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82 yonformationalNstudyNofNhumanNserumNalbuminNinNprecdenaturationNtemperaturesNbyNdifferentialN
scanningNcalorimetrybNcircularNdichroismNandNUVNspectroscopydNBMBiReportsbN2006bNiobNkifcl 5.5 56

81 ImpactNofNresidueNaccessibleNsurfaceNareaNonNtheNpredictionNofNproteinNsecondaryNstructuresdNBMCi
BioinformaticsbN2008bNobNikm 3.6 25

80 yorrelationsNbetweenNgenomicNGyNlevelsNandNoptimalNgrowthNtemperaturesNareNnotNVrobustVdN
BiochemicaliandiBiophysicaliResearchiCommunicationsbN2004bNihkbNingci 3.4 25

79 xiomedicalNapplicationsNofNcellcNandNtissuecspecificNmetabolicNnetworkNmodelsdNJournaliofiBiomedicali
InformaticsbN2017bNlnbNikcjo 10.2 24

78 xetacsheetNcappingpNsignalsNthatNinitiateNandNterminateNbetacsheetNformationdNJournaliofiStructurali
BiologybN2008bNglgbNgfgcgf 3.4 24

77 xindingNofNTrisNtoNxacillusNlicheniformisNalphacamylaseNcanNaffectNitsNstarchNhydrolysisNactivitydN
ProteiniandiPeptideiLettersbN2008bNgkbNhghcj 1.9 22

76 wNspermcspecificNproteomecscaleNmetabolicNnetworkNmodelNidentifiesNnoncglycolyticNgenesNforN
energyNdeficiencyNinNasthenozoospermiadNSystemsiBiologyiiniReproductiveiMedicinebN2017bNlibNgffcggh 2.9 21

75 wnalysisNofNmetabolicNsubnetworksNbyNfluxNconeNprojectiondNAlgorithmsiforiMoleculariBiologybN2012bN
mbNgm 1.8 20

74 ’’ywpNaNfeasibilitycbasedNmethodNforNfluxNcouplingNanalysisNofNmetabolicNnetworksdNBMCi
BioinformaticsbN2011bNghbNhil 3.6 19

73 wNmetabolicNnetworkcbasedNapproachNforNdevelopingNfeedingNstrategiesNforNyHONcellsNtoNincreaseN
monoclonalNantibodyNproductiondNBioprocessiandiBiosystemsiEngineeringbN2020bNjibNgingcgino 3.7 17

72 NanotechnologyNhelpsNmedicinepNnanoscaleNswimmersNandNtheirNfutureNapplicationsdNMedicali
HypothesesbN2005bNlkbNgonco 3.8 17

71 ReconstructionNofNaNgenericNmetabolicNnetworkNmodelNofNcancerNcellsdNMoleculariBioSystemsbN2014bN
gfbNifgjchg 16

70 ’luxNcouplingNanalysisNofNmetabolicNnetworksNisNsensitiveNtoNmissingNreactionsdNBioSystemsbN2011bN
gfibNkmcll 1.9 16

69 wNtaleNofNtwoNsymmetricalNtailspNstructuralNandNfunctionalNcharacteristicsNofNpalindromesNinNproteinsdN
BMCiBioinformaticsbN2008bNobNhmj 3.6 15

68
’indingNelementaryNfluxNmodesNinNmetabolicNnetworksNbasedNonNfluxNbalanceNanalysisNandNfluxN
couplingNanalysispNapplicationNtoNtheNanalysisNofN‘scherichiaNcoliNmetabolismdNBiotechnologyiLettersbN
2013bNikbNhfiocjj

3 13

67 ImpactNofNRNwNstructureNonNtheNpredictionNofNdonorNandNacceptorNspliceNsitesdNBMCiBioinformaticsbN
2006bNmbNhom 3.6 13

66 PyzcG‘zpNProteinNcomplexNdetectionNconsideringNPPINdynamicsNbasedNonNtimeNseriesNgeneN
expressionNdatadNJournaliofiTheoreticaliBiologybN2015bNimnbNigcn 2.3 12
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65 ReconstructionNandNvalidationNofNaNconstraintcbasedNmetabolicNnetworkNmodelNforNboneN
marrowcderivedNmesenchymalNstemNcellsdNCelliProliferationbN2015bNjnbNjmkcnk 7.9 12

64 ‘xploringNbiologicalNprocessesNinvolvedNinNembryonicNstemNcellNdifferentiationNbyNanalyzingN
proteomicNdatadNBiochimicaiEtiBiophysicaiActaiyiProteinsiandiProteomicsbN2013bNgnijbNgflico 4 12

63 wNSystemscxasedNwpproachNforNyyanideNOverproductionNbyNforNGoldNxioleachingN‘nhancementdN
FrontiersiiniBioengineeringiandiBiotechnologybN2020bNnbNkhn 5.8 11

62 ‘volutionarilyNconservedNmotifsNandNmodulesNinNmitochondrialNproteincproteinNinteractionN
networksdNMitochondrionbN2013bNgibNllncmk 4.9 11

61 wNmultiscaleNagentcbasedNframeworkNintegratedNwithNaNconstraintcbasedNmetabolicNnetworkNmodelN
ofNcancerNforNsimulatingNavascularNtumorNgrowthdNMoleculariBioSystemsbN2017bNgibNgnnncgnom 11

60 ImportanceNofNRNwNsecondaryNstructureNinformationNforNyeastNdonorNandNacceptorNspliceNsiteN
predictionsNbyNneuralNnetworksdNComputationaliBiologyiandiChemistrybN2006bNifbNkfcm 3.6 11

59 GenomecscaleNreconstructionNofNtheNmetabolicNnetworkNinNPseudomonasNstutzeriNwgkfgdNMoleculari
BioSystemsbN2015bNggbNifhhcih 10

58 wceticNacidNuptakeNrateNcontrolsNHhNproductionNinNyhlamydomonascbacteriaNcocculturesdNAlgali
ResearchbN2019bNjhbNgfglfk 5 10

57 ziscoveringNmissingNreactionsNofNmetabolicNnetworksNbyNusingNgeneNcocexpressionNdatadNScientifici
ReportsbN2017bNmbNjgmmj 4.9 9

56 wNkidneycspecificNgenomecscaleNmetabolicNnetworkNmodelNforNanalyzingNfocalNsegmentalN
glomerulosclerosisdNMammalianiGenomebN2016bNhmbNgknclm 3.2 9

55 wNmathematicalNapproachNtoNemergentNpropertiesNofNmetabolicNnetworkspNpartialNcouplingNrelationsbN
hyperarcsNandNfluxNratiosdNJournaliofiTheoreticaliBiologybN2014bNikkbNgnkcoi 2.3 9

54 OnNfluxNcouplingNanalysisNofNmetabolicNsubsystemsdNJournaliofiTheoreticaliBiologybN2012bNifhbNlhco 2.3 9

53
ModelingNtheNdifferencesNinNbiochemicalNcapabilitiesNofNpseudomonasNspeciesNbyNfluxNbalanceN
analysispNhowNgoodNareNgenomecscaleNmetabolicNnetworksNatNpredictingNtheNdifferencesudNScientifici
WorldiJournalxiThebN2014bNhfgjbNjglhno

2.2 9

52 wNmetacanalysisNofNgeneNexpressionNdataNhighlightsNsynapticNdysfunctionNinNtheNhippocampusNofN
brainsNwithNwlzheimerVsNdiseasedNScientificiReportsbN2020bNgfbNninj 4.9 9

51 ywMWIpNzetectingNproteinNcomplexesNusingNweightedNclusteringNcoefficientNandNweightedNdensitydN
ComputationaliBiologyiandiChemistrybN2015bNknbNhigcjf 3.6 8

