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i Paper IF Citations

119 PerformanceKofKdistinctKmicrobialKbasedKsolutionsKinKaKvampylobacterKinfectionKchallengeKmodelKinK
poultryaaKAnimalgMicrobiomeWK2022WKgWKe 4.1 1

118 xffectsKofKtherapeuticKlevelsKofKdietaryKantibioticsKonKtheKcecalKmicrobiomeKcompositionKofKbroilerK
chickensaaKPoultrygScienceWK2022WKdcdWKdcdkig 3.9 0

117 MicronutrientKsupplementsKcanKpromoteKdisruptiveKprotozoanKandKfungalKcommunitiesKinKtheK
developingKinfantKgutaKNaturegCommunicationsWK2021WKdeWKijel 17.4 3

116 xacoliKNissleKincreasesKtranscriptionKofKflagellaKassemblyKandKformateKhydrogenlyaseKgenesKinK
responseKtoKcolitisaKGutgMicrobesWK2021WKdfWKdllgkfe 8.8 0

115 tKnewKplatformKforKhighXthroughputKtherapyKtestingKonKiPSvXderivedKlungKprogenitorKcellsKfromK
cysticKfibrosisKpatientsaKStemgCellgReportsWK2021WKdiWKekehXekfj 8 5

114 ulindlyKvontrolledKMagneticallyKtctuatedKvapsuleKforKNoninvasiveKSamplingKofKtheKzastrointestinalK
MicrobiomeaKIEEEwASMEgTransactionsgongMechatronicsWK2021WKdXd 5.5 6

113 uraInMapKxlucidatesKtheKMacromolecularKvonnectivityKLandscapeKofKMammalianKurainaKCellgSystems
WK2020WKdcWKfffXfhcaedg 10.6 13

112 tccumulationKofKgeneticKvariantsKassociatedKwithKimmunityKinKtheKselectiveKbreedingKofKbroilersaK
BMCgGeneticsWK2020WKedWKh 2.6 2

111 tKsystematicKpipelineKforKclassifyingKbacterialKoperonsKrevealsKtheKevolutionaryKlandscapeKofKbiofilmK
machineriesaKPLoSgComputationalgBiologyWK2020WKdiWKedccjjed 5 14

110 wiscoveryKandKcharacterizationKofKaKzramXpositiveKPelKpolysaccharideKbiosyntheticKgeneKclusteraK
PLoSgPathogensWK2020WKdiWKedcckekd 7.6 16

109 ModelingKtheKmetabolicKinterplayKbetweenKaKparasiticKwormKandKitsKbacterialKendosymbiontKallowsK
theKidentificationKofKnovelKdrugKtargetsaKELifeWK2020WKlWK 8.9 6

108 vommensalKgutKmicrobiotaKcanKmodulateKadaptiveKimmuneKresponsesKinKchickensKvaccinatedKwithK
wholeKinactivatedKavianKinfluenzaKvirusKsubtypeK–lNeaKVaccineWK2019WKfjWKiigcXiigj 4.1 18

107 PopNetwfXtKNetworkXuasedKWebKResourceKforKxxploringKPopulationKStructureaKGenomegBiologyg
andgEvolutionWK2019WKddWKdjfcXdjfh 3.9 1

106 InfluenzaKtKvirusKsubtypeK–lNeKinfectionKdisruptsKtheKcompositionKofKintestinalKmicrobiotaKofK
chickensaKFEMSgMicrobiologygEcologyWK2018WKlgWK 4.3 27

105 ImprovedKenzymeKannotationKwithKxvXspecificKcutoffsKusingKwxTxvTKveaKBioinformaticsWK2018WKfgWKfflfXfflh7.2 11

104
vomparativeKtranscriptomicKanalysesKandKsingleXcellKRNtKsequencingKofKtheKfreshwaterKplanarianK
SchmidteaKmediterraneaKidentifyKmajorKcellKtypesKandKpathwayKconservationaKGenomegBiologyWK2018WK
dlWKdeg

