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l Paper IF Citations

138 wlevenLgrandLchallengesLinLsingleYcellLdataLscienceZLGenomedBiologyXL2020XLdcXLec 18.3 274

137 wngineeredLuR{SPRYuascdaLvariantsLwithLincreasedLactivitiesLandLimprovedLtargetingLrangesLforL
geneXLepigeneticLandLbaseLeditingZLNaturedBiotechnologyXL2019XLeiXLdihYdjd 44.5 235

136 snLsPγtwuesYuaskLbaseLeditorLwithLminimizedLbystanderLandLoffYtargetLactivitiesZLNatured
BiotechnologyXL2018XLehXLkiiYkjd 44.5 224

135 {nLvivoLuR{SPRLeditingLwithLnoLdetectableLgenomeYwideLoffYtargetLmutationsZLNatureXL2018XLghcXLfchYfck50.4 202

134 zighlyLefficientLtherapeuticLgeneLeditingLofLhumanLhematopoieticLstemLcellsZLNaturedMedicineXL2019
XLdgXLiihYije 50.5 197

133 slgorithmicsLandLapplicationsLofLtreeLandLgraphLsearchingL2002XL 180

132 miRandolalLextracellularLcirculatingLmicroRΔssLdatabaseZLPLoSdONEXL2012XLiXLefiijh 3.7 129

131 vrugYtargetLinteractionLpredictionLthroughLdomainYtunedLnetworkYbasedLinferenceZLBioinformaticsXL
2013XLdkXLdbbfYj 7.2 124

130 sssessmentLofLcomputationalLmethodsLforLtheLanalysisLofLsingleYcellLsTsuYseqLdataZLGenomed
BiologyXL2019XLdbXLdfc 18.3 97

129 TherapeuticLbaseLeditingLofLhumanLhematopoieticLstemLcellsZLNaturedMedicineXL2020XLdhXLgegYgfc 50.5 84

128 vissectingLhematopoieticLandLrenalLcellLheterogeneityLinLadultLzebrafishLatLsingleYcellLresolutionL
usingLRΔsLsequencingZLJournaldofdExperimentaldMedicineXL2017XLdcfXLdjigYdjji 16.6 82

127 {mmunosuppressionLbyLmonocyticLmyeloidYderivedLsuppressorLcellsLinLpatientsLwithLpancreaticL
ductalLcarcinomaLisLorchestratedLbyLSTsTeL2019XLiXLdgg 81

126 TheLneurologyLofLcoeliacLdiseaseLinLchildhoodlLwhatLisLtheLevidenceqLsLsystematicLreviewLandL
metaYanalysisZLDevelopmentaldMedicinedanddChilddNeurologyXL2010XLgdXLibbYi 3.3 80

125 sLsubgraphLisomorphismLalgorithmLandLitsLapplicationLtoLbiochemicalLdataZLBMCdBioinformaticsXL
2013XLcfLSupplLiXLSce 3.6 77

124 VariantYawareLsaturatingLmutagenesisLusingLmultipleLuaskLnucleasesLidentifiesLregulatoryLelementsL
atLtraitYassociatedLlociZLNaturedGeneticsXL2017XLfkXLhdgYhef 36.3 73

123 PSwΔc˛�wkXLsPPsweXLandLsPγwfLuonferLvisparateLPhenotypesLinLzumanLiPSuYverivedLMicrogliaZL
StemdCelldReportsXL2019XLceXLhhkYhje 8 64

122 wnhancingLdensityYbasedLclusteringlLParameterLreductionLandLoutlierLdetectionZLInformationd
SystemsXL2013XLejXLeciYeeb 2.7 63
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121
PYTLmathcal{S}mathcal{z}mathcal{γ}mathcal{Q}LUTvUlLsLProbabilisticLwxtensionLofLTL
mathcal{S}mathcal{z}mathcal{γ}mathcal{Q}LUTvULforLProbabilisticLγntologiesLinLtheLSemanticLWebZL
LecturedNotesdindComputerdScienceXL2002XLjhYki

0.9 55

120 S{yMslLaLsetYcoverYbasedLinexactLgraphLmatchingLalgorithmZLJournaldofdBioinformaticsdandd
ComputationaldBiologyXL2010XLjXLckkYdcj 1 49