50 wdaptationNofNproteinsNtoNdifferentNenvironmentspNaNcomparisonNofNproteomeNstructuralNpropertiesN
inNxacillusNsubtilisNandN‘scherichiaNcolidNJournaliofiTheoreticaliBiologybN2007bNhjjbNghmcih 2.3 8

49 OnNtheNmechanismNofNapoptosiscinducingNactivityNofNhumanNcalprotectinpNzincNsequestrationbN
inductionNofNaNsignalingNpathwaybNorNsomethingNelseudNMedicaliHypothesesbN2007bNlnbNgfghck 3.8 8

48 HowNreliableNrecadjustmentNispNcorrespondenceNregardingNwdN’uglsangbNPTheNVeffectiveNnumberNofN
codonsVNrevisitedPdNBiochemicaliandiBiophysicaliResearchiCommunicationsbN2004bNihjbNgch 3.4 8
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47 ThreecwayNinteractionNmodelNtoNtraceNtheNmechanismsNinvolvedNinNwlzheimerVsNdiseaseNtransgenicN
micedNPLoSiONEbN2017bNghbNefgnjlom 3.7 8

46 RpshmaNmightNactNasNaNcontrollerNofNmicrogliaNactivationNinNtriggeringNneurodegenerativeNdiseasesdN
PLoSiONEbN2020bNgkbNefhiohgo 3.7 8

45 wpplicationsNofNaNmetabolicNnetworkNmodelNofNmesenchymalNstemNcellsNforNcontrollingNcellN
proliferationNandNdifferentiationdNCytotechnologybN2018bNmfbNiigciin 2.2 7

44 OnNtheNidentityNofNPcitersPpNareNpapersNpromptlyNrecognizedNbyNotherNinvestigatorsudNMedicali
HypothesesbN2005bNlkbNnhh 3.8 7

43 ModelingNdirectedNligandNpassageNtowardNenzymeNactiveNsiteNbyNaNVdoubleNcellularNautomataVNmodeldN
BiochemicaliandiBiophysicaliResearchiCommunicationsbN2005bNiiibNgcj 3.4 7

42 ImpactNofNhfqNandNsig‘NonNtheNtoleranceNofNZymomonasNmobilisNZMjNtoNfurfuralNandNaceticNacidN
stressesdNPLoSiONEbN2020bNgkbNefhjfiif 3.7 7

41 wNgraphcbasedNapproachNtoNanalyzeNfluxcbalancedNpathwaysNinNmetabolicNnetworksdNBioSystemsbN
2018bNglkbNjfckg 1.9 6

40 yancerNdriverNgeneNdiscoveryNinNtranscriptionalNregulatoryNnetworksNusingNinfluenceNmaximizationN
approachdNComputersiiniBiologyiandiMedicinebN2019bNggjbNgfiilh 7 6

39 WhyNmajorNnonenzymaticNglycationNsitesNofNhumanNserumNalbuminNareNpreferredNtoNotherNresiduesudN
MedicaliHypothesesbN2005bNljbNnng 3.8 6

38 ManuallyNcuratedNgenomecscaleNreconstructionNofNtheNmetabolicNnetworkNofNxacillusNmegateriumN
zSMigodNScientificiReportsbN2019bNobNgnmlh 4.9 6

37 wNreconciliationNofNgenomecscaleNmetabolicNnetworkNmodelNofNZymomonasNmobilisNZMjdNScientifici
ReportsbN2020bNgfbNmmnh 4.9 5

36 HierarchicalNorganizationNofNfluxesNinN‘scherichiaNcoliNmetabolicNnetworkpNusingNfluxNcouplingN
analysisNforNunderstandingNtheNphysiologicalNpropertiesNofNmetabolicNgenesdNGenebN2015bNklgbNgoochfn 3.8 5

35 SystematicallyNgapcfillingNtheNgenomecscaleNmetabolicNmodelNofNyHONcellsdNBiotechnologyiLettersbN
2021bNjibNmicnm 3 5

34 InNsilicoNpredictionNofNspecificNpathwaysNthatNregulateNmesangialNcellNproliferationNinNIgwN
nephropathydNMedicaliHypothesesbN2016bNombNincjk 3.8 4

33 ImpactNofNWikipediaNonNcitationNtrendsdNEXCLIiJournalbN2013bNghbNgkco 2.4 4

32 ThreecwayNinteractionNmodelNwithNswitchingNmechanismNasNanNeffectiveNstrategyNforNtracingN
functionallycrelatedNgenesdNExpertiReviewiofiProteomicsbN2019bNglbNglgcglo 4.2 4

31
TheNmetabolicNnetworkNmodelNofNprimedenaiveNhumanNembryonicNstemNcellsNunderlinesNtheN
importanceNofNoxidationcreductionNpotentialNandNtryptophanNmetabolismNinNprimedNpluripotencydN
CelliandiBiosciencebN2019bNobNmg

9.8 3

30 predictionNofNenzymaticNreactionsNcatalyzedNbyNacidNphosphatasesdNJournaliofiBiomoleculariStructurei
andiDynamicsbN2021bNiobNioffciogg 3.6 3
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29 xeyondNTaxonomicNwnalysisNofNMicrobiomespNwN’unctionalNwpproachNforNRevisitingNMicrobiomeN
yhangesNinNyolorectalNyancerdNFrontiersiiniMicrobiologybN2019bNgfbNiggm 5.7 3

28 StudyingNtheNrelationshipNbetweenNrobustnessNagainstNmutationsNinNmetabolicNnetworksNandN
lifestyleNofNorganismsdNScientificiWorldiJournalxiThebN2013bNhfgibNlgklom 2.2 3

27 ‘IwcyNzPpNwnNexactNiterativeNalgorithmNforNcriticalNnodeNdetectionNproblemdNComputersiandi
OperationsiResearchbN2021bNghmbNgfkgin 4.6 3

26 wNgenomecscaleNmetabolicNnetworkNreconstructionNofNextremelyNhalophilicNbacteriumNSalinibacterN
ruberdNPLoSiONEbN2019bNgjbNefhgliil 3.7 2

25 wNnetworkNbiologyNapproachNtoNunderstandingNtheNimportanceNofNchameleonNproteinsNinNhumanN
physiologyNandNpathologydNAminoiAcidsbN2017bNjobNificigk 3.5 2

24 ‘videnceNforNtheNrelationshipNbetweenNtheNregulatoryNeffectsNofNmicroRNwsNandNattackNrobustnessN
ofNbiologicalNnetworksdNComputersiiniBiologyiandiMedicinebN2015bNlibNnicog 7 2

23 GenomecScaleNMetabolicNNetworkNModelsNofNxacillusNSpeciesNSuggestNthatNModelNImprovementNisN
NecessaryNforNxiotechnologicalNwpplicationsdNIranianiJournaliofiBiotechnologybN2018bNglbNgljcgmh 1 2

22 SystematicallyNgapcfillingNtheNgenomecscaleNmetabolicNmodelNofNyHONcells 2

21 wNmetabolicNnetworkcbasedNapproachNforNdevelopingNfeedingNstrategiesNforNyHONcellsNtoNincreaseN
monoclonalNantibodyNproduction 2

20 ywMwM‘zpNaNpipelineNforNcompositioncawareNmappingcbasedNanalysisNofNmetagenomicNdatadNNARi
GenomicsiandiBioinformaticsbN2021bNibNlqaagfm 3.7 2

19 OnNcorrelatedNreactionNsetsNandNcoupledNreactionNsetsNinNmetabolicNnetworksdNJournaliofi
BioinformaticsiandiComputationaliBiologybN2015bNgibNgkmgffi 1 1

