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Characteristics of biochars prepared by co-pyrolysis of sewage sludge and cotton stalk intended for
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New insights of enhanced anaerobic degradation of refractory pollutants in coking wastewater: Role
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Rhizosphere Soil Microbial Properties on Tetraena mongolica in the Arid and Semi-Arid Regions, China.
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Occurrence and Succession of Bacterial Community in O3/BAC Process of Drinking Water Treatment.
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The enhancement of pyridine degradation by<i>Rhodococcus<[i>KDPy1 in coking wastewater. FEMS
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Metagenomic insights into the microbiota profiles and bioaugmentation mechanism of organics
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The response of soil bacterial communities to mining subsidence in the west China aeolian sand area.
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Improvement of oxytetracycline production mediated via cooperation of resistance genes in
Streptomyces rimosus. Science China Life Sciences, 2017, 60, 992-999.

Isolation and characterization of a novel cadmium-regulated Yellow Stripe-Like transporter (SnYSL3) 56 4
in Solanum nigrum. Plant Cell Reports, 2017, 36, 281-296. )

Growth and Cadmium Accumulation of Solanum nigrum L. Seedling were Enhanced by Heavy
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Analysis of polycyclic aromatic hydrocarbons (PAHs) and their adsorption characteristics on
activated sludge during biological treatment of coking wastewater. Desalination and Water 1.0 6
Treatment, 2016, 57, 23633-23643.
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Impacts of addition of natural zeolite or a nitrification inhibitor on antibiotic resistance genes
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Antioxidative response of metal-accumulator and non-accumulator plants under cadmium stress.
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