119 TelemedicineLandLVirtualLRealityLforLuognitiveLRehabilitationlLsLRoadmapLforLtheLuγV{vYckL
PandemicZLFrontiersdindNeurologyXL2020XLccXLkdh 4.1 49

118 ToolsLandLcollaborativeLenvironmentsLforLbioinformaticsLresearchZLBriefingsdindBioinformaticsXL2011XL
cdXLgfkYhc 13.4 46

117 miRandolaLdbcilLaLcuratedLknowledgeLbaseLofLnonYinvasiveLbiomarkersZLNucleicdAcidsdResearchXL
2018XLfhXLvegfYvegk 20.1 44

116 VariabilityLinLtheLincidenceLofLmiRΔssLandLgenesLinLfragileLsitesLandLtheLroleLofLrepeatsLandLupyL
islandsLinLtheLdistributionLofLgeneticLmaterialZLPLoSdONEXL2010XLgXLeccchh 3.7 43

115 {ntegratedLdesignXLexecutionXLandLanalysisLofLarrayedLandLpooledLuR{SPRLgenomeYeditingL
experimentsZLNaturedProtocolsXL2018XLceXLkfhYkjh 18.8 42

114 wxtracellularLVesiclesLMediateLMesenchymalLStromalLuellYvependentLRegulationLofLtLuellLP{e Ys TL
SignalingLPathwayLandLsctinLuytoskeletonZLFrontiersdindImmunologyXL2019XLcbXLffh 8.4 39

113 ncPredlLncRΔsYviseaseLsssociationLPredictionLthroughLTripartiteLΔetworkYtasedL{nferenceZL
FrontiersdindBioengineeringdanddBiotechnologyXL2014XLdXLic 5.8 39

112 S{ΔylLsubgraphLsearchLinLnonYhomogeneousLgraphsZLBMCdBioinformaticsXL2010XLccXLkh 3.6 34

111 wxtracellularLcirculatingLviralLmicroRΔsslLcurrentLknowledgeLandLperspectivesZLFrontiersdindGeneticsXL
2013XLfXLcdb 4.5 32

110 PrimevesignLsoftwareLforLrapidLandLsimplifiedLdesignLofLprimeLeditingLguideLRΔssZLNatured
CommunicationsXL2021XLcdXLcbef 17.4 32

109 sLnovelLcomputationalLmethodLforLinferringLcompetingLendogenousLinteractionsZLBriefingsdind
BioinformaticsXL2017XLcjXLcbicYcbjc 13.4 31

108 vTYWeblLaLwebYbasedLapplicationLforLdrugYtargetLinteractionLandLdrugLcombinationLpredictionL
throughLdomainYtunedLnetworkYbasedLinferenceZLBMCdSystemsdBiologyXL2015XLkLSupplLeXLSf 3.5 30

107 uR{SPRLprimeLeditingLwithLribonucleoproteinLcomplexesLinLzebrafishLandLprimaryLhumanLcellsZL
NaturedBiotechnologyXL2021XL 44.5 30

106 miRYSynthlLaLcomputationalLresourceLforLtheLdesignLofLmultiYsiteLmultiYtargetLsyntheticLmiRΔssZL
NucleicdAcidsdResearchXL2014XLfdXLgfchYdg 20.1 28

105 ResponseLtoLNUnexpectedLmutationsLafterLuR{SPRYuaskLeditingLinLvivoNZLNaturedMethodsXL2018XLcgXLdejYdek21.6 25

104 RecommendationLTechniquesLforLvrugYTargetL{nteractionLPredictionLandLvrugLRepositioningZL
MethodsdindMoleculardBiologyXL2016XLcfcgXLffcYhd 1.4 24
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103 miRYwdiTarlLaLdatabaseLofLpredictedLsYtoY{LeditedLmiRΔsLtargetLsitesZLBioinformaticsXL2012XLdjXLechhYj 7.2 23

102 PostYtranscriptionalLknowledgeLinLpathwayLanalysisLincreasesLtheLaccuracyLofLphenotypesL
classificationZLOncotargetXL2016XLiXLgfgidYgfgjd 3.3 23

101 γnLtheLVariableLγrderingLinLSubgraphL{somorphismLslgorithmsZLIEEEuACMdTransactionsdond
ComputationaldBiologydanddBioinformaticsXL2017XLcfXLckeYdbe 3 22

100 sLknowledgeLbaseLforLtheLdiscoveryLofLfunctionXLdiagnosticLpotentialLandLdrugLeffectsLonLcellularL
andLextracellularLmiRΔssZLBMCdGenomicsXL2014XLcgLSupplLeXLSf 4.5 21

99 ysSγß{ΔwlLaLyreedyLsndLStochasticLalgorithmLforLoptimalLßocalLmultipleLalignmentLofL{nteractionL
ΔwtworksZLPLoSdONEXL2014XLkXLekjigb 3.7 21

98 uomprehensiveLreconstructionLandLvisualizationLofLnonYcodingLregulatoryLnetworksLinLhumanZL
FrontiersdindBioengineeringdanddBiotechnologyXL2014XLdXLhk 5.8 20

97 sgingYsssociatedLslterationsLinLMammaryLwpitheliaLandLStromaLRevealedLbyLSingleYuellLRΔsL
SequencingZLCelldReportsXL2020XLeeXLcbjghh 10.6 19

96 yRsPwSlLaLsoftwareLforLparallelLsearchingLonLbiologicalLgraphsLtargetingLmultiYcoreLarchitecturesZL
PLoSdONEXL2013XLjXLeihkcc 3.7 18

95 PredictionLofLhumanLtargetsLforLviralYencodedLmicroRΔssLbyLthermodynamicsLandLempiricalL
constraintsZLJournaldofdRnaidanddGenedSilencingXL2010XLhXLeikYjg 18

94 TranscriptionLfactorLcompetitionLatLtheL˛‡YglobinLpromotersLcontrolsLhemoglobinLswitchingZLNatured
GeneticsXL2021XLgeXLgccYgdb 36.3 18

93 uR{SPRYSURxlLdiscoveringLregulatoryLelementsLbyLdeconvolutionLofLuR{SPRLtilingLscreenLdataZL
NaturedMethodsXL2018XLcgXLkkdYkke 21.6 17

92 {mpactLofLyeneticLVariationLonLuR{SPRYuasLTargetingZLCRISPRdJournalXL2018XLcXLcgkYcib 2.5 16

91 ThreeLsubtypesLofLlungLcancerLfibroblastsLdefineLdistinctLtherapeuticLparadigmsZLCancerdCellXL2021XL
ekXLcgecYcgfiZecb 24.3 16

90 uomputationalLdesignLofLartificialLRΔsLmoleculesLforLgeneLregulationZLMethodsdindMoleculardBiologyXL
2015XLcdhkXLekeYfcd 1.4 16

89 γuvtlLaLdatabaseLcollectingLgenesXLmiRΔssLandLdrugsLforLobsessiveYcompulsiveLdisorderZL
Database:dthedJournaldofdBiologicaldDatabasesdanddCurationXL2015XLdbcgXLbavbhk 5 15

88 uR{SPRitzlLrapidXLhighYthroughputLandLvariantYawareLinLsilicoLoffYtargetLsiteLidentificationLforL
uR{SPRLgenomeLeditingZLBioinformaticsXL2020XLehXLdbbcYdbbj 7.2 15

87 smpUM{lLdesignLandLanalysisLofLuniqueLmolecularLidentifiersLforLdeepLampliconLsequencingZL
BioinformaticsXL2018XLefXLidbdYidcb 7.2 15

86 wnhancingLyraphLvatabaseL{ndexingLbyLSuffixLTreeLStructureZLLecturedNotesdindComputerdScienceXL
2010XLckgYdbe 0.9 14
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85 sLuodeLofLwthicsLforLyeneLvriveLResearchZLCRISPRdJournalXL2021XLfXLckYdf 2.5 14

84 sLknowledgeLbaseLforLVitisLviniferaLfunctionalLanalysisZLBMCdSystemsdBiologyXL2015XLkLSupplLeXLSg 3.5 13

83 ΔetMatchStarlLanLenhancedLuytoscapeLnetworkLquerying´ appZLFwvvvResearchXL2015XLfXLfik 3.6 13

82 M{vulasslLmicroarrayLdataLclassificationLbyLassociationLrulesLandLgeneLexpressionLintervalsZLPLoSd
ONEXL2013XLjXLehkjie 3.7 13

81 cjxYxlorbetabenLPwTauTLtoLsssessLslzheimerSsLviseaselLsLnewLsnalysisLMethodLforLRegionalL
smyloidLQuantificationZLJournaldofdNeuroimagingXL2019XLdkXLejeYeke 2.8 12

80 xastLanalyticalLmethodsLforLfindingLsignificantLlabeledLgraphLmotifsZLDatadMiningdanddKnowledged
DiscoveryXL2018XLedXLgbfYgec 5.6 12

79  nowledgeLinLtheL{nvestigationLofLsYtoY{LRΔsLwditingLSignalsZLFrontiersdindBioengineeringdandd
BiotechnologyXL2015XLeXLcj 5.8 12

78 yraphxindlLenhancingLgraphLsearchingLbyLlowLsupportLdataLminingLtechniquesZLBMCdBioinformaticsXL
2008XLkLSupplLfXLScb 3.6 12

77 srenaY{dblLaLplatformLtoLbuildLhumanLnonYcodingLRΔsLinteractionLnetworksZLBMCdBioinformaticsXL
2018XLckXLegb 3.6 12

76 SPwuTRslLsnL{ntegratedL nowledgeLtaseLforLuomparingLTissueLandLTumorYSpecificLPP{LΔetworksLinL
zumanZLFrontiersdindBioengineeringdanddBiotechnologyXL2015XLeXLgj 5.8 11

75 ZΔxfcbLrepressesLfetalLglobinLbyLsingularLcontrolLofLuzvfZLNaturedGeneticsXL2021XLgeXLickYidj 36.3 11

74 vissectingLwßsΔwLneutropeniaLpathogenicityLbyLhumanLzSuLgeneLeditingZLCelldStemdCellXL2021XLdjXLjeeYjfgZeg18 11

73 uurrentL nowledgeLandLuomputationalLTechniquesLforLyrapevineLMetaYγmicsLsnalysisZLFrontiersdind
PlantdScienceXL2017XLjXLddfc 6.2 10

72 PanveloslLaLdictionaryYbasedLmethodLforLpanYgenomeLcontentLdiscoveryZLBMCdBioinformaticsXL2018XL
ckXLfei 3.6 10

71 V{RyγlLvisualizationLofLsYtoY{LRΔsLeditingLsitesLinLgenomicLsequencesZLBMCdBioinformaticsXL2013XLcfL
SupplLiXLSg 3.6 9

70
{ntracerebralLoverexpressionLofLmiRYhhkcLisLprotectiveLinLmouseLischemicLstrokeLmodelLbyL
targetingLMyvjjLandLinducingLalternativeLmicroglialamacrophageLactivationZLJournaldofd
NeuroinflammationXL2020XLciXLckf

10.1 8

69 zaystacklLsystematicLanalysisLofLtheLvariationLofLepigeneticLstatesLandLcellYtypeLspecificLregulatoryL
elementsZLBioinformaticsXL2018XLefXLckebYckee 7.2 8

68 ysSγß{ΔwlLaLuytoscapeLappLforLmultipleLlocalLalignmentLofLPP{LnetworksZLFwvvvResearchXL2014XLeXLcfb 3.6 8
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67 ΔetMatchStarlLanLenhancedLuytoscapeLnetworkLquerying´ appZLFwvvvResearchXL2015XLfXLfik 3.6 8

66 sPPsysTγlLanLsPproximateLPsrallelLandLstochasticLyrsphLqueryingLTγolLforLbiologicalLnetworksZL
BioinformaticsXL2016XLedXLdcgkYhh 7.2 8

65 TechnologiesLandLuomputationalLsnalysisLStrategiesLforLuR{SPRLspplicationsZLMoleculardCellXL2020XL
ikXLccYdk 17.6 7

64 ysSγß{ΔwlLaLuytoscapeLappLforLmultipleLlocalLalignmentLofLPP{LnetworksZLFwvvvResearchXL2014XLeXLcfb 3.6 7

63 wxLMachinalLsnalyticalLplatformsXLßawLandLtheLuhallengesLofLuomputationalLßegalLScienceZLFutured
InternetXL2018XLcbXLei 3.3 6

62 wlucidatingLtheLroleLofLmicroRΔssLinLcancerLthroughLdataLminingLtechniquesZLAdvancesdind
ExperimentaldMedicinedanddBiologyXL2013XLiifXLdkcYecg 3.6 6

61 {nLvitroLandLinLsilicoLcloningLofLXenopusLlaevisLSγvdLcvΔsLandLitsLphylogeneticLanalysisZLDNAdandd
CelldBiologyXL2005XLdfXLcccYh 3.6 6

60 tituubelLsLtottomYUpLuubingLwngineeringZLLecturedNotesdindComputerdScienceXL2009XLcjkYdbe 0.9 6

59 ßongLΔonYuodingLRΔssLasLMolecularLSignaturesLforLuanineLtYuellLßymphomaLuharacterizationZL
NonscodingdRNAXL2019XLgXL 7.1 5

58 snLwfficientLvuplicateLRecordLvetectionLUsingLqYyramsLsrrayL{nvertedL{ndexZLLecturedNotesdind
ComputerdScienceXL2010XLebkYede 0.9 5

57 ParallelLSingleYuellLRΔsYSeqLandLyeneticLRecordingLRevealsLßineageLvecisionsLinLvevelopingL
wmbryoidLtodiesZLCelldReportsXL2020XLeeXLcbjddd 10.6 5

56 {nvolvementLofLyTsLproteinLΔudbetaLinLneuroblastomaLpathogenesisLsuggestsLthatLitL
physiologicallyLparticipatesLinLtheLregulationLofLcellLproliferationZLMoleculardCancerXL2008XLiXLgd 42.1 4

55 SequenceLsimilarityLisLmoreLrelevantLthanLspeciesLspecificityLinLprobabilisticLbacktranslationZLBMCd
BioinformaticsXL2007XLjXLgj 3.6 4

54 yenomicsXLevolutionXLandLexpressionLofLTtPßdXLaLmemberLofLtheLTtPLfamilyZLDNAdanddCelldBiologyXL
2007XLdhXLehkYjg 3.6 4

53 wpigeneticLslterationsLinL eratinocyteLuarcinomaZLJournaldofdInvestigativedDermatologyXL2021XLcfcXLcdbiYcdcj4.3 4

52 {ntegratedLanalysisLofLtranscriptomeXLmethylomeLandLcopyLnumberLaberrationsLdataLofLmarginalL
zoneLlymphomaLandLfollicularLlymphomaLinLdogZLVeterinarydanddComparativedOncologyXL2020XLcjXLhfgYhgg2.5 3

51 ProteinsLcomparisonLthroughLprobabilisticLoptimalLstructureLlocalLalignmentZLFrontiersdindGeneticsXL
2014XLgXLebd 4.5 3

50 {nterruptingLtheLnitrosativeLstressLfuelsLtumorYspecificLcytotoxicLTLlymphocytesLinLpancreaticL
cancerZL2022XLcbXL 3
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49 uirculatingLΔoncodingLRΔssLasLulinicalLtiomarkersL2016XLdekYdgj 3

48 vrugThatyenelLintegrativeLanalysisLtoLstreamlineLtheLidentificationLofLdruggableLgenesXLpathwaysL
andLproteinLcomplexesLfromLuR{SPRLscreensZLBioinformaticsXL2019XLegXLckjcYckjf 7.2 3

47 TargetingLleukemiaYspecificLdependenceLonLtheLdeLnovoLpurineLsynthesisLpathwayZLLeukemiaXL2021XL 10.7 3

46 xastLSubgraphLMatchingLStrategiesLtasedLonLPatternYγnlyLzeuristicsZLInterdisciplinarydSciencesrd
ComputationaldLifedSciencesXL2019XLccXLdcYed 3.5 2

45 MultipleYWinnersLRandomizedLTournamentsLwithLuonsensusLforLγptimizationLProblemsLinLyenericL
MetricLSpacesZLLecturedNotesdindComputerdScienceXL2005XLdhgYdih 0.9 2

44 {nterrogationLofL{ndividualLußßLßossYofYxunctionLßesionsLtyLuR{SPRL{nLVivoLwditingLRevealsLuommonL
andLUniqueLPathwayLslterationsZLBloodXL2019XLcefXLhjfYhjf 2.2 2

43 yeneLwditingLwßsΔwLinLzumanLzematopoieticLStemLandLProgenitorLuellsLRevealsLviseaseL
MechanismsLandLTherapeuticLStrategiesLforLSevereLuongenitalLΔeutropeniaZLBloodXL2019XLcefXLeYe 2.2 2

42 vynamicLModelingLandLSimulationLofLßeukocyteL{ntegrinLsctivationLthroughLanLwlectronicLvesignL
sutomationLxrameworkZLLecturedNotesdindComputerdScienceXL2014XLcfeYcgf 0.9 2

41 uurrentLprogressLandLpotentialLopportunitiesLtoLinferLsingleYcellLdevelopmentalLtrajectoryLandLcellL
fateZLCurrentdOpiniondindSystemsdBiologyXL2021XLdhXLcYcc 3.2 2

40 uhallengesLinLgeneYorientedLapproachesLforLpangenomeLcontentLdiscoveryZLBriefingsdind
BioinformaticsXL2021XLddXL 13.4 2

39 cuRnetlLanLRLpackageLforLgraphLtraversingLonLyPUZLBMCdBioinformaticsXL2018XLckXLegh 3.6 2

38 {Δt{slLaLboostingLmethodologyLforLproteomicLnetworkLinferenceZLBMCdBioinformaticsXL2018XLckXLcjj 3.6 2

37 xastLmethodsLforLfindingLsignificantLmotifsLonLlabelledLmultiYrelationalLnetworksZLJournaldofd
ComplexdNetworksXL2019XLiXLjciYjei 1.7 1

36 ParallelLSearchingLonLtiologicalLΔetworksL2019XL 1

35 tioinformaticsLinL{talylLt{TSLdbcdXLtheLninthLannualLmeetingLofLtheL{talianLSocietyLofLtioinformaticsZL
BMCdBioinformaticsXL2013XLcfLSupplLiXLSc 3.6 1

34 {nvolvementLofLyTsLproteinLΔudbetaLinLΔeuroblastomaLpathogenesisLsuggestsLthatLitL
physiologicallyLparticipatesLinLtheLregulationLofLcellLproliferationZLMoleculardCancerXL2008XLiXLgk 42.1 1

33 MultiplexedLuR{SPRL{nLVivoLwditingLofLußßLßossYofYxunctionLßesionsLModelsLTransformationLofL
uhronicLßymphocyticLßeukemiaLintoLRichterSsLSyndromeZLBloodXL2020XLcehXLdYe 2.2 1

32 zighlyLwfficientLTherapeuticLyeneLwditingLofLtußccsLenhancerLinLzumanLzematopoieticLStemLuellsL
fromLˆ�YzemoglobinopathyLPatientsLforLxetalLzemoglobinL{nductionZLBloodXL2018XLcedXLefjdYefjd 2.2 1
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31 uR{SPRYuaskLScreenL{dentifiesLXPγiLssLaLPotentialLTherapeuticLTargetLforLTPgeYMutatedLsMßZL
BloodXL2019XLcefXLeijfYeijf 2.2 1

30 SimpleLPatternYonlyLzeuristicsLßeadLtoLxastLSubgraphLMatchingLStrategiesLonLVeryLßargeLΔetworksZL
AdvancesdindIntelligentdSystemsdanddComputingXL2019XLcecYcej 0.4 1

29 singlecellVRlL{nteractiveLVisualizationLofLSingleYuellLvataLinLVirtualLRealityZLFrontiersdindGeneticsXL
2021XLcdXLihfcib 4.5 1

28 PeripheralLinflammationLpreceedingLischemiaLimpairsLneuronalLsurvivalLthroughLmechanismsL
involvingLmiRYcdiLinLagedLanimalsZLAgingdCellXL2021XLdbXLecedji 9.9 1

27 tusinessLProcessLModelLRetrievalLtasedLonLyraphL{ndexingLMethodZLLecturedNotesdindBusinessd
InformationdProcessingXL2011XLdejYdgb 0.6 1

26 wfficientLSimulationLandLParametrizationLofLStochasticLPetriLΔetsLinLSystemulLsLuaseLstudyLfromL
SystemsLtiologyL2019XL 1

25 netvxlLSoftwareLforLbuildingLinterpretableLpatientLclassifiersLbyLmultiYSomicLdataLintegrationLusingL
patientLsimilarityLnetworksZLFwvvvResearchXL2020XLkXLcdek 3.6 1

24 yRsx{MγlLvariantLandLhaplotypeLawareLmotifLscanningLonLpangenomeLgraphs 1

23 snLwfficientL{mplementationLofLaLSubgraphL{somorphismLslgorithmLforLyPUsZL2018XL 1

22 sugmentingLandLdirectingLlongYrangeLuR{SPRYmediatedLactivationLinLhumanLcellsZLNaturedMethodsXL
2021XLcjXLcbigYcbjc 21.6 1

21 yRsx{MγlLVariantLandLhaplotypeLawareLmotifLscanningLonLpangenomeLgraphsZLPLoSdComputationald
BiologyXL2021XLciXLecbbkfff 5 1

20 zedgehogLinteractingLproteinYexpressingLlungLfibroblastsLsuppressLlymphocyticLinflammationLinL
miceZLJCIdInsightXL2021XLhXL 9.9 1

19 TUtwLProjectlLTransportYverivedLUltrafinesLandLtheLtrainLwffectsZZLInternationaldJournaldofd
EnvironmentaldResearchdanddPublicdHealthXL2021XLckXL 4.6 1

18 uonstructionLandLsnalysisLofLmiRΔsLRegulatoryLΔetworksZLMethodsdindMoleculardBiologyXL2019XL
ckibXLcdcYchi 1.4

17 uomputationalLspproachesLtoLRΔsiLandLyeneLSilencingL2013XLchkYckf

16 MicroarrayLvataLsnalysislLxromLPreparationLToLulassificationL2013XLhgiYhif

15 ZΔxfcbLRepressesLxetalLylobinLtyLvevotedLuontrolLofLuzvfaΔuRvZLBloodXL2020XLcehXLcYc 2.2

14 uharacterizationLofLMammaryLuellsLuoYexpressingLSeparateLßineageLMarkersZLFASEBdJournalXL2020XL
efXLcYc 0.9

Rosalba Giugno

8



13 wfficientLTechniquesLforLyraphLSearchingLandLtiologicalLΔetworkLMiningZLAdvancesdindDatadMiningd
anddDatabasedManagementdBookdSeriesXjkYccc 0.6

12 {dentificationLofLaLΔovelLwpigeneticLMechanismLofLMYuLveregulationLinLSmolderingLandLΔewlyL
viagnosedLMultipleLMyelomaLPatientsZLBloodXL2021XLcejXLgbfYgbf 2.2

11 TwvsRlLTemporalLdynamicLsignalLdetectionLofLadverseLreactionsZLArtificialdIntelligencedindMedicineXL
2021XLcddXLcbddcd 7.4

10 wfficientLtoundaryLValuesLyenerationLinLyeneralLMetricLSpacesLforLSoftwareLuomponentLTestingZL
LecturedNotesdindComputerdScienceXL2003XLecjYeec 0.9

9 yenomeYWideLuR{SPRauaskLScreenLRevealsLThatLtheLvcpsLScavengerLvecappingLwnzymeL{sLwssentialL
forLsMßLuellLSurvivalZLBloodXL2017XLcebXLijdYijd 2.2

8 uomprehensiveL{ntegratedLyenomicLPerturbationsLRevealLMolecularLMechanismsLofLRedLtloodLuellL
TraitLsssociationsZLBloodXL2018XLcedXLgedYged 2.2

7 RationalLTargetingLofLaLΔuRvLSubYuomplexLforLxetalLzemoglobinL{nductionLxollowingL
uomprehensiveLinLSituLMutagenesisZLBloodXL2018XLcedXLdefdYdefd 2.2

6 PaicsXLaLveLΔovoLPurineLSyntheticLwnzymeXL{sLaLΔovelLTargetLforLsMßLTherapyZLBloodXL2019XLcefXLcekbYcekb2.2

5 uentralityLSpeedsLtheLSubgraphL{somorphismLSearchLUpLinLTargetLswareLuontextsZLLecturedNotesdind
ComputerdScienceXL2020XLckYdh 0.9

4 MySQßLvataLMininglLwxtendingLMySQßLtoLSupportLvataLMiningLPrimitivesLTvemoUZLLecturedNotesdind
ComputerdScienceXL2010XLfejYfff 0.9

3 yRsPwSYvvlLexploitingLdecisionLdiagramsLforLindexYdrivenLsearchLinLbiologicalLgraphLdatabasesZL
BMCdBioinformaticsXL2021XLddXLdbk 3.6

2 SystemuL{mplementationLofLStochasticLPetriLΔetsLforLSimulationLandLParameterizationLofLtiologicalL
ΔetworksZLTransactionsdondEmbeddeddComputingdSystemsXL2021XLdbXLcYdb 1.8

1 yeneticLslterationLofLMicroRΔsLsffectingLuancerLPathwaysL2018XLdhkYdji
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