18 ’yz‘yOMPpNdecompositionNofNmetabolicNnetworksNbasedNonNfluxNcouplingNrelationsdNJournaliofi
BioinformaticsiandiComputationaliBiologybN2014bNghbNgjkffhn 1 1

17 ReconstructionNofNphylogeneticNtreesNofNprokaryotesNusingNmaximalNcommonNintervalsdNBioSystemsbN
2014bNghjbNnlcoj 1.9 1

16 yanNscientificNjournalsNbeNclassifiedNbasedNonNtheirNâ��citationNprofilesâ��udNSouthiAfricaniJournaliofi
SciencebN2015bNgggbN 1.3 1

15 ‘volutionNofNVligandcdiffusionNchreodesVNonNproteincsurfaceNmodelspNaNgeneticcalgorithmNstudydN
ChemistryiandiBiodiversitybN2007bNjbNhmllcmg 2.5 1

14 GenomecScaleNMetabolicNNetworkNModelsNofNxacillusNSpeciesNSuggestNthatNModelNImprovementNisN
NecessaryNforNxiotechnologicalNwpplicationsdNIranianiJournaliofiBiotechnologybN2018bNglbNeglnj 1 1

13 NzzSwpNwNnetworkcNandNdomaincbasedNmethodNforNpredictingNdrugcsideNeffectNassociationsdN
InformationiProcessingiandiManagementbN2020bNkmbNgfhikm 6.3 1

12 wpplicationNofNbetaclactamasecdependentNprodrugsNinNclostridialcdirectedNenzymeNtherapyNWyz‘PTXpN
aNproposaldNMedicaliHypothesesbN2006bNlmbNoonco 3.8 0
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11
wNyonstraintcbasedNmodelingNapproachNtoNreachNanNimprovedNchemicallyNdefinedNminimalNmediumN
forNrecombinantNanti‘p‘Xcsc’vNproductionNbyN‘scherichiaNcolidNBiochemicaliEngineeringiJournalbN
2022bNgmobNgfniio

4.2 0

10 RegulationNofNphotosynthesisNandNvegetativeNgrowthNofNplantsNbyNsmallNRNwsN2020bNhjmchmk

9 wNsystemNarchitectureNforNparallelNanalysisNofNfluxcbalancedNmetabolicNpathwaysdNComputationali
BiologyiandiChemistrybN2020bNnnbNgfmifo 3.6

8 wccountingNforNrobustnessNinNmodelingNsignalNtransductionNresponsesdNJournaliofiReceptoriandi
SignaliTransductioniResearchbN2018bNinbNjjhcjjm 2.6

7 StructuralNsystemsNpharmacologypNwNframeworkNforNintegratingNmetabolicNnetworkNandN
structurecbasedNvirtualNscreeningNforNdrugNdiscoveryNagainstNbacteriaddNPLoSiONEbN2021bNglbNefhlghlm 3.7

6 ImpactNofNhfqNandNsig‘NonNtheNtoleranceNofNZymomonasNmobilisNZMjNtoNfurfuralNandNaceticNacidN
stressesN2020bNgkbNefhjfiif

5 ImpactNofNhfqNandNsig‘NonNtheNtoleranceNofNZymomonasNmobilisNZMjNtoNfurfuralNandNaceticNacidN
stressesN2020bNgkbNefhjfiif

4 ImpactNofNhfqNandNsig‘NonNtheNtoleranceNofNZymomonasNmobilisNZMjNtoNfurfuralNandNaceticNacidN
stressesN2020bNgkbNefhjfiif

3 ImpactNofNhfqNandNsig‘NonNtheNtoleranceNofNZymomonasNmobilisNZMjNtoNfurfuralNandNaceticNacidN
stressesN2020bNgkbNefhjfiif

2 ImpactNofNhfqNandNsig‘NonNtheNtoleranceNofNZymomonasNmobilisNZMjNtoNfurfuralNandNaceticNacidN
stressesN2020bNgkbNefhjfiif
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stressesN2020bNgkbNefhjfiif
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