesSG2019SGYXSG 6.3 11

173 zlantGresponsesGtoGlowToxygenGstressdGsnterplayGbetweenG ySGandGxyGsignalingGpathwaysUG
EnvironmentalgandgExperimentalgBotanySG2019SGX_XSGXZ[TX[Y 5.9 10

172 ₂heG Y ZTwYlG₂ranscriptionGpactorGwYl[cG egulatesGmadmiumGkccumulationUGPlantgPhysiologySG
2019SGXbWSG]YcT][Y 6.6 69

171 mrosstalkGbetweenGtheGcytokininGandGwkXYGsignalingGpathwaysGinGgrowthGandGcallusGformationGofG
krabidopsisGthalianaUGBiochemicalgandgBiophysicalgResearchgCommunicationsSG2019SG]XXSGZWWTZW_ 3.4 4

170 octopicGoxpressionGofGonhancesGnroughtG₂oleranceGandGklkGSensitivityGinUGBiomoleculesSG2019SGcSG 5.9 10

169 snteractiveGoffectsGofGSalicylicGkcidGandGxitricGyxideGinGonhancingG iceG₂oleranceGtoGmadmiumGStressUG
InternationalgJournalgofgMoleculargSciencesSG2019SGYWSG 6.3 37

168
yverexpressionGofGqmxkmWb]GenhancesGdroughtGtoleranceGinGkrabidopsisGbyGregulatingG
glutathioneGbiosynthesisSGredoxGbalanceGandGglutathioneTdependentGdetoxificationGofGreactiveG
oxygenGspeciesGandGmethylglyoxalUGEnvironmentalgandgExperimentalgBotanySG2019SGX_XSGY[YTY][

5.9 30

167
nifferentialGresponsesGofGmolecularGmechanismsGandGphysiochemicalGcharactersGinGwildGandG
cultivatedGsoybeansGagainstGinvasionGbyGtheGpathogenicGpusariumGoxysporumGSchltdlUGPhysiologiag
PlantarumSG2019SGX__SGXWWbTXWY]

4.6 9

166 ₂heGm sSz VmascGsystemGandGitsGapplicationsGinGcropGgenomeGeditingUGCriticalgReviewsging
BiotechnologySG2019SGZcSGZYXTZZ_ 9.4 56

165
oxtractsGfromGYeastGandGmarrotG ootsGonhanceGwaizeGzerformanceGunderGSeawaterTsnducedGSaltG
StressGbyGklteringGzhysioTliochemicalGmharacteristicsGofGStressedGzlantsUGJournalgofgPlantgGrowthg
RegulationSG2019SGZbSGc__Tcac

4.7 44

164 SalicylicGacidGmodulatesGcuttingTinducedGphysiologicalGandGbiochemicalGresponsesGtoGdelayG
senescenceGinGtwoGgerberaGcultivarsUGPlantgGrowthgRegulationSG2019SGbaSGY[]TY]_ 3.2 10

163
qanodermaGapplanatumTmediatedGgreenGsynthesisGofGsilverGnanoparticlesdGStructuralG
characterizationSGandGinGvitroGandGinGvivoGbiomedicalGandGagrochemicalGpropertiesUGArabiangJournalgofg
ChemistrySG2019SGXYSGXXWbTXXYW

5.9 65

162 moTevolutionaryGassociationsGbetweenGrootTassociatedGmicrobiomesGandGrootGtranscriptomesGinG
wildGandGcultivatedGriceGvarietiesUGPlantgPhysiologygandgBiochemistrySG2018SGXYbSGXZ[TX[X 5.4 12

161 qrassGandGmaizeGvegetationGsystemsGrestoreGsalineTsodicGsoilsGinGtheGSongnenGzlainGofGnortheastG
mhinaUGLandgDegradationgandgDevelopmentSG2018SGYcSGXXWaTXXXc 4.4 35

160 vegumeGgeneticGresourcesGandGtranscriptomeGdynamicsGunderGabioticGstressGconditionsUGPlantvgCellg
andgEnvironmentSG2018SG[XSGXcaYTXcbZ 8.4 52

159
momparativeGanalysisGofGtheGrootGtranscriptomesGofGcultivatedGandGwildGriceGvarietiesGinGresponseGtoG
wagnaportheGoryzaeGinfectionGrevealedGbothGcommonGandGspeciesTspecificGpathogenGresponsesUG
RiceSG2018SGXXSGY_

5.8 22

158 ₂heGsoybeanGtranscriptionGfactorGqmxkmWb]GenhancesGdroughtGtoleranceGinGkrabidopsisUG
EnvironmentalgandgExperimentalgBotanySG2018SGX]XSGXYTYW 5.9 42
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157 wethylglyoxalGTGaGsignalingGmoleculeGinGplantGabioticGstressGresponsesUGFreegRadicalgBiologygandg
MedicineSG2018SGXYYSGc_TXWc 7.8 66

156 qenomeGeditingGusingGm sSz VmascTtargetedGmutagenesisdGknGopportunityGforGyieldGimprovementsG
ofGcropGplantsGgrownGunderGenvironmentalGstressesUGPlantgPhysiologygandgBiochemistrySG2018SGXZXSGZXTZ_ 5.4 51

155 nifferentGmechanismsGofG₂richodermaGvirensTmediatedGresistanceGinGtomatoGagainstGpusariumGwiltG
involveGtheGjasmonicGandGsalicylicGacidGpathwaysUGMoleculargPlantgPathologySG2018SGXcSGbaWTbbY 5.7 108

154 kdaptiveGwechanismsGofGSoybeanGqrownGonGSaltTkffectedGSoilsUGLandgDegradationgandgDevelopmentSG
2018SGYcSGXW][TXW_[ 4.4 37

153
₂heGuseGofGmetabolomicGquantitativeGtraitGlocusGmappingGandGosmoticGadjustmentGtraitsGforGtheG
improvementGofGcropGyieldsGunderGenvironmentalGstressesUGSeminarsgingCellgandgDevelopmentalg
BiologySG2018SGbZSGb_Tc[

7.5 41

152 wetabolomicsGandG₂ranscriptomicsGinGvegumesGUnderGzhosphateGneficiencyGinG elationGtoGxitrogenG
pixationGbyG ootGxodulesUGFrontiersgingPlantgScienceSG2018SGcSGcYY 6.2 24

151 mellularGandGSubcellularGzhosphateG₂ransportGwachineryGinGzlantsUGInternationalgJournalgofg
MoleculargSciencesSG2018SGXcSG 6.3 19

150 momputationalGwodelingGofGtheGStaphylococcalGonterotoxinsGandG₂heirGsnteractionGwithGxaturalG
kntitoxinGmompoundsUGInternationalgJournalgofgMoleculargSciencesSG2018SGXcSG 6.3 15

149 SaltGstressGtoleranceGmechanismsGandGpotentialGapplicationsGofGlegumesGforGsustainableGreclamationG
ofGsaltTdegradedGsoilsUGLandgDegradationgandgDevelopmentSG2018SGYcSGZbXYTZbYY 4.4 49

148 smpactGofGdomesticationGonGtheGevolutionGofGrhizomicrobiomeGofGriceGinGresponseGtoGtheGpresenceGofG
wagnaportheGoryzaeUGPlantgPhysiologygandgBiochemistrySG2018SGXZYSGX]_TX_] 5.4 15

147 StrigolactonesGinGplantGadaptationGtoGabioticGstressesdGknGemergingGavenueGofGplantGresearchUGPlantvg
CellgandgEnvironmentSG2018SG[XSGYYYaTYY[Z 8.4 73

146 zretreatmentGofGseedsGwithGthidiazuronGdelimitsGitsGnegativeGeffectsGonGexplantsGandGpromotesG
regenerationGinGchickpeaGOmicerGarietinumGvUPUGPlantgCellvgTissuegandgOrgangCultureSG2018SGXZZSGXWZTXX[ 2.7 11

145
murrentGunderstandingGofGpatternTtriggeredGimmunityGandGhormoneTmediatedGdefenseGinGriceG
OyryzaGsativaPGinGresponseGtoGwagnaportheGoryzaeGinfectionUGSeminarsgingCellgandgDevelopmentalg
BiologySG2018SGbZSGc]TXW]

7.5 22

144
zhysiologicalGandGbiochemicalGmodificationsGbyGpostharvestGtreatmentGwithGsodiumGnitroprussideG
extendGvaseGlifeGofGcutGflowersGofGtwoGgerberaGcultivarsUGPostharvestgBiologygandgTechnologySG2018SG
XZaSGXTb

6.2 20

143 ₂itaniumGnioxideGxanoparticlesGsmproveGqrowthGandGonhanceG₂oleranceGofGlroadGleanGzlantsG
underGSalineGSoilGmonditionsUGLandgDegradationgandgDevelopmentSG2018SGYcSGXW_]TXWaZ 4.4 141

142 wycorrhizalGfungalGcommunityGstructureGinGtropicalGhumidGsoilsGunderGfallowGandGcroppingG
conditionsUGScientificgReportsSG2018SGbSGXaW_X 4.9 7

141
qenomeTWideGsdentificationGofGtheG₂mzG₂ranscriptionGpactorGpamilyGinGmhickpeaGOmicerGarietinumGvUPG
andG₂heirG₂ranscriptionalG esponsesGtoGnehydrationGandGoxogenousGkbscisicGkcidG₂reatmentsUG
JournalgofgPlantgGrowthgRegulationSG2018SGZaSGXYb_TXYcc

4.7 4

140
sdentificationSGStructuralGmharacterizationGandGqeneGoxpressionGknalysisGofGwembersGofGtheGxuclearG
pactorTYGpamilyGinGmhickpeaGOGvUPGunderGnehydrationGandGkbscisicGkcidG₂reatmentsUGInternationalg
JournalgofgMoleculargSciencesSG2018SGXcSG

6.3 11

(2018-2018)
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139
SalicylicGkcidTwediatedGonhancementGofGzhotosynthesisGkttributesGandGkntioxidantGmapacityG
montributesGtoGYieldGsmprovementGofGwaizeGzlantsGUnderGSaltGStressUGJournalgofgPlantgGrowthg
RegulationSG2018SGZaSGXZXbTXZZW

4.7 66

138 punctionGofGtheGevolutionarilyGconservedGplantGmethionineTSTsulfoxideGreductaseGwithoutG
the´ catalyticGresidueUGProtoplasmaSG2018SGY]]SGXa[XTXa]W 3.4 2

137 offectsGofGoverproducedGethyleneGonGtheGcontentsGofGotherGphytohormonesGandGexpressionGofGtheirG
keyGbiosyntheticGgenesUGPlantgPhysiologygandgBiochemistrySG2018SGXYbSGXaWTXaa 5.4 12

136 zhenotypicalSGphysiologicalGandGbiochemicalGanalysesGprovideGinsightGintoGseleniumTinducedG
phytotoxicityGinGriceGplantsUGChemosphereSG2017SGXabSGYXYTYYZ 8.4 81

135 ₂heGIS₂kYTq ooxIGtraitGandGphytohormoneGsignalingGnetworksGinGplantsGunderGheatGstressUGPlantg
CellgReportsSG2017SGZ_SGXWWcTXWY] 5.1 97

134 momparativeGtranscriptomeGanalysisGofGnodulesGofGtwoGwesorhizobiumTchickpeaGassociationsGwithG
differentialGsymbioticGefficiencyGunderGphosphateGdeficiencyUGPlantgJournalSG2017SGcXSGcXXTcY_ 6.9 26

133 ssolationGandGcharacterizationGofGmepaYSGaGnaturalGalliospirosideGkSGfromGshallotGOklliumGcepaGvUG
kggregatumGgroupPGwithGanticancerGactivityUGPlantgPhysiologygandgBiochemistrySG2017SGXX_SGX_aTXaZ 5.4 21

132 mytokininGSignalingGinGzlantG esponseGtoGkbioticGStressesG2017SGaXTXWW 8

131 oxogenousGqlutathioneGwodulatesGSalinityG₂oleranceGofGSoybeanG[qlycineGmaxGOvUPGwerrill]GatG
 eproductiveGStageUGJournalgofgPlantgGrowthgRegulationSG2017SGZ_SGbaaTbbb 4.7 46

130 offectsGofGothyleneGonGSeedGqerminationGofGralophyteGzlantsGUnderGSaltGStressUGMethodsging
MoleculargBiologySG2017SGX]aZSGY]ZTY]c 1.4 6

129 wechanismsGandGstrategiesGofGplantGdefenseGagainstGlotrytisGcinereaUGCriticalgReviewsging
BiotechnologySG2017SGZaSGY_YTYa[ 9.4 99

128 ₂heGkarrikinGreceptorGuksYGpromotesGdroughtGresistanceGinGkrabidopsisGthalianaUGPLoSgGeneticsSG
2017SGXZSGeXWWaWa_ 6 87

127 SargassumGmuticumGandGtaniaGrubensGregulateGaminoGacidGmetabolismGtoGimproveGgrowthGandG
alleviateGsalinityGinGchickpeaUGScientificgReportsSG2017SGaSGXW]Za 4.9 40

126
smpactGofGsaltTinducedGtoxicityGonGgrowthGandGyieldTpotentialGofGlocalGwheatGcultivarsdGoxidativeG
stressGandGionGtoxicityGareGamongGtheGmajorGdeterminantsGofGsaltTtolerantGcapacityUGChemosphereSG
2017SGXbaSGZb]TZc[

8.4 56

125 ₂ranscriptionGpactorsGinGtatrophaUGCompendiumgofgPlantgGenomesSG2017SG[aT_W 0.8 1

124 othanolGonhancesGrighTSalinityGStressG₂oleranceGbyGnetoxifyingG eactiveGyxygenGSpeciesGinGandG
 iceUGFrontiersgingPlantgScienceSG2017SGbSGXWWX 6.2 47

123 momparativeGknalysisGofGtheGmombinedGoffectsGofGnifferentGWaterGandGzhosphateGvevelsGonGqrowthG
andGliologicalGxitrogenGpixationGofGxineGmowpeaGVarietiesUGFrontiersgingPlantgScienceSG2017SGbSGYXXX 6.2 22

122 ₂ranscriptionGpactorsGandG₂heirG olesGinGSignalG₂ransductionGinGzlantsGunderGkbioticGStressesUG
CurrentgGenomicsSG2017SGXbSG[bZT[ca 2.6 86
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121 kdaptationGtoGzhosphateGStressGbyGxYTpixingGvegumesdGvessonsGtoGvearnGfromGtheGwodelGwedicagoG
truncatulaG2017SGXb]TYW]

120
kdaptationGofGtheGsymbioticGwesorhizobiumTchickpeaGrelationshipGtoGphosphateGdeficiencyGreliesG
onGreprogrammingGofGwholeTplantGmetabolismUGProceedingsgofgthegNationalgAcademygofgSciencesgofg
thegUnitedgStatesgofgAmericaSG2016SGXXZSGo[_XWTc

11.5 49

119
yawkXYGofGyrobancheGaegyptiacaGandGkrabidopsisGktwkXYGshareGconservedGfunctionsGinGbothG
developmentGandGdroughtGresponsesUGBiochemicalgandgBiophysicalgResearchgCommunicationsSG2016SG
[abSG]YXT_

3.4 16

118 ssolationGandGevaluationGofGproteolyticGactinomyceteGisolatesGasGnovelGinducersGofGpearlGmilletG
downyGmildewGdiseaseGprotectionUGScientificgReportsSG2016SG_SGZWabc 4.9 30

117 ₂heGYinTYangGofGmytokininGromeostasisGandGnroughtGkcclimationVkdaptationUGTrendsgingPlantg
ScienceSG2016SGYXSG][bT]]W 13.1 56

116
oxpressionGanalysesGofGsoybeanGgenesGencodingGmethionineT TsulfoxideGreductaseGunderGvariousG
conditionsGsuggestGaGpossibleGroleGinGtheGadaptationGtoGstressUGAppliedgBiologicalgChemistrySG2016SG
]cSG_bXT_ba

2.9 8

115
krabidopsisGtypeGlGcytokininGresponseGregulatorsGk  XSGk  XWSGandGk  XYGnegativelyGregulateG
plantGresponsesGtoGdroughtUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaSG2016SGXXZSGZWcWT]

11.5 118

114 nissectionGofG₂richodermaGlongibrachiatumTinducedGdefenseGinGonionGOklliumGcepaGvUPGagainstG
pusariumGoxysporumGfUGspUGcepaGbyGtargetGmetaboliteGprofilingUGPlantgScienceSG2016SGY[_SGXYbTXZb 5.3 91

113 zlantGproteinGphosphatasesGYmdGfromGgenomicGdiversityGtoGfunctionalGmultiplicityGandGimportanceGinG
stressGmanagementUGCriticalgReviewsgingBiotechnologySG2016SGZ_SGXWYZTXWZ] 9.4 55

112 wultifacetedGrolesGofGaquaporinsGasGmolecularGconduitsGinGplantGresponsesGtoGabioticGstressesUG
CriticalgReviewsgingBiotechnologySG2016SGZ_SGZbcTcb 9.4 42

111 ₂heGmontributionGofGluckwheatGqeneticG esourcesGtoGrealthGandGnietaryGniversityUGCurrentg
GenomicsSG2016SGXaSGXcZTYW_ 2.6 33

110 zlantG–ualityGsmprovementGandGxutrigenomicsUGCurrentgGenomicsSG2016SGXaSGX]ZT[ 2.6 1

109 smpactsGofGzrimingGwithGSiliconGonGtheGqrowthGandG₂oleranceGofGwaizeGzlantsGtoGklkalineGStressUG
FrontiersgingPlantgScienceSG2016SGaSGY[Z 6.2 130

108 xitricGyxideGwitigatesGSaltGStressGbyG egulatingGvevelsGofGysmolytesGandGkntioxidantGonzymesGinG
mhickpeaUGFrontiersgingPlantgScienceSG2016SGaSGZ[a 6.2 304

107 qeneticGongineeringdGkGzromisingG₂oolGtoGongenderGzhysiologicalSGliochemicalSGandGwolecularG
StressG esilienceGinGqreenGwicroalgaeUGFrontiersgingPlantgScienceSG2016SGaSG[WW 6.2 45

106 wethylglyoxaldGknGomergingGSignalingGwoleculeGinGzlantGkbioticGStressG esponsesGandG₂oleranceUG
FrontiersgingPlantgScienceSG2016SGaSGXZ[X 6.2 121

105 oxogenousG₂rehaloseG₂reatmentGonhancesGtheGkctivitiesGofGnefenseT elatedGonzymesGandG₂riggersG
 esistanceGagainstGnownyGwildewGniseaseGofGzearlGwilletUGFrontiersgingPlantgScienceSG2016SGaSGX]cZ 6.2 37

104 NymicsNGandGzlantG esponsesGtoUGFrontiersgingPlantgScienceSG2016SGaSGX_]b 6.2 49

(2016-2017)
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103 onhancementGofGzlantGzroductivityGinGtheGzostTqenomicsGoraUGCurrentgGenomicsSG2016SGXaSGYc]T_ 2.6 29

102 onhancementGofGdownyGmildewGdiseaseGresistanceGinGpearlGmilletGbyGtheGq_appaGbioactiveG
compoundGproducedGbyGqanodermaGapplanatumUGPlantgPhysiologygandgBiochemistrySG2016SGXW]SGXWcTXXa 5.4 14

101 rydrogenGperoxideGprimingGmodulatesGabioticGoxidativeGstressGtolerancedGinsightsGfromG ySG
detoxificationGandGscavengingUGFrontiersgingPlantgScienceSG2015SG_SG[YW 6.2 389

