12

papers

12

all docs

1478505

101 6
citations h-index
12 12
docs citations times ranked

1372567
10

g-index

347

citing authors



10

12

ARTICLE IF CITATIONS

A polygenic risk score for multiple myeloma risk prediction. European Journal of Human Genetics,
2022, 30, 474-479.

Validation and functional characterization of GWAS-identified variants for chronic lymphocytic

leukemia: a CRuCIAL study. Blood Cancer Journal, 2022, 12, 79. 6.2 1

Common gene variants within 33€23€untranslated regions as modulators of multiple myeloma risk and
survival. International Journal of Cancer, 2021, 148, 1887-1894.

Do myeloproliferative neoplasms and multiple myeloma share the same genetic susceptibility loci?. 51 ;
International Journal of Cancer, 2021, 148, 1616-1624. )

Expression quantitative trait loci of genes predicting outcome are associated with survival of
multiple myeloma patients. International Journal of Cancer, 2021, 149, 327-336.

Genetically determined telomere length and multiple myeloma risk and outcome. Blood Cancer 6.2 10
Journal, 2021, 11, 74. :

Associations between pancreatic expression quantitative traits and risk of pancreatic ductal
adenocarcinoma. Carcinogenesis, 2021, 42, 1037-1045.

Identification of Recessively Inherited Genetic Variants Potentially Linked to Pancreatic Cancer Risk. 0.8 8
Frontiers in Oncology, 2021, 11, 771312. :

Genetic polymorphisms associated with telomere length and risk of developing myeloproliferative
neoplasms. Blood Cancer Journal, 2020, 10, 89.

Genetic polymorphisms in genes of class switch recombination and multiple myeloma risk and

survival: an IMMENSE study. Leukemia and Lymphoma, 2019, 60, 1803-1811. 1.3 1

Inherited variation in the xenobiotic transporter pathway and survival of multiple myeloma patients.

British Journal of Haematology, 2018, 183, 375-384.

Identification of miRSNPs associated with the risk of multiple myeloma. International Journal of 51 8
Cancer, 2017, 140, 526-534. )



