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Silicon-mediated heat tolerance in higher plants: A mechanistic outlook. Plant Physiology and

217" Biochemistry, 2021, 166, 341-347 54 4

Acetic acid improves drought acclimation in soybean: an integrative response of photosynthesis,
osmoregulation, mineral uptake and antioxidant defense. Physiologia Plantarum, 2020, 172, 334

L Natural Products, Traditional Uses and Pharmacological Activities of the Genus (Biebersteiniaceae).
215 plants, 2020, 9, 45 3
Comparative Metabolome and Transcriptome Analyses of Susceptible Asparagus officinalis and
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