18.3 24

103 zlobalKlandscapeKofKcellKenvelopeKproteinKcomplexesKinKxscherichiaKcoliaKNaturegBiotechnologyWK2018
WKfiWKdcfXdde 44.5 68
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102 LactobacillusKelicitsKaKRMarmiteKeffectRKonKtheKchickenKcecalKmicrobiomeaKNpjgBiofilmsgandg
MicrobiomesWK2018WKgWKej 8.2 12

101 wesignKandKapplicationKofKaKnovelKtwoXampliconKapproachKforKdefiningKeukaryoticKmicrobiotaaK
MicrobiomeWK2018WKiWKeek 16.6 8

100 tnalyzingKMetabolicKPathwaysKinKMicrobiomesaKMethodsgingMoleculargBiologyWK2018WKdkglWKeldXfcj 1.4

99 vharacterizationKofKxukaryoticKMicrobiomeKUsingKdkSKtmpliconKSequencingaKMethodsgingMolecularg
BiologyWK2018WKdkglWKelXgk 1.4 5

98 zutKmicrobiotaXmediatedKprotectionKagainstKinfluenzaKvirusKsubtypeK–lNeKinKchickensKisKassociatedK
withKmodulationKofKtheKinnateKresponsesaKScientificgReportsWK2018WKkWKdfdkl 4.9 40

97 zenomicsKofKapicomplexanKparasitesaKCriticalgReviewsgingBiochemistrygandgMoleculargBiologyWK2017WK
heWKehgXejf 8.7 16

96 vhemogeneticKInterrogationKofKaKurainXwideKyearKMemoryKNetworkKinKMiceaKNeuronWK2017WKlgWKfifXfjgaeg13.9 119

95 PopNetmKtKMarkovKvlusteringKtpproachKtoKStudyKPopulationKzeneticKStructureaKMoleculargBiologyg
andgEvolutionWK2017WKfgWKdjllXdkdd 8.3 3

94 MalariaKparasitesKpossessKaKtelomereKrepeatXbindingKproteinKthatKsharesKancestryKwithKtranscriptionK
factorKIIItaKNaturegMicrobiologyWK2017WKeWKdjcff 26.6 12

93 PerilipinXeKmodulatesKdietaryKfatXinducedKmicrobialKglobalKgeneKexpressionKprofilesKinKtheKmouseK
intestineaKMicrobiomeWK2017WKhWKddj 16.6 8

92 tKMapKofK–umanKMitochondrialKProteinKInteractionsKLinkedKtoKNeurodegenerationKRevealsKNewK
MechanismsKofKRedoxK–omeostasisKandKNyX˛”uKSignalingaKCellgSystemsWK2017WKhWKhigXhjjaede 10.6 37

91 MetatranscriptomicKanalysisKofKdiverseKmicrobialKcommunitiesKrevealsKcoreKmetabolicKpathwaysKandK
microbiomeXspecificKfunctionalityaKMicrobiomeWK2016WKgWKe 16.6 67

90
PhyloProeacmKaKdatabaseKforKtheKdynamicKexplorationKofKphylogeneticallyKconservedKproteinsKandK
theirKdomainKarchitecturesKacrossKtheKxukaryaaKDatabase:gthegJournalgofgBiologicalgDatabasesgandg
CurationWK2016WKecdiWK

5 5

89 LocalKadmixtureKofKamplifiedKandKdiversifiedKsecretedKpathogenesisKdeterminantsKshapesKmosaicK
ToxoplasmaKgondiiKgenomesaKNaturegCommunicationsWK2016WKjWKdcdgj 17.4 151

88 TheKgenomeKofKOnchocercaKvolvulusWKagentKofKriverKblindnessaKNaturegMicrobiologyWK2016WKeWKdiedi 26.6 69

87 ProteomeXwideKdatasetKsupportingKtheKstudyKofKancientKmetazoanKmacromolecularKcomplexesaK
DatagingBriefWK2016WKiWKjdhXed 1.2 5

