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35 A new discrete particle swarm algorithm applied to attribute selection in a bioinformatics data set. ,
2006, , . 50

36 Multiple pheromone types and other extensions to the Ant-Miner classification rule discovery
algorithm. Swarm Intelligence, 2011, 5, 149-182. 1.3 49



4

Alex A Freitas

# Article IF Citations

37 Evolving rule induction algorithms with multi-objective grammar-based genetic programming.
Knowledge and Information Systems, 2009, 19, 283-309. 2.1 47

38 Handling continuous attributes in Ant Colony Classification algorithms. , 2009, , . 46

39 A genetic-algorithm for discovering small-disjunct rules in data mining. Applied Soft Computing
Journal, 2002, 2, 75-88. 4.1 43

40 A new version of the ant-miner algorithm discovering unordered rule sets. , 2006, , . 43

41 A hierarchical multi-label classification ant colony algorithm for protein function prediction.
Memetic Computing, 2010, 2, 165-181. 2.7 43

42 A new approach for interpreting Random Forest models and its application to the biology of ageing.
Bioinformatics, 2018, 34, 2449-2456. 1.8 43

43 A Tutorial on Hierarchical Classification with Applications in Bioinformatics. , 2007, , 175-208. 43

44 An Artificial Immune System for Fuzzy-Rule Induction in Data Mining. Lecture Notes in Computer
Science, 2004, , 1011-1020. 1.0 41

45 A new ant colony algorithm for multi-label classification with applications in bioinfomatics. , 2006, , . 41

46 Utilizing multiple pheromones in an ant-based algorithm for continuous-attribute classification rule
discovery. Applied Soft Computing Journal, 2013, 13, 667-675. 4.1 41
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50 A novel applicability domain technique for mapping predictive reliability across the chemical space of
a QSAR: reliability-density neighbourhood. Journal of Cheminformatics, 2016, 8, . 2.8 38

51 Attribute Selection with a Multi-objective Genetic Algorithm. Lecture Notes in Computer Science,
2002, , 280-290. 1.0 36

52 Web Page Classification with an Ant Colony Algorithm. Lecture Notes in Computer Science, 2004, ,
1092-1102. 1.0 36

53 A hybrid PSO/ACO algorithm for classification. , 2007, , . 36

54 A Global-Model Naive Bayes Approach to the Hierarchical Prediction of Protein Functions. , 2009, , . 35



5

Alex A Freitas

# Article IF Citations

55 Automatic Design of Decision-Tree Algorithms with Evolutionary Algorithms. Evolutionary
Computation, 2013, 21, 659-684. 2.3 35

56
Predicting the Pro-Longevity or Anti-Longevity Effect of Model Organism Genes with New Hierarchical
Feature Selection Methods. IEEE/ACM Transactions on Computational Biology and Bioinformatics,
2015, 12, 262-275.

1.9 34

57 Machine learning for predicting lifespan-extending chemical compounds. Aging, 2017, 9, 1721-1737. 1.4 34

58 GPCRTree: online hierarchical classification of GPCR function. BMC Research Notes, 2008, 1, 67. 0.6 33

59 Lexicographic multi-objective evolutionary induction of decision trees. International Journal of
Bio-Inspired Computation, 2009, 1, 105. 0.6 32

60 Discovering interesting knowledge from a science and technology database with a genetic algorithm.
Applied Soft Computing Journal, 2004, 4, 121-137. 4.1 31

61 Hierarchical classification of G-Protein-Coupled Receptors with data-driven selection of attributes
and classifiers. International Journal of Data Mining and Bioinformatics, 2010, 4, 191. 0.1 30

62 Learning Bayesian network classifiers using ant colony optimization. Swarm Intelligence, 2013, 7,
229-254. 1.3 30
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