100 zhosphorusGhomeostasisGinGlegumeGnodulesGasGanGadaptiveGstrategyGtoGphosphorusGdeficiencyUGPlantg
ScienceSG2015SGYZcSGZ_T[Z 5.3 93

99 zhysiologicalGandGbiochemicalGmechanismsGassociatedGwithGtrehaloseTinducedGcopperTstressG
toleranceGinGriceUGScientificgReportsSG2015SG]SGXX[ZZ 4.9 99

98 xitricGoxideGmediatesGhydrogenGperoxideTGandGsalicylicGacidTinducedGsaltGtoleranceGinGriceGOyryzaG
sativaGvUPGseedlingsUGPlantgGrowthgRegulationSG2015SGaaSGY_]TYaa 3.2 76

97  egulationGofGzhotosynthesisGduringGkbioticGStressTsnducedGzhotoinhibitionUGMoleculargPlantSG2015SG
bSGXZW[TYW 14.4 383

96 noesGolevatedGmyYGzrovideG ealGlenefitsGforGxYTpixingGveguminousGSymbiosesiG2015SGbcTXXY 2

95 kGtransposableGelementGinGaGxkmGgeneGisGassociatedGwithGdroughtGtoleranceGinGmaizeGseedlingsUG
NaturegCommunicationsSG2015SG_SGbZY_ 17.4 237

94 kreGkarrikinsGinvolvedGinGplantGabioticGstressGresponsesiUGTrendsgingPlantgScienceSG2015SGYWSG]Z]Tb 13.1 19

93  oleGofGothyleneGandGstsGmrossG₂alkGwithGytherGSignalingGwoleculesGinGzlantG esponsesGtoGreavyG
wetalGStressUGPlantgPhysiologySG2015SGX_cSGaZTb[ 6.6 124

92
smprovementGofGgrowthSGfruitGweightGandGearlyGblightGdiseaseGprotectionGofGtomatoGplantsGbyG
rhizosphereGbacteriaGisGcorrelatedGwithGtheirGbeneficialGtraitsGandGinducedGbiosynthesisGofG
antioxidantGperoxidaseGandGpolyphenolGoxidaseUGPlantgScienceSG2015SGYZXSG_YTaZ

5.3 130

91
nifferentialGoxpressionGofG₂woTmomponentGSystemâ�� elatedGnroughtT esponsiveGqenesGinG₂woG
montrastingGnroughtT₂olerantGSoybeanGmultivarsGn₂]XGandGw₂naYWGUnderGWellTWateredGandG
nroughtGmonditionsUGPlantgMoleculargBiologygReporterSG2015SGZZSGX]ccTX_XW

1.7 7

90 rydrogenGsulfideGmodulatesGcadmiumTinducedGphysiologicalGandGbiochemicalGresponsesGtoGalleviateG
cadmiumGtoxicityGinGriceUGScientificgReportsSG2015SG]SGX[Wab 4.9 164

89 ₂heGovolutionaryGristoryGofG Y ZTwYlGzroteinsGkcrossG]WGoukaryotesdGxewGsnsightsGsntoGSubfamilyG
mlassificationGandGoxpansionUGScientificgReportsSG2015SG]SGXXWZa 4.9 61

88 natabasesGofG₂ranscriptionGpactorsGinGvegumesG2015SGbXaTbYY 3

87
morrelationGbetweenGdifferentialGdroughtGtolerabilityGofGtwoGcontrastingGdroughtTresponsiveG
chickpeaGcultivarsGandGdifferentialGexpressionGofGaGsubsetGofGmaxkmGgenesGunderGnormalGandG
dehydrationGconditionsUGFrontiersgingPlantgScienceSG2015SG_SG[[c

6.2 14

86
momparativeGanalysisGofGrootGtranscriptomesGfromGtwoGcontrastingGdroughtTresponsiveGWilliamsGbYG
andGn₂YWWbGsoybeanGcultivarsGunderGnormalGandGdehydrationGconditionsUGFrontiersgingPlantgScienceSG
2015SG_SG]]X

6.2 29
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85
rydrogenGSulfideG egulatesGSaltG₂oleranceGinG iceGbyGwaintainingGxaORPVuORPGlalanceSGwineralG
romeostasisGandGyxidativeGwetabolismGUnderGoxcessiveGSaltGStressUGFrontiersgingPlantgScienceSG2015SG
_SGXW]]

6.2 117

84 putureGliotechnologyGofGvegumesUGAgronomySG2015SGY_]TZWa 0.8 3

83 n₂YWWbdGaGpromisingGnewGgeneticGresourceGforGimprovedGdroughtGtoleranceGinGsoybeanGwhenGsolelyG
dependentGonGsymbioticGxYGfixationUGBioMedgResearchgInternationalSG2015SGYWX]SG_baYXZ 3 26

82 klleviationGofGcadmiumGtoxicityGinGlrassicaGjunceaGvUGOmzernUGMGmossUPGbyGcalciumGapplicationGinvolvesG
variousGphysiologicalGandGbiochemicalGstrategiesUGPLoSgONESG2015SGXWSGeWXX[]aX 3.7 175

81  olesGofGqibberellinsGandGkbscisicGkcidGinG egulatingGqerminationGofGSuaedaGsalsaGnimorphicGSeedsG
UnderGSaltGStressUGFrontiersgingPlantgScienceSG2015SG_SGXYZ] 6.2 45

80 zositiveGregulatoryGroleGofGstrigolactoneGinGplantGresponsesGtoGdroughtGandGsaltGstressUGProceedingsg
ofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG2014SGXXXSGb]XT_ 11.5 370

79 klkGcontrolGofGplantGmacroelementGmembraneGtransportGsystemsGinGresponseGtoGwaterGdeficitGandG
highGsalinityUGNewgPhytologistSG2014SGYWYSGZ]T[c 9.8 217

78 wechanismsGofGphysiologicalGadjustmentGofGxYGfixationGinGmicerGarietinumGvUGOchickpeaPGduringGearlyG
stagesGofGwaterGdeficitdGsingleGorGmultiTfactorGcontrolsUGPlantgJournalSG2014SGacSGc_[TbW 6.9 33

77 yverexpressionGofGktn olXnGtranscriptionGfactorGimprovesGdroughtGtoleranceGinGsoybeanUG
MoleculargBiologygReportsSG2014SG[XSGacc]TbWWb 2.8 37

76
nifferentialGexpressionGanalysisGofGaGsubsetGofGqmxkmGgenesGinGshootsGofGtwoGcontrastingG
droughtTresponsiveGsoybeanGcultivarsGn₂]XGandGw₂naYWGunderGnormalGandGdroughtGconditionsUG
MoleculargBiologygReportsSG2014SG[XSG]]_ZTc

2.8 16

75 xTfeedbackGregulationGisGsynchronizedGwithGnoduleGcarbonGalterationGinGwedicagoGtruncatulaGunderG
excessiveGnitrateGorGlowGphosphorusGconditionsUGJournalgofgPlantgPhysiologySG2014SGXaXSG[WaTXW 3.6 21

74 UnderstandingGplantGresponsesGtoGphosphorusGstarvationGforGimprovementGofGplantGtoleranceGtoG
phosphorusGdeficiencyGbyGbiotechnologicalGapproachesUGCriticalgReviewsgingBiotechnologySG2014SGZ[SGX_TZW9.4 63

73 punctionalGanalysisGofGwaterGstressTresponsiveGsoybeanGqmxkmWWZGandGqmxkmWW[GtranscriptionG
factorsGinGlateralGrootGdevelopmentGinGarabidopsisUGPLoSgONESG2014SGcSGeb[bb_ 3.7 34

72 qenomeTwideGidentificationGandGexpressionGanalysisGofGtheGmaxkmGfamilyGmembersGinGchickpeaG
duringGdevelopmentSGdehydrationGandGklkGtreatmentsUGPLoSgONESG2014SGcSGeXX[XWa 3.7 43

71  esponseGofGplantsGtoGwaterGstressUGFrontiersgingPlantgScienceSG2014SG]SGb_ 6.2 740

70 ovaluationGofGdroughtGtoleranceGofGtheGVietnameseGsoybeanGcultivarsGprovidesGpotentialGresourcesG
forGsoybeanGproductionGandGgeneticGengineeringUGBioMedgResearchgInternationalSG2014SGYWX[SGbWcaZ_ 3 24

69 kpproachesGforGenhancementGofGxâ��GfixationGefficiencyGofGchickpeaGOmicerGarietinumGvUPGunderG
limitingGnitrogenGconditionsUGPlantgBiotechnologygJournalSG2014SGXYSGZbaTca 11.6 29

68 ₂ranscriptionGpactorsGinGkbioticGStressG esponsesdG₂heirGzotentialsGinGmropGsmprovementG2014SGZZaTZ__ 5

(2014-2015)
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67
krabidopsisGkrzYSGkrzZSGandGkrz]GhistidineGphosphotransferGproteinsGfunctionGasGredundantG
negativeGregulatorsGofGdroughtGstressGresponseUGProceedingsgofgthegNationalgAcademygofgSciencesgofg
thegUnitedgStatesgofgAmericaSG2013SGXXWSG[b[WT]

11.5 137

66 mharacterizationGofGrhizosphereGfungiGthatGmediateGresistanceGinGtomatoGagainstGbacterialGwiltG
diseaseUGJournalgofgExperimentalgBotanySG2013SG_[SGZbYcT[Y 7 133

65 SensingGtheGenvironmentdGkeyGrolesGofGmembraneTlocalizedGkinasesGinGplantGperceptionGandG
responseGtoGabioticGstressUGJournalgofgExperimentalgBotanySG2013SG_[SG[[]T]b 7 274

64 SystemsGbiologyTbasedGapproachesGtowardGunderstandingGdroughtGtoleranceGinGfoodGcropsUGCriticalg
ReviewsgingBiotechnologySG2013SGZZSGYZTZc 9.4 135

63 momparativeGknalysisGofGtheGSymbioticGofficiencyGofGwedicagoGtruncatulaGandGwedicagoGsativaG
underGzhosphorusGneficiencyUGInternationalgJournalgofgMoleculargSciencesSG2013SGX[SG]XcbTYXZ 6.3 26

62 ksparaginedGanGamideGofGparticularGdistinctionGinGtheGregulationGofGsymbioticGnitrogenGfixationGofG
legumesUGCriticalgReviewsgingBiotechnologySG2013SGZZSGZWcTYa 9.4 58

61 qenomeTwideGanalysisGofGZmn olGgenesGandGtheirGassociationGwithGnaturalGvariationGinGdroughtG
toleranceGatGseedlingGstageGofGZeaGmaysGvUGPLoSgGeneticsSG2013SGcSGeXWWZacW 6 173

60
mharacterizationGofGtheGnewlyGdevelopedGsoybeanGcultivarGn₂YWWbGinGrelationGtoGtheGmodelGvarietyG
WbYGrevealsGaGnewGgeneticGresourceGforGcomparativeGandGfunctionalGgenomicsGforGimprovedG
droughtGtoleranceUGBioMedgResearchgInternationalSG2013SGYWXZSGa]c_]a

3 15

59 nifferentialGexpressionGanalysisGofGaGsubsetGofGdroughtTresponsiveGqmxkmGgenesGinGtwoGsoybeanG
cultivarsGdifferingGinGdroughtGtoleranceUGInternationalgJournalgofgMoleculargSciencesSG2013SGX[SGYZbYbT[X 6.3 31

58 ₂heGauxinGresponseGfactorGtranscriptionGfactorGfamilyGinGsoybeandGgenomeTwideGidentificationGandG
expressionGanalysesGduringGdevelopmentGandGwaterGstressUGDNAgResearchSG2013SGYWSG]XXTY[ 4.5 101

57
₂ree₂pnldGanGintegrativeGdatabaseGofGtheGtranscriptionGfactorsGfromGsixGeconomicallyGimportantG
treeGcropsGforGfunctionalGpredictionsGandGcomparativeGandGfunctionalGgenomicsUGDNAgResearchSG2013
SGYWSGX]XT_Y

4.5 23

56 qrowthGandGnodulationGofGsymbioticGwedicagoGtruncatulaGatGdifferentGlevelsGofGphosphorusG
availabilityUGJournalgofgExperimentalgBotanySG2013SG_[SGYaWXTXY 7 82

55 niversityGofGplantGmethionineGsulfoxideGreductasesGlGandGevolutionGofGaGformGspecificGforGfreeG
methionineGsulfoxideUGPLoSgONESG2013SGbSGe_]_Za 3.7 23

54 snteractionGofGbrassinosteroidsGandGpolyaminesGenhancesGcopperGstressGtoleranceGinGraphanusG
sativusUGJournalgofgExperimentalgBotanySG2012SG_ZSG]_]cTa] 7 117

53 mytokininsdGmetabolismGandGfunctionGinGplantGadaptationGtoGenvironmentalGstressesUGTrendsgingPlantg
ScienceSG2012SGXaSGXaYTc 13.1 377

52 ₂ranscriptionGpactorsGsnvolvedGinGonvironmentalGStressG esponsesGinGzlantsG2012SGYacTYc] 1

51 lenefitsGofGbrassinosteroidGcrosstalkUGTrendsgingPlantgScienceSG2012SGXaSG]c[T_W] 13.1 232

50 zotentialsGtowardGgeneticGengineeringGofGdroughtTtolerantGsoybeanUGCriticalgReviewsging
BiotechnologySG2012SGZYSGZ[cT_Y 9.4 72
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49 nifferentialGgeneGexpressionGinGsoybeanGleafGtissuesGatGlateGdevelopmentalGstagesGunderGdroughtG
stressGrevealedGbyGgenomeTwideGtranscriptomeGanalysisUGPLoSgONESG2012SGaSGe[c]YY 3.7 133

48 righerGplantGcytochromeGb]GpolypeptidesGmodulateGfattyGacidGdesaturationUGPLoSgONESG2012SGaSGeZXZaW 3.7 28

47  egulatoryGrolesGofGcytokininsGandGcytokininGsignalingGinGresponseGtoGpotassiumGdeficiencyGinG
krabidopsisUGPLoSgONESG2012SGaSGe[aaca 3.7 77

46 montributionGofGgenomicsGtoGgeneGdiscoveryGinGplantGabioticGstressGresponsesUGMoleculargPlantSG2012SG
]SGXXa_Tb 14.4 47

45 ovaluationGofGcandidateGreferenceGgenesGforGnormalizationGofGquantitativeG ₂Tzm GinGsoybeanG
tissuesGunderGvariousGabioticGstressGconditionsUGPLoSgONESG2012SGaSGe[_[ba 3.7 101

44 ₂ranscriptomeGanalysesGofGaGsaltTtolerantGcytokininTdeficientGmutantGrevealGdifferentialGregulationG
ofGsaltGstressGresponseGbyGcytokininGdeficiencyUGPLoSgONESG2012SGaSGeZYXY[ 3.7 112

43 mhromiumGstressGmitigationGbyGpolyamineTbrassinosteroidGapplicationGinvolvesGphytohormonalGandG
physiologicalGstrategiesGinG aphanusGsativusGvUGPLoSgONESG2012SGaSGeZZYXW 3.7 127

42 sdentificationGandGexpressionGanalysisGofGcytokininGmetabolicGgenesGinGsoybeanGunderGnormalGandG
droughtGconditionsGinGrelationGtoGcytokininGlevelsUGPLoSgONESG2012SGaSGe[Y[XX 3.7 82

41 zhytosterolsdGperspectivesGinGhumanGnutritionGandGclinicalGtherapyUGCurrentgMedicinalgChemistrySG
2011SGXbSG[]]aT_a 4.3 43

40 vossGofGpolyTUqkwwkUTglutamicGkcidGSynthesisGofGlacillusGsubtilisGOnattoPGnueGtoGsS[lsuXG
₂ranslocationGtoGswrkGqeneUGFoodgSciencegandgTechnologygResearchSG2011SGXaSG[[aT[]X 0.8 4

39
knalysisGofGcytokininGmutantsGandGregulationGofGcytokininGmetabolicGgenesGrevealsGimportantG
regulatoryGrolesGofGcytokininsGinGdroughtSGsaltGandGabscisicGacidGresponsesSGandGabscisicGacidG
biosynthesisUGPlantgCellSG2011SGYZSGYX_cTbZ

11.6 464

38 zrogressGstudiesGofGdroughtTresponsiveGgenesGinGriceUGPlantgCellgReportsSG2011SGZWSGYcaTZXW 5.1 209

37 qenomeTwideGsurveyGandGexpressionGanalysisGofGtheGplantTspecificGxkmGtranscriptionGfactorGfamilyGinG
soybeanGduringGdevelopmentGandGdehydrationGstressUGDNAgResearchSG2011SGXbSGY_ZTa_ 4.5 278

36
krabidopsisGmysYVrisYGzincTfingerGproteinsGkZpXGandGkZpYGnegativelyGregulateGabscisicG
acidTrepressiveGandGauxinTinducibleGgenesGunderGabioticGstressGconditionsUGPlantgPhysiologySG2011SG
X]aSGa[YT]_

6.6 116

35 snGsilicoGanalysisGofGtranscriptionGfactorGrepertoiresGandGpredictionGofGstressTresponsiveGtranscriptionG
factorsGfromGsixGmajorGgramineaeGplantsUGDNAgResearchSG2011SGXbSGZYXTZY 4.5 38

34 SzsxnvYSGaGnegativeGregulatorGofGgibberellicGacidGsignalingSGisGinvolvedGinGtheGplantGabioticGstressG
responseUGPlantgPhysiologySG2011SGX]aSGXcWWTXZ 6.6 77

33 qenomeTwideGexpressionGprofilingGofGsoybeanGtwoTcomponentGsystemGgenesGinGsoybeanGrootGandG
shootGtissuesGunderGdehydrationGstressUGDNAgResearchSG2011SGXbSGXaTYc 4.5 94

32  oleGofGcytokininGresponsiveGtwoTcomponentGsystemGinGklkGandGosmoticGstressGsignalingsUGPlantg
SignalinggandgBehaviorSG2010SG]SGX[bT]W 2.5 87

(2010-2012)
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31 sdentificationGandGpredictionGofGabioticGstressGresponsiveGtranscriptionGfactorsGinvolvedGinGabioticG
stressGsignalingGinGsoybeanUGPlantgSignalinggandgBehaviorSG2010SG]SGY]]Ta 2.5 42

30 vegume₂pnldGanGintegrativeGdatabaseGofGqlycineGmaxSGvotusGjaponicusGandGwedicagoGtruncatulaG
transcriptionGfactorsUGBioinformaticsSG2010SGY_SGYcWTX 7.2 66

29 nifferentialGexpressionGofGisoflavoneGbiosyntheticGgenesGinGsoybeanGduringGwaterGdeficitsUGPlantgandg
CellgPhysiologySG2010SG]XSGcZ_T[b 4.9 86

28 zotentialGutilizationGofGxkmGtranscriptionGfactorsGtoGenhanceGabioticGstressGtoleranceGinGplantsGbyG
biotechnologicalGapproachUGGMgCropsSG2010SGXSGZYTc 156

27 kminoGacidsGconferringGherbicideGresistanceGinGtobaccoGacetohydroxyacidGsynthaseUGGMgCropsSG2010SG
XSG_YTa 5

26 kGplatformGforGfunctionalGpredictionGandGcomparativeGanalysesGofGtranscriptionGfactorsGofGlegumesG
andGbeyondUGPlantgSignalinggandgBehaviorSG2010SG]SG]]WTY 2.5 14
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