86 vonditionalKxpistaticKInteractionKMapsKRevealKzlobalKyunctionalKRewiringKofKzenomeKIntegrityK
PathwaysKinKxscherichiaKcoliaKCellgReportsWK2016WKdgWKigkXiid 10.6 23

85 TheKroleKofKpalmitoylationKforKproteinKrecruitmentKtoKtheKinnerKmembraneKcomplexKofKtheKmalariaK
parasiteaKJournalgofgBiologicalgChemistryWK2015WKelcWKdjdeXek 5.4 46

(2015-2018)
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84 –yperscapemKvisualizationKforKcomplexKbiologicalKnetworksaKBioinformaticsWK2015WKfdWKfflcXd 7.2 5

83 SystemsXbasedKanalysisKofKtheKSarcocystisKneuronaKgenomeKidentifiesKpathwaysKthatKcontributeKtoKaK
heteroxenousKlifeKcycleaKMBioWK2015WKiWK 7.8 37

82 PanoramaKofKancientKmetazoanKmacromolecularKcomplexesaKNatureWK2015WKhehWKfflXgg 50.4 325

81 IdentificationKofKvandidateKtdherentXInvasiveKxaKcoliKSignatureKTranscriptsKbyK
zenomicbTranscriptomicKtnalysisaKPLoSgONEWK2015WKdcWKecdfclce 3.7 17

80 vomparativeKzenomicsKandKxvolutionaryKModularityKofKProkaryotesaKAdvancesgingExperimentalg
MedicinegandgBiologyWK2015WKkkfWKjjXli 3.6 1

79 zenomicKanalysisKofKtheKcausativeKagentsKofKcoccidiosisKinKdomesticKchickensaKGenomegResearchWK
2014WKegWKdijiXkh 9.7 121

78 NewKtricksKforKMoldMKdomainsmKhowKnovelKarchitecturesKandKpromiscuousKhubsKcontributedKtoKtheK
organizationKandKevolutionKofKtheKxvMaKGenomegBiologygandgEvolutionWK2014WKiWKekljXldj 3.9 11

77 QuantitativeKgenomeXwideKgeneticKinteractionKscreensKrevealKglobalKepistaticKrelationshipsKofK
proteinKcomplexesKinKxscherichiaKcoliaKPLoSgGeneticsWK2014WKdcWKedccgdec 6 71

76 vomparisonKofKassemblyKalgorithmsKforKimprovingKrateKofKmetatranscriptomicKfunctionalK
annotationaKMicrobiomeWK2014WKeWKfl 16.6 39

75 IwutXMTmKdeKnovoKassemblerKforKmetatranscriptomicKdataKgeneratedKfromKnextXgenerationK
sequencingKtechnologyaKJournalgofgComputationalgBiologyWK2013WKecWKhgcXhc 1.7 32

74 SequencingKandKannotationKofKtheKOphiostomaKulmiKgenomeaKBMCgGenomicsWK2013WKdgWKdie 4.5 34

73 TheKgenomesKofKfourKtapewormKspeciesKrevealKadaptationsKtoKparasitismaKNatureWK2013WKgliWKhjXif 50.4 483

72 MetabolicKreconstructionKidentifiesKstrainXspecificKregulationKofKvirulenceKinKToxoplasmaKgondiiaK
MoleculargSystemsgBiologyWK2013WKlWKjck 12.2 35

71 IdentificationKofKaKfunctionalKconnectomeKforKlongXtermKfearKmemoryKinKmiceaKPLoSgComputationalg
BiologyWK2013WKlWKedccekhf 5 148

70 TheKapicomplexanKinnerKmembraneKcomplexaKFrontiersgingBiosciencegugLandmarkWK2013WKdkWKlkeXle 2.8 20

69 TheKVPSffuXbindingKproteinKVPSdiuKisKrequiredKinKmegakaryocyteKandKplateletK˛–XgranuleK
biogenesisaKBloodWK2012WKdecWKhcfeXgc 2.2 67

68 PolymorphismsKinKtheKhumanKtropoelastinKgeneKmodifyKinKvitroKselfXassemblyKandKmechanicalK
propertiesKofKelastinXlikeKpolypeptidesaKPLoSgONEWK2012WKjWKegidfc 3.7 15

67
TowardKaKsystemsKlevelKviewKofKtheKxvMKandKrelatedKproteinsmKaKframeworkKforKtheKsystematicK
definitionKandKanalysisKofKbiologicalKsystemsaKProteins:gStructuretgFunctiongandgBioinformaticsWK2012WK
kcWKdheeXgg

4.2 20
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66 tKtranscriptomicKanalysisKofKxchinococcusKgranulosusKlarvalKstagesmKimplicationsKforKparasiteKbiologyK
andKhostKadaptationaKPLoSgNeglectedgTropicalgDiseasesWK2012WKiWKedklj 4.8 51

65 vomparativeKgenomicsKofKtheKapicomplexanKparasitesKToxoplasmaKgondiiKandKNeosporaKcaninummK
voccidiaKdifferingKinKhostKrangeKandKtransmissionKstrategyaKPLoSgPathogensWK2012WKkWKedccehij 7.6 154

64 ModellingKtheKselfXassemblyKofKelastomericKproteinsKprovidesKinsightsKintoKtheKevolutionKofKtheirK
domainKarchitecturesaKPLoSgComputationalgBiologyWK2012WKkWKedccegci 5 8

63 xvolutionKandKarchitectureKofKtheKinnerKmembraneKcomplexKinKasexualKandKsexualKstagesKofKtheK
malariaKparasiteaKMoleculargBiologygandgEvolutionWK2012WKelWKeddfXfe 8.3 77

62 IntegratedKbioinformaticKandKtargetedKdeletionKanalysesKofKtheKSRSKgeneKsuperfamilyKidentifyK
SRSelvKasKaKnegativeKregulatorKofKToxoplasmaKvirulenceaKMBioWK2012WKfWK 7.8 53

61 zenerationKandKanalysisKofKaKmouseKintestinalKmetatranscriptomeKthroughKIlluminaKbasedK
RNtXsequencingaKPLoSgONEWK2012WKjWKeficcl 3.7 49

60 zeneticKinteractionKmapsKinKxscherichiaKcoliKrevealKfunctionalKcrosstalkKamongKcellKenvelopeK
biogenesisKpathwaysaKPLoSgGeneticsWK2011WKjWKedccefjj 6 76

59 MutationsKinKNuxtLeWKencodingKaKuxtv–KproteinWKcauseKgrayKplateletKsyndromeaKNaturegGeneticsWK
2011WKgfWKjfkXgc 36.3 207

58 PostXgenomicsKresourcesKandKtoolsKforKstudyingKapicomplexanKmetabolismaKTrendsgingParasitologyWK
2011WKejWKdfdXgc 6.4 12

57 wtnvxRmKdiseaseXannotatedKchromatinKepigeneticsKresourceaKNucleicgAcidsgResearchWK2011WKflWKwkklXlg 20.1 16

56 PhyloPromKaKwebXbasedKtoolKforKtheKgenerationKandKvisualizationKofKphylogeneticKprofilesKacrossK
xukaryaaKBioinformaticsWK2011WKejWKkjjXk 7.2 8

55 vharacterizationKofKtheKtrabidopsisKthalianaKexocystKcomplexKgeneKfamiliesKbyKphylogeneticWK
expressionKprofilingWKandKsubcellularKlocalizationKstudiesaKNewgPhytologistWK2010WKdkhWKgcdXdl 9.8 63

54 wxTxvTXXaKdensityKestimationKtoolKforKenzymeKclassificationKandKitsKapplicationKtoKPlasmodiumK
falciparumaKBioinformaticsWK2010WKeiWKdilcXk 7.2 28

53 tKcomprehensiveKanalysisKofKstructuralKandKsequenceKconservationKinKtheKTetRKfamilyK
transcriptionalKregulatorsaKJournalgofgMoleculargBiologyWK2010WKgccWKkgjXig 6.5 101

52 TheKevolutionaryKlandscapeKofKtheKchromatinKmodificationKmachineryKrevealsKlineageKspecificKgainsWK
expansionsWKandKlossesaKProteins:gStructuretgFunctiongandgBioinformaticsWK2010WKjkWKecjhXkl 4.2 15

51 xxpandingKtheKlandscapeKofKchromatinKmodificationKSvMTXrelatedKfunctionalKdomainsKandKgenesKinK
humanaKPLoSgONEWK2010WKhWKedgdee 3.7 9

50 IdentificationKofKaKVPSffuXuindingKProteinKThatKyacilitatesKtlphaKzranuleKyormationKInK–umanK
MegakaryocytesKandKPlateletsaaKBloodWK2010WKddiWKdgggXdggg 2.2

49 tKfamilyKofKdiverseKκunitzKinhibitorsKfromKxchinococcusKgranulosusKpotentiallyKinvolvedKinK
hostXparasiteKcrossXtalkaKPLoSgONEWK2009WKgWKejccl 3.7 30

(2009-2012)
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48 vomparisonKofKsubstrateKspecificityKofKtheKubiquitinKligasesKNeddgKandKNeddgXeKusingKproteomeK
arraysaKMoleculargSystemsgBiologyWK2009WKhWKfff 12.2 100

47 TheKModularKOrganizationKofKProteinKInteractionsKinKxscherichiaKcoliaKPLoSgComputationalgBiologyWK
2009WKhWKedccchef 5 60

46 TheKoriginsKofKapicomplexanKsequenceKinnovationaKGenomegResearchWK2009WKdlWKdeceXdf 9.7 53

45 xxpressedKsequenceKtagsmKanKoverviewaKMethodsgingMoleculargBiologyWK2009WKhffWKdXde 1.4 74

44 PhylogenomicKanalysisKofKxSTKdatasetsaKMethodsgingMoleculargBiologyWK2009WKhffWKehjXji 1.4 2

43 TheKconservationKandKevolutionaryKmodularityKofKmetabolismaKGenomegBiologyWK2009WKdcWKRif 18.3 99

42 SubSeqermKaKgraphXbasedKapproachKforKtheKdetectionKandKidentificationKofKrepetitiveKelementsKinK
lowXcomplexityKsequencesaKBioinformaticsWK2008WKegWKdcdiXj 7.2 1

41
tKsystematicKanalysisKofKintronicKsequencesKdownstreamKofKhRKspliceKsitesKrevealsKaKwidespreadKroleK
forKUXrichKmotifsKandKTItdbTItLdKproteinsKinKalternativeKsplicingKregulationaKGenomegResearchWK2008WK
dkWKdegjXhk

9.7 67

40 uacteriomeaorgXXanKintegratedKproteinKinteractionKdatabaseKforKxaKcoliaKNucleicgAcidsgResearchWK2008WK
fiWKwifeXi 20.1 43

39 UbiquitinationKscreenKusingKproteinKmicroarraysKforKcomprehensiveKidentificationKofKRsphK
substratesKinKyeastaKMoleculargSystemsgBiologyWK2007WKfWKddi 12.2 126

38 vomparativeKgenomicsKofKelastinmKSequenceKanalysisKofKaKhighlyKrepetitiveKproteinaKMatrixgBiologyWK
2007WKeiWKhegXgc 11.4 54

37 TheKglobalKlandscapeKofKsequenceKdiversityaKGenomegBiologyWK2007WKkWKRefk 18.3 9

36 wraftKgenomeKofKtheKfilarialKnematodeKparasiteKurugiaKmalayiaKScienceWK2007WKfdjWKdjhiXic 33.3 513

35 vellVVXXsimulatingKbiochemicalKpathwaysaKBioinformaticsWK2006WKeeWKeldkXeh 7.2 29

34 vodonKusageKpatternsKinKNematodamKanalysisKbasedKonKoverKehKmillionKcodonsKinKthirtyXtwoKspeciesaK
GenomegBiologyWK2006WKjWKRjh 18.3 42

33 SequencesKandKdomainKstructuresKofKmammalianWKavianWKamphibianKandKteleostKtropoelastinsmKvluesK
toKtheKevolutionaryKhistoryKofKelastinsaKMatrixgBiologyWK2006WKehWKgleXhcg 11.4 68

32 zlobalKlandscapeKofKproteinKcomplexesKinKtheKyeastKSaccharomycesKcerevisiaeaKNatureWK2006WKggcWKifjXgf50.4 2327

31 PartizenewuXXcollatingKpartialKgenomesaKNucleicgAcidsgResearchWK2005WKffWKwfcfXj 20.1 8
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30 PotentialKrolesKforKdiatomistsKinKnanotechnologyaKJournalgofgNanosciencegandgNanotechnologyWK2005WK
hWKfhXgc 1.3 23

29 InteractionKnetworkKcontainingKconservedKandKessentialKproteinKcomplexesKinKxscherichiaKcoliaK
NatureWK2005WKgffWKhfdXj 50.4 951

28 LargeXscaleKmodellingKasKaKrouteKtoKmultipleKsurfaceKcomparisonsKofKtheKvvPKmoduleKfamilyaKProteing
EngineeringtgDesigngandgSelectionWK2005WKdkWKfjlXkk 1.9 43

27 NxMutSxmKaKresourceKforKparasiticKnematodeKxSTsaKNucleicgAcidsgResearchWK2004WKfeWKwgejXfc 20.1 59

26 PartizeneXXconstructingKpartialKgenomesaKBioinformaticsWK2004WKecWKdflkXgcg 7.2 127

25 tKtranscriptomicKanalysisKofKtheKphylumKNematodaaKNaturegGeneticsWK2004WKfiWKdehlXij 36.3 209

24 SignalKsequenceKanalysisKofKexpressedKsequenceKtagsKfromKtheKnematodeKNippostrongylusK
brasiliensisKandKtheKevolutionKofKsecretedKproteinsKinKparasitesaKGenomegBiologyWK2004WKhWKRfl 18.3 54

23 xxpressedKsequenceKtagsmKanalysisKandKannotationaKMethodsgingMoleculargBiologyWK2004WKejcWKlfXdei 1.4 8

22 gcccccKnematodeKxSTsKonKtheKNetaKTrendsgingParasitologyWK2003WKdlWKekfXi 6.4 53

21 vaenorhabditisKelegansXapplicationsKtoKnematodeKgenomicsaKComparativegandgFunctionalgGenomicsWK
2003WKgWKdlgXece 2

20 TheKearthwormKxxpressedKSequenceKTagKprojectaKPedobiologiaWK2003WKgjWKggjXghd 1.7 15

19 SimiTriXXvisualizingKsimilarityKrelationshipsKforKgroupsKofKsequencesaKBioinformaticsWK2003WKdlWKflcXh 7.2 59

18 MakingKsenseKofKxSTKsequencesKbyKvLOuuingKthemaKBMCgBioinformaticsWK2002WKfWKfd 3.6 74

17 ILXgKdependentKalternativelyXactivatedKmacrophagesKhaveKaKdistinctiveKinKvivoKgeneKexpressionK
phenotypeaKBMCgImmunologyWK2002WKfWKj 3.7 259

16 TheKurugiaKmalayiKgenomeKprojectmKexpressedKsequenceKtagsKandKgeneKdiscoveryaKTransactionsgofg
thegRoyalgSocietygofgTropicalgMedicinegandgHygieneWK2002WKliWKjXdj 2 57

15 ecccccKnematodeKexpressedKsequenceKtagsKonKtheKNetaKTrendsgingParasitologyWK2001WKdjWKflgXfli 6.4 31

14
vonservedKsurfaceXexposedKκbRXXXκbRKmotifsKandKnetKpositiveKchargeKonKpoxvirusKcomplementK
controlKproteinsKserveKasKputativeKheparinKbindingKsitesKandKcontributeKtoKinhibitionKofKmolecularK
interactionsKwithKhumanKendothelialKcellsmKaKnovelKmechanismKforKevasionKofKhostKdefenseaKJournalg
ofgVirologyWK2000WKjgWKhihlXii

6.6 88

13 wissectingKsitesKimportantKforKcomplementKregulatoryKactivityKinKmembraneKcofactorKproteinKSMvPnK
vwgiTaKJournalgofgBiologicalgChemistryWK2000WKejhWKfjileXjcd 5.4 106

(2000-2005)
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12
tKfamilyKofKsecretedKmucinsKfromKtheKparasiticKnematodeKToxocaraKcanisKbearsKdiverseKmucinK
domainsKbutKsharesKsimilarKflankingKsixXcysteineKrepeatKmotifsaKJournalgofgBiologicalgChemistryWK2000WK
ejhWKfliccXj

5.4 66

11 ueyondKmicromachiningmKtheKpotentialKofKdiatomsaKTrendsgingBiotechnologyWK1999WKdjWKdlcXi 15.1 181

10 ventricKdiatomKmorphogenesismKaKmodelKbasedKonKaKwLtKalgorithmKinvestigatingKtheKpotentialKroleK
ofKmicrotubulesaKBiochimicagEtgBiophysicagActagugMoleculargCellgResearchWK1999WKdgheWKklXdce 4.9 55

9 ventralKmodulesKofKtheKvacciniaKvirusKcomplementKcontrolKproteinKareKnotKinKextensiveKcontactaK
BiochemicalgJournalWK1999WKfggWKdijXdjh 3.8 35

8 ventralKmodulesKofKtheKvacciniaKvirusKcomplementKcontrolKproteinKareKnotKinKextensiveKcontactaK
BiochemicalgJournalWK1999WKfggWKdij 3.8 17

7 TheKmechanicalKpropertiesKofKsimulatedKcollagenKfibrilsaKJournalgofgBiomechanicsWK1997WKfcWKhglXhg 2.9 39

6 SimpleKphysicalKmodelKofKcollagenKfibrillogenesisKbasedKonKdiffusionKlimitedKaggregationaKJournalgofg
MoleculargBiologyWK1995WKegjWKkefXkfd 6.5 47

5 SelfXassemblyKofKrodlikeKparticlesKinKtwoKdimensionsmKtKsimpleKmodelKforKcollagenKfibrillogenesisaK
PhysicalgReviewgEWK1994WKhcWKelifXelii 2.4 21

4 wiscoveryKandKcharacterizationKofKaKzramXpositiveKPelKpolysaccharideKbiosyntheticKgeneKcluster 2

3 tKsystematicKpipelineKforKclassifyingKbacterialKoperonsKrevealsKtheKevolutionaryKlandscapeKofKbiofilmKmachineries2

2 zistKâ��KanKensembleKapproachKtoKtheKtaxonomicKclassificationKofKmetatranscriptomicKsequenceKdata 1

1 MetaPromKtKscalableKandKreproducibleKdataKprocessingKandKanalysisKpipelineKforKmetatranscriptomicK
investigationKofKmicrobialKcommunities 1
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