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j Paper IF Citations

311 SpRSUroVUaHprolongedHinfectionHduringHadvancedHwxVHdiseaseHevolvesHextensiveHimmuneHescapeVVH
CellVHostVandVMicrobeTH2022TH 23.4 22

310 RapidHepidemicHexpansionHofHtheHSpRSUroVUaHOmicronHvariantHinHsouthernHpfricaVVHNatureTH2022TH 50.4 205

309 tscapeHfromHrecognitionHofHSpRSUroVUaHvariantHspikeHepitopesHbutHoverallHpreservationHofHTHcellH
immunityVHScienceVTranslationalVMedicineTH2022THZcTH 17.5 14

308
RethinkingHtheHhealthHimplicationsHofHsocietyUenvironmentHrelationshipsHinHbuiltHareasiHpnH
assessmentHofHtheHaccessHtoHhealthyHandHhazardsHindexHinHtheHcontextHofHrOVxsUZhVHLandscapeVandV
UrbanVPlanningTH2022THaZfTHZYcaed

7.7 3

307 ReplacementHofHtheHvammaHbyHtheHseltaHvariantHinHqraziliHxmpactHofHlineageHdisplacementHonHtheH
ongoingHpandemicVVHVirusVEvolutionTH2022THgTHveacYac 3.7 1

306 TheHgeographyHandHinterUcommunityHconfigurationHofHnewHsexualHpartnershipHformationHinHaHruralH
SouthHpfricanHpopulationHoverHfourteenHyearsHPaYYbâ��aYZeQVHPLOSVGlobalVPublicVHealthTH2022THaTHeYYYYYdd

305
tffectivenessHofHtheHpdaeVrOVaVSHvaccineHinHhealthUcareHworkersHinHSouthHpfricaHPtheHSisonkeH
studyQiHresultsHfromHaHsingleUarmTHopenUlabelTHphaseHbqTHimplementationHstudyVVHLancetlVTheTH2022TH
bhhTHZZcZUZZdb

40 7

304 pHRetrospectiveHOverviewHofHZikaHVirusHtvolutionHinHtheH idwestHofHqrazilVVHMicrobiologyVSpectrumTH
2022THeYYZddaa 8.9 0

303
xsisekeloHSempiloHstudyHprotocolHforHtheHeffectivenessHofHwxVHpreventionHembeddedHinHsexualH
healthHwithHorHwithoutHpeerHnavigatorHsupportHPThethaH×amiQHtoHreduceHprevalenceHofHtransmissibleH
wxVHamongstHadolescentsHandHyoungHadultsHinHruralHzwaZuluU×ataliHaHaHˆ�HaHfactorialHrandomisedH
controlledHtrialVVHBMCVPublicVHealthTH2022THaaTHcdc

4.1

302 tmergenceHandHphenotypicHcharacterizationHofHtheHglobalHSpRSUroVUaHrVZVaHlineageVVHNatureV
CommunicationsTH2022THZbTHZhfe 17.4 3

301 wxVUZHtvolutionaryHsynamicsHunderH×onsuppressiveHpntiretroviralHTherapyVVHMBioTH2022THeYYaehaa 7.8 0

300 PrtPHuptakeHandHdeliveryHsettingHpreferencesHamongHclientsHvisitingHsixHhealthcareHfacilitiesHinH
tswatiniVVHAIDSVandVBehaviorTH2022THZ 4.3 0

299 romparisonHofHSpRSUroVUaHsequencingHusingHtheHO×THvridxO×HandHtheHxlluminaH iSeqVVHBMCV
GenomicsTH2022THabTHbZh 4.5 2

298 TheHroleHofHhighUriskHgeographiesHinHtheHperpetuationHofHtheHwxVHepidemicHinHruralHSouthHpfricaiHpH
spatialHmolecularHepidemiologyHstudyVHPLOSVGlobalVPublicVHealthTH2022THaTHeYYYYZYd 0

297
rharacterizingHUnusualHSpatialHrlustersHofH aleH entalHwealthHtmergenciesHOccurringHsuringHtheH
uirstH×ationalHrOVxsUZhHJ–ockdownJHinHtheHtastH idlandsHRegionTHUziHpHveospatialHpnalysisHofH
pmbulanceHhhhHsataVVHAmericanVJournalVofVMenfsVHealthTH2022THZeTHZddfhggbaaZYhfdbh

2.2

296 pHyearHofHgenomicHsurveillanceHrevealsHhowHtheHSpRSUroVUaHpandemicHunfoldedHinHpfricaVHScienceTH
2021THbfcTHcabUcbZ 33.3 35

295 PrevalenceHandHRiskHuactorsHforHxnfectionHpmongHpdolescentsHinHRuralHSouthHpfricaVHOpenVForumV
InfectiousVDiseasesTH2021THgTHofaadaY 1 1
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294 wxVUZHdrugHresistanceHinHadultsHandHadolescentsHonHproteaseHinhibitorUbasedHantiretroviralH
treatmentHinHzwaZuluU×atalHProvinceTHSouthHpfricaVHJournalVofVGlobalVAntimicrobialVResistanceTH2021TH 3.4 1

293 TheHpoliticalHtheatreHofHtheHUzOsHtravelHbanHonHSouthHpfricaVHLancetlVTheTH2021TH 40 12

292 pfricaiHtackleHwxVHandHrOVxsUZhHtogetherVHNatureTH2021THeYYTHbbUbe 50.4 9

291 wxVHstatusHaltersHdiseaseHseverityHandHimmuneHcellHresponsesHinHbetaHvariantHSpRSUroVUaHinfectionH
waveVHELifeTH2021THZYTH 8.9 8

290
pnHexplorationHofHfactorsHcharacterisingHunusualHspatialHclustersHofHrOVxsUZhHcasesHinHtheHtastH
 idlandsHregionTHUziHaHgeospatialHanalysisHofHambulanceHhhhHdataVHLandscapeVandVUrbanVPlanningTH
2021THaZhTHZYcahh

7.7 1

289 wxVHviralHloadHandHpregnancyHlossiHresultsHfromHaHpopulationUbasedHcohortHstudyHinHruralH
zwaZuluU×atalTHSouthHpfricaVHAidsTH2021THbdTHgahUgbb 3.5 1

288 tscapeHofHSpRSUroVUaHdYZYVVaHfromHneutralizationHbyHconvalescentHplasmaVHNatureTH2021THdhbTHZcaUZce 50.4 344

287 setectionHofHaHSpRSUroVUaHvariantHofHconcernHinHSouthHpfricaVHNatureTH2021THdhaTHcbgUccb 50.4 685

286 PatternsHofHmultimorbidityHandHtheirHassociationHwithHhospitalisationiHaHpopulationUbasedHstudyHofH
olderHadultsHinHurbanHTanzaniaVHAgeVandVAgeingTH2021THdYTHZbchUZbeY 3 2

285 SpRSUroVUaHdYZYVVaHPqVZVbdZQHelicitsHcrossUreactiveHneutralizingHantibodiesH2021TH 16

284 SpRSUroVUaHdYZYVVaHescapesHneutralizationHbyHSouthHpfricanHrOVxsUZhHdonorHplasmaVHNatureV
MedicineTH2021THafTHeaaUead 50.5 670

283 uieldHandHclassroomHinitiativesHforHportableHsequenceUbasedHmonitoringHofHdengueHvirusHinHqrazilVH
NatureVCommunicationsTH2021THZaTHaahe 17.4 3

282 SpRSUroVUaHshiftingHtransmissionHdynamicsHandHhiddenHreservoirsHpotentiallyHlimitHefficacyHofHpublicH
healthHinterventionsHinHxtalyVHCommunicationsVBiologyTH2021THcTHcgh 6.7 13

281 venomicHsurveillanceHactivitiesHunveilHtheHintroductionHofHtheHSpRSUroVUaHqVZVdadHvariantHofH
interestHinHqraziliHraseHreportVHJournalVofVMedicalVVirologyTH2021THhbTHddabUddae 19.7 10

280 TrackingHtheHinternationalHspreadHofHSpRSUroVUaHlineagesHqVZVZVfHandHqVZVbdZWdYZYUVaVHWellcomeV
OpenVResearchTH2021THeTHZaZ 4.8 46

279  ultiplexHqPrRHdiscriminatesHvariantsHofHconcernHtoHenhanceHglobalHsurveillanceHofHSpRSUroVUaVH
PLoSVBiologyTH2021THZhTHebYYZabe 9.7 85

278 tfficacyHofHtheHrhpdOxZHnroVUZhHrovidUZhHVaccineHagainstHtheHqVZVbdZHVariantVHNewVEnglandV
JournalVofVMedicineTH2021THbgcTHZggdUZghg 59.2 639

277 WestH×ileHVirusHinHqrazilVHPathogensTH2021THZYTH 4.5 3
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276 ReducedHantibodyHcrossUreactivityHfollowingHinfectionHwithHqVZVZVfHthanHwithHparentalHSpRSUroVUaH
strainsVHELifeTH2021THZYTH 8.9 26

275 wxVUZHandHSpRSUroVUaiHPatternsHinHtheHevolutionHofHtwoHpandemicHpathogensVHCellVHostVandVMicrobeTH
2021THahTHZYhbUZZZY 23.4 19

274
pcceptabilityHofHaHtabletUbasedHapplicationHtoHsupportHearlyHwxVHtestingHamongHmenHinHruralH
zwaZuluU×atalTHSouthHpfricaiHaHmixedHmethodHstudyVHAIDSVCareVmVPsychologicalVandVSociomMedicalV
AspectsVofVAIDSoHIVTH2021THbbTHchcUdYZ

2.2 6

273 tarlyHtransmissionHofHSpRSUroVUaHinHSouthHpfricaiHpnHepidemiologicalHandHphylogeneticHreportVH
InternationalVJournalVofVInfectiousVDiseasesTH2021THZYbTHabcUacZ 10.5 37

272
setectionHofHxnducibleHReplicationUrompetentHwxVUZHSubtypeHrHProvirusHsespiteH–ongUTermH
pntiretroviralHTreatmentHinHPerinatallyHxnfectedHpdolescentsHinHqotswanaVHAIDSVResearchVandV
HumanVRetrovirusesTH2021THbfTHZeUab

1.6 1

271 PotentialHxmpactHandHrostUtffectivenessHofHrondomlessUSexUroncentratedHPrtPHinHzwaZuluU×atalH
pccountingHforHsrugHResistanceVHJournalVofVInfectiousVDiseasesTH2021THaabTHZbcdUZbdd 7 9

270 SpRSUroVUaHdYZYVVaHescapesHneutralizationHbyHSouthHpfricanHrOVxsUZhHdonorHplasmaH2021TH 183

269 PrRHassayHtoHenhanceHglobalHsurveillanceHforHSpRSUroVUaHvariantsHofHconcernH2021TH 15

268 SixteenHnovelHlineagesHofHSpRSUroVUaHinHSouthHpfricaVHNatureVMedicineTH2021THafTHccYUcce 50.5 206

267
womeUqasedHxnterventionHtoHTestHandHStartHPwxTSQiHaHcommunityUrandomizedHcontrolledHtrialHtoH
increaseHwxVHtestingHuptakeHamongHmenHinHruralHSouthHpfricaVHJournalVofVtheVInternationalVAIDSV
SocietyTH2021THacTHeadeed

5.4 4

266
UsingHtheHtmanuelHurameworkHtoHtxploreHtheHtthicalHxssuesHRaisedHinHaHParticipatoryHVisualH
ResearchHProjectHinHRuralHSouthHpfricaVHJournalVofVEmpiricalVResearchVonVHumanVResearchVEthicsTH
2021THZeTHbUZc

1.6 0

265 rommonHmentalHdisordersHandHwxVHstatusHinHtheHcontextHofHsRtp SHamongHadolescentHgirlsHandH
youngHwomenHinHruralHzwaZuluU×atalTHSouthHpfricaVHBMCVPublicVHealthTH2021THaZTHcfg 4.1 4

264  ultipleHtarlyHxntroductionsHofHSpRSUroVUaHtoHrapeHTownTHSouthHpfricaVHVirusesTH2021THZbTH 6.2 9

263 ronvergenceHofHinfectiousHandHnonUcommunicableHdiseaseHepidemicsHinHruralHSouthHpfricaiHaH
crossUsectionalTHpopulationUbasedHmultimorbidityHstudyVHTheVLancetVGlobalVHealthTH2021THhTHehefUehfe 13.6 16

262 –argeHageHshiftsHinHwxVUZHincidenceHpatternsHinHzwaZuluU×atalTHSouthHpfricaVHProceedingsVofVtheV
NationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaTH2021THZZgTH 11.5 2

261 ShortHReportiHtarlyHgenomicHdetectionHofHSpRSUroVUaHPVZHvariantHinH×ortheastHqrazilVHPLoSV
NeglectedVTropicalVDiseasesTH2021THZdTHeYYYhdhZ 4.8 5

260 TheHeffectHofHeligibilityHforHantiretroviralHtherapyHonHbodyHmassHindexHandHbloodHpressureHinH
zwaZuluU×atalTHSouthHpfricaVHScientificVReportsTH2021THZZTHZcfZg 4.9

259 TwoHdosesHofHSpRSUroVUaHvaccinationHinduceHrobustHimmuneHresponsesHtoHemergingHSpRSUroVUaH
variantsHofHconcernVHNatureVCommunicationsTH2021THZaTHdYeZ 17.4 42
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258 vlobalHdisparitiesHinHSpRSUroVUaHgenomicHsurveillanceH2021TH 26

257 xmplementationHofHanHefficientHSpRSUroVUaHspecimenHpoolingHstrategyHforHhighHthroughputH
diagnosticHtestingVHScientificVReportsTH2021THZZTHZffhb 4.9 2

256 TheHemergenceHandHongoingHconvergentHevolutionHofHtheHSpRSUroVUaH×dYZYHlineagesVHCellTH2021TH
ZgcTHdZghUdaYYVef 56.2 61

255 xmmunogenicityHofHSpRSUroVUaHinfectionHandHpdaeVroVaVSHvaccinationHinHpeopleHlivingHwithHwxVVH
ClinicalVInfectiousVDiseasesTH2021TH 11.6 6

254 siscreteHSurvivalHTimeHronstructionsHforHStudyingH aritalHuormationHandHsissolutionHinHRuralHSouthH
pfricaVHFrontiersVinVPsychologyTH2020THZZTHZdc 3.4

253 venomeHsetectiveHroronavirusHTypingHToolHforHrapidHidentificationHandHcharacterizationHofHnovelH
coronavirusHgenomesVHBioinformaticsTH2020THbeTHbddaUbddd 7.2 89

252
OpportunitiesHandHrhallengesHinHwxVHTreatmentHasHPreventionHResearchiHResultsHfromHtheHp×RSH
ZaachHrlusterURandomizedHTrialHandHpssociatedHPopulationHrohortVHCurrentVHIVoAIDSVReportsTH2020TH
ZfTHhfUZYg

5.9 6

251
TheHstateHofHtheHwxVHepidemicHinHruralHzwaZuluU×atalTHSouthHpfricaiHaHnovelHapplicationHofHdiseaseH
metricsHtoHassessHtrajectoriesHandHhighlightHareasHforHinterventionVHInternationalVJournalVofV
EpidemiologyTH2020THchTHeeeUefd

7.8 13

250 wxVHseroconcordanceHamongHheterosexualHcouplesHinHruralHzwaZuluU×atalTHSouthHpfricaiHaH
populationUbasedHanalysisVHJournalVofVtheVInternationalVAIDSVSocietyTH2020THabTHeadcba 5.4 3

249 QuantifyingHwxVHtransmissionHflowHbetweenHhighUprevalenceHhotspotsHandHsurroundingH
communitiesiHaHpopulationUbasedHstudyHinHRakaiTHUgandaVHLancetVHIVltheTH2020THfTHeZfbUeZgb 7.8 26

248 TheHxmpactHofHselayedHSwitchHtoHSecondU–ineHpntiretroviralHTherapyHonH ortalityTHsependingHonH
sefinitionHofHuailureHTimeHandHrscHrountHatHuailureVHAmericanVJournalVofVEpidemiologyTH2020THZghTHgZZUgZh3.8 10

247 SpatialUtemporalHtrendsHandHriskHfactorsHforHundernutritionHandHobesityHamongHchildrenHPVHBMJVOpen
TH2020THZYTHeYbccfe 3 7

246 ProtocoliH–everagingHaHdemographicHandHhealthHsurveillanceHsystemHforHrovidUZhHSurveillanceHinH
ruralHzwaZuluU×atalVHWellcomeVOpenVResearchTH2020THdTHZYh 4.8 13

245 ProtocoliH–everagingHaHdemographicHandHhealthHsurveillanceHsystemHforHrovidUZhHSurveillanceHinH
ruralHzwaZuluU×atalVHWellcomeVOpenVResearchTH2020THdTHZYh 4.8 13

244 sevelopmentHandHpcceptabilityHofHaHTabletUqasedHpppHtoHSupportH enHtoH–inkHtoHwxVHrareiH ixedH
 ethodsHppproachVHJMIRVMHealthVandVUHealthTH2020THgTHeZfdch 5.5 1

243 RecordingHofHwxVHviralHloadsHandHviralHsuppressionHinHSouthHpfricanHpatientsHreceivingHantiretroviralH
treatmentiHaHmulticentreHcohortHstudyVHAntiviralVTherapyTH2020THadTHadfUaee 1.6 2

242 xmpactHofHcommunityHpipedHwaterHcoverageHonHreUinfectionHwithHurogenitalHschistosomiasisHinHruralH
SouthHpfricaVHELifeTH2020THhTH 8.9 2

241 venomeHsetectiveHroronavirusHTypingHToolHforHrapidHidentificationHandHcharacterizationHofHnovelH
coronavirusHgenomesH2020TH 10

(2020-2021)
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240 tarlyHtransmissionHofHSpRSUroVUaHinHSouthHpfricaiHpnHepidemiologicalHandHphylogeneticHreportH2020
TH 20

239 wighHResolutionHanalysisHofHTransmissionHsynamicsHofHSarsUrovUaHinHTwoH ajorHwospitalHOutbreaksH
inHSouthHpfricaH–everagingHxntrahostHsiversityH2020TH 15

238 ReturnHofHtheHfounderHrhikungunyaHvirusHtoHitsHplaceHofHintroductionHintoHqrazilHisHrevealedHbyH
genomicHcharacterizationHofHexanthematicHdiseaseHcasesVHEmergingVMicrobesVandVInfectionsTH2020THhTHdbUdf18.9 7

237
tarlierHpntiretroviralHTherapyHxnitiationHandHsecreasingH ortalityHpmongHwxVUinfectedHxnfantsH
xnitiatingHpntiretroviralHTherapyHWithinHbH onthsHofHpgeHinHSouthHpfricaTHaYYeUaYZfVHPediatricV
InfectiousVDiseaseVJournalTH2020THbhTHZafUZbb

3.4 7

236 q xHandHpllUrauseH ortalityHinHaHPopulationUqasedHrohortHinHRuralHSouthHpfricaVHObesityTH2020THagTHacZcUacab8 9

235 UnlockingHtheHefficiencyHofHgenomicsHlaboratoriesHwithHroboticHliquidUhandlingVHBMCVGenomicsTH2020
THaZTHfah 4.5 6

234
TheHimpactHofHcontinuousHqualityHimprovementHonHcoverageHofHantenatalHwxVHcareHtestsHinHruralH
SouthHpfricaiHResultsHofHaHsteppedUwedgeHclusterUrandomisedHcontrolledHimplementationHtrialVHPLoSV
MedicineTH2020THZfTHeZYYbZdY

11.6 4

233 txposureHtoHwasteHsitesHandHtheirHimpactHonHhealthiHaHpanelHandHgeospatialHanalysisHofHnationallyH
representativeHdataHfromHSouthHpfricaTHaYYgUaYZdVHLancetVPlanetaryVHealthlVTheTH2020THcTHeaabUeabc 9.8 6

232  appingHmaleHcircumcisionHforHwxVHpreventionHeffortsHinHsubUSaharanHpfricaVHBMCVMedicineTH2020TH
ZgTHZgh 11.4 8

231 ReducedHefficacyHofHwxVUZHintegraseHinhibitorsHinHpatientsHwithHdrugHresistanceHmutationsHinHreverseH
transcriptaseVHNatureVCommunicationsTH2020THZZTHdhaa 17.4 22

230 ×extHvenerationHSequencingHandHqioinformaticsHpnalysisHofHuamilyHveneticHxnheritanceVHFrontiersVinV
GeneticsTH2020THZZTHdccZea 4.5 11

229 wxVHincidenceHdeclinesHinHaHruralHSouthHpfricanHpopulationiHaHvUimputationHapproachHforHinferenceVH
BMCVPublicVHealthTH2020THaYTHZaYd 4.1 2

228 TrendsHinHrscHandHviralHloadHtestingHaYYdHtoHaYZgiHmultiUcohortHstudyHofHpeopleHlivingHwithHwxVHinH
SouthernHpfricaVHJournalVofVtheVInternationalVAIDSVSocietyTH2020THabTHeaddce 5.4 7

227 xmpactHofHpretreatmentHlowUabundanceHwxVUZHdrugUresistantHvariantsHonHvirologicalHfailureHamongH
wxVUZWTqUcoUinfectedHindividualsVHJournalVofVAntimicrobialVChemotherapyTH2020THfdTHbbZhUbbae 5.1 2

226 SpatialHclusteringHofHfoodHinsecurityHandHitsHassociationHwithHdepressioniHaHgeospatialHanalysisHofH
nationallyHrepresentativeHSouthHpfricanHdataTHaYYgUaYZdVHScientificVReportsTH2020THZYTHZbffZ 4.9 6

225 pcceleratingHgenomicsUbasedHsurveillanceHforHrOVxsUZhHresponseHinHpfricaVHLancetVMicrobelVTheTH
2020THZTHeaafUeaag 22.2 13

224 WholeHvenomeHSequencingHofHSpRSUroVUaiHpdaptingHxlluminaHProtocolsHforHQuickHandHpccurateH
OutbreakHxnvestigationHduringHaHPandemicVHGenesTH2020THZZTH 4.2 39

223 tstimatingHtrendsHinHtheHincidenceHrateHwithHintervalHcensoredHdataHandHtimeUdependentHcovariatesVH
StatisticalVMethodsVinVMedicalVResearchTH2020THahTHafaUagZ 2.3 2
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222  igrationHandHfirstUyearHmaternalHmortalityHamongHwxVUpositiveHpostpartumHwomeniHpH
populationUbasedHlongitudinalHstudyHinHruralHSouthHpfricaVHPLoSVMedicineTH2020THZfTHeZYYbYgd 11.6 2

221
TheHimpactHofHcontinuousHqualityHimprovementHonHcoverageHofHantenatalHwxVHcareHtestsHinHruralH
SouthHpfricaiHResultsHofHaHsteppedUwedgeHclusterUrandomisedHcontrolledHimplementationHtrialH2020TH
ZfTHeZYYbZdY

220
TheHimpactHofHcontinuousHqualityHimprovementHonHcoverageHofHantenatalHwxVHcareHtestsHinHruralH
SouthHpfricaiHResultsHofHaHsteppedUwedgeHclusterUrandomisedHcontrolledHimplementationHtrialH2020TH
ZfTHeZYYbZdY

219
TheHimpactHofHcontinuousHqualityHimprovementHonHcoverageHofHantenatalHwxVHcareHtestsHinHruralH
SouthHpfricaiHResultsHofHaHsteppedUwedgeHclusterUrandomisedHcontrolledHimplementationHtrialH2020TH
ZfTHeZYYbZdY

218
TheHimpactHofHcontinuousHqualityHimprovementHonHcoverageHofHantenatalHwxVHcareHtestsHinHruralH
SouthHpfricaiHResultsHofHaHsteppedUwedgeHclusterUrandomisedHcontrolledHimplementationHtrialH2020TH
ZfTHeZYYbZdY

217
TheHimpactHofHcontinuousHqualityHimprovementHonHcoverageHofHantenatalHwxVHcareHtestsHinHruralH
SouthHpfricaiHResultsHofHaHsteppedUwedgeHclusterUrandomisedHcontrolledHimplementationHtrialH2020TH
ZfTHeZYYbZdY

216 WhatHShouldHWeHsoHWhenHwxVUpositiveHrhildrenHuailHuirstUlineHrombinationHpntiretroviralHTherapynH
pHromparisonHofHcHpRTH anagementHStrategiesVHPediatricVInfectiousVDiseaseVJournalTH2019THbgTHcYYUcYd 3.4 3

215 SpatialHstructureHofHdepressionHinHSouthHpfricaiHpHlongitudinalHpanelHsurveyHofHaHnationallyH
representativeHsampleHofHhouseholdsVHScientificVReportsTH2019THhTHhfh 4.9 11

214 tarlyHsetectionHofHtmergentHtxtensivelyHsrugUResistantHTuberculosisHbyHulowHrytometryUqasedH
PhenotypingHandHWholeUvenomeHSequencingVHAntimicrobialVAgentsVandVChemotherapyTH2019THebTH 5.9 10

213 pHmethodHforHstatisticalHanalysisHofHrepeatedHresidentialHmovementsHtoHlinkHhumanHmobilityHandHwxVH
acquisitionVHPLoSVONETH2019THZcTHeYaZfagc 3.7 3

212 pHdecadeHofHsustainedHgeographicHspreadHofHwxVHinfectionsHamongHwomenHinHsurbanTHSouthHpfricaVH
BMCVInfectiousVDiseasesTH2019THZhTHdYY 4 11

211 rirculationHofHchikungunyaHvirusHtastWrentralWSouthHpfricanHlineageHinHRioHdeHyaneiroTHqrazilVHPLoSV
ONETH2019THZcTHeYaZfgfZ 3.7 16

210  appingHwxVHprevalenceHinHsubUSaharanHpfricaHbetweenHaYYYHandHaYZfVHNatureTH2019THdfYTHZghUZhb 50.4 161

209 TrendsHinHPretreatmentHwxVUZHsrugHResistanceHinHpntiretroviralHTherapyUnaiveHpdultsHinHSouthH
pfricaTHaYYYUaYZeiHpHPooledHSequenceHpnalysisVHEClinicalMedicineTH2019THhTHaeUbc 11.3 29

208 xnferringHwxVUZHtransmissionHnetworksHandHsourcesHofHepidemicHspreadHinHpfricaHwithH
deepUsequenceHphylogeneticHanalysisVHNatureVCommunicationsTH2019THZYTHZcZZ 17.4 26

207 tffectHofHpRTHscaleUupHandHfemaleHmigrationHintensityHonHriskHofHwxVHacquisitioniHresultsHfromHaH
populationUbasedHcohortHinHzwaZuluU×atalTHSouthHpfricaVHBMCVPublicVHealthTH2019THZhTHZhe 4.1 11

206 TheHeffectHofHinterventionsHonHtheHtransmissionHandHspreadHofHwxVHinHSouthHpfricaiHaHphylodynamicH
analysisVHScientificVReportsTH2019THhTHaecY 4.9 5

205 rurrentHpffairsHofH icrobialHvenomeUWideHpssociationHStudiesiHppproachesTHqottlenecksHandH
pnalyticalHPitfallsVHFrontiersVinVMicrobiologyTH2019THZYTHbZZh 5.7 20

(2019-2020)
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204 venomeHsetectiveiHanHautomatedHsystemHforHvirusHidentificationHfromHhighUthroughputHsequencingH
dataVHBioinformaticsTH2019THbdTHgfZUgfb 7.2 109

203
WholeHgenomeHsequencingHforHdrugUresistantHtuberculosisHmanagementHinHSouthHpfricaiHWhatHgapsH
wouldHthisHaddressHandHwhatHareHtheHchallengesHtoHimplementationnVHJournalVofVClinicalVTuberculosisV
andVOtherVMycobacterialVDiseasesTH2019THZeTHZYYZZd

2.1 4

202 SpaceUtimeHclusteringHofHrecentlyUdiagnosedHtuberculosisHandHimpactHofHpRTHscaleUupiHtvidenceH
fromHanHwxVHhyperUendemicHruralHSouthHpfricanHpopulationVHScientificVReportsTH2019THhTHZYfac 4.9 6

201 YellowHueverHVirusHReemergenceHandHSpreadHinHSoutheastHqrazilTHaYZeUaYZhVHJournalVofVVirologyTH
2019THhcTH 6.6 29

200
RecentHlevelsHandHtrendsHinHwxVHincidenceHratesHamongHadolescentHgirlsHandHyoungHwomenHinHtenH
highUprevalenceHpfricanHcountriesiHaHsystematicHreviewHandHmetaUanalysisVHTheVLancetVGlobalVHealthTH
2019THfTHeZdaZUeZdcY

13.6 46

199 tthicalHissuesHassociatedHwithHwxVHmolecularHepidemiologyiHaHqualitativeHexploratoryHstudyHusingH
inductiveHanalyticHapproachesVHBMCVMedicalVEthicsTH2019THaYTHef 2.9 6

198 TrendsHinHwxVHPreventionTHTreatmentTHandHxncidenceHinHaHwyperendemicHpreaHofHzwaZuluU×atalTH
SouthHpfricaVHJAMAVNetworkVOpenTH2019THaTHeZhZcbfg 10.4 17

197 uactorsHassociatedHwithHwxVHinHyoungerHandHolderHadultHmenHinHSouthHpfricaiHfindingsHfromHaH
crossUsectionalHsurveyVHBMJVOpenTH2019THhTHeYbZeef 3 4

196 TemporalHtrendsHofHpopulationHviralHsuppressionHinHtheHcontextHofHUniversalHTestHandHTreatiHtheH
p×RSHZaachHTasPHtrialHinHruralHSouthHpfricaVHJournalVofVtheVInternationalVAIDSVSocietyTH2019THaaTHeadcYa 5.4 3

195 TowardsHU×pxsSHuastUTrackHgoalsiHtargetingHpriorityHgeographicHareasHforHwxVHpreventionHandHcareH
inHZimbabweVHAidsTH2019THbbTHbYdUbZc 3.5 16

194 seclinesHinHwxVHincidenceHamongHmenHandHwomenHinHaHSouthHpfricanHpopulationUbasedHcohortVH
NatureVCommunicationsTH2019THZYTHdcga 17.4 43

193 SociobehavioralHandHcommunityHpredictorsHofHunsuppressedHwxVHviralHloadiHmultilevelHresultsHfromHaH
hyperendemicHruralHSouthHpfricanHpopulationVHAidsTH2019THbbTHddhUdeh 3.5 6

192 soesHxncidentHrircumcisionH–eadHtoHRiskHrompensationnHtvidenceHuromHaHPopulationHrohortHinH
zwaZuluU×atalTHSouthHpfricaVHJournalVofVAcquiredVImmuneVDeficiencyVSyndromesVgqyyyhTH2019THgYTHaehUafd3.1 10

191 uactorsHinfluencingHwxVUZHphylogeneticHclusteringVHCurrentVOpinionVinVHIVVandVAIDSTH2019THZcTHZeZUZfa 4.2 2

190
UndetectableHproviralHdeoxyribonucleicHacidHinHanHadolescentHperinatallyHinfectedHwithHhumanH
immunodeficiencyHvirusUZrHandHonHlongUtermHantiretroviralHtherapyHresultedHinHviralHreboundH
followingHantiretroviralHtherapyHterminationiHpHcaseHreportHwithHimplicationsHforHclinicalHcareVH
MedicineVgUnitedVStateshTH2019THhgTHeZgYZc

1.8 1

189 tffectsHofH igrationHonHRiskyHSexualHqehaviorHandHwxVHpcquisitionHinHSouthHpfricaiHpHSystematicH
ReviewHandH etaUanalysisTHaYYYUaYZfVHAIDSVandVBehaviorTH2019THabTHZbheUZcbY 4.3 18

188  oderateUtoUwighH–evelsHofHPretreatmentHwxVHsrugHResistanceHinHzwaZuluU×atalHProvinceTHSouthH
pfricaVHAIDSVResearchVandVHumanVRetrovirusesTH2019THbdTHZahUZbg 1.6 15

187
PredictedHantiviralHactivityHofHtenofovirHversusHabacavirHinHcombinationHwithHaHcytosineHanalogueHandH
theHintegraseHinhibitorHdolutegravirHinHwxVUZUinfectedHSouthHpfricanHpatientsHinitiatingHorHfailingH
firstUlineHpRTVHJournalVofVAntimicrobialVChemotherapyTH2019THfcTHcfbUcfh

5.1 10
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186
xmpactHofH×extUgenerationHSequencingHsefinedHwumanHxmmunodeficiencyHVirusHPretreatmentHsrugH
ResistanceHonHVirologicalHOutcomesHinHtheHp×RSHZaachHTreatmentUasUPreventionHTrialVHClinicalV
InfectiousVDiseasesTH2019THehTHaYfUaZc

11.6 38

185 UnravellingHtheHcomplicatedHevolutionaryHandHdisseminationHhistoryHofHwxVUZ HsubtypeHpHlineagesVH
VirusVEvolutionTH2018THcTHveyYYb 3.7 9

184 xmpactHofHearlyHantiretroviralHtherapyHeligibilityHonHwxVHacquisitioniHhouseholdUlevelHevidenceHfromH
ruralHSouthHpfricaVHAidsTH2018THbaTHebdUecb 3.5 9

183
wxVUZHdrugHresistanceHbeforeHinitiationHorHreUinitiationHofHfirstUlineHantiretroviralHtherapyHinH
lowUincomeHandHmiddleUincomeHcountriesiHaHsystematicHreviewHandHmetaUregressionHanalysisVHLancetV
InfectiousVDiseaseslVTheTH2018THZgTHbceUbdd

25.5 200

182 UniversalHtestHandHtreatHandHtheHwxVHepidemicHinHruralHSouthHpfricaiHaHphaseHcTHopenUlabelTH
communityHclusterHrandomisedHtrialVHLancetVHIVltheTH2018THdTHeZZeUeZad 7.8 140

181 –ongitudinalHTrendsHinHtheHPrevalenceHofHsetectableHwxVHViremiaiHPopulationUqasedHtvidenceHuromH
RuralHzwaZuluU×atalTHSouthHpfricaVHClinicalVInfectiousVDiseasesTH2018THeeTHZadcUZaeY 11.6 9

180
xdentifyingHOcorridorsHofHwxVHtransmissionOHinHaHseverelyHaffectedHruralHSouthHpfricanHpopulationiHaH
caseHforHaHshiftHtowardHtargetedHpreventionHstrategiesVHInternationalVJournalVofVEpidemiologyTH2018TH
cfTHdbfUdch

7.8 36

179 TargetingHtheHrightHinterventionsHtoHtheHrightHpeopleHandHplacesiHtheHroleHofHgeospatialHanalysisHinH
wxVHprogramHplanningVHAidsTH2018THbaTHhdfUheb 3.5 23

178
–istHrandomizationHforHelicitingHwxVHstatusHandHsexualHbehaviorsHinHruralHzwaZuluU×atalTHSouthH
pfricaiHaHrandomizedHexperimentHusingHknownHtrueHvaluesHforHvalidationVHBMCVMedicalVResearchV
MethodologyTH2018THZgTHce

4.7 5

177 PatternsHofHgenomicHsiteHinheritanceHinHwxVUZ HinterUsubtypeHrecombinantsHdelineateHtheHmostH
likelyHgenomicHsitesHofHsubtypeUspecificHadaptationVHVirusVEvolutionTH2018THcTHveyYZd 3.7 2

176 wxVHTreatmentHSubstantiallyHsecreasesHwospitalizationHRatesiHtvidenceHuromHRuralHSouthHpfricaVH
HealthVAffairsTH2018THbfTHhhfUZYYc 7

175 tffectHofHtheH×umberHofHPregnanciesHonH ortalityHRiskHinHwxVUxnfectedHWomeniHaHProspectiveH
rohortHStudyHinHