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A Polygenic Risk Score for Breast Cancer in US Latinas and Latin American Women. Journal of the
National Cancer Institute, 2020, 112, 590-598.

Haplotype analysis of the internationally distributed BRCA1 c.3331_3334delCAAG founder mutation

reveals a common ancestral origin in Iberia. Breast Cancer Research, 2020, 22, 108. 5.0 9

Human Epidermal Growth Factor Receptor 23€"“Positive Breast Cancer Is Associated with Indigenous
American Ancestry in Latin American Women. Cancer Research, 2020, 80, 1893-1901.

BRAF and TERT mutations in papillary thyroid cancer patients of Latino ancestry. Endocrine 19 12
Connections, 2019, 8, 1310-1317. :

Abstract 5233: Associations between somatic mutations and clinical manifestations in South American
Hispanic patients with papillary thyroid cancer. , 2018, , .

Germline Mutations in PALB2, BRCA1, and RAD51C, Which Regulate DNA Recombination Repair, in

Patients With Gastric Cancer. Gastroenterology, 2017, 152, 983-986.e6. 13 o8

Clinical features of Hispanic thyroid cancer cases and the role of known genetic variants on disease
risk. Medicine (United States), 2016, 95, e4148.

The HABP2 G534E polymorphism does not increase nonmedullary thyroid cancer risk in Hispanics. 1.9 17
Endocrine Connections, 2016, 5, 123-127. :

The HABP2 G534E Variant Is an Unlikely Cause of Familial Nonmedullary Thyroid Cancer. Journal of
Clinical Endocrinology and Metabolism, 2016, 101, 1098-1103.

The 8924 rs6983267G variant is associated with increased thyroid cancer risk. Endocrine-Related 31 16
Cancer, 2015, 22, 841-849. :

Abstract 2739: Transcontinental characterization of the Hispanic BRCA1 3450del4 breast cancer
founder mutation. , 2015, , .

Abstract 2784: Genetic analysis of breast cancer in admixed populations of central Colombia. , 2015, , . 0

Abstract LB-046: Evaluation of known low-penetrance thyroid cancer risk alleles in a Hispanic
population from South America. , 2015, , .

Genome-wide association study of breast cancer in Latinas identifies novel protective variants on 12.8 123
6925. Nature Communications, 2014, 5, 5260. :

Abstract B10: Development of high-throughput screening methods for detecting germline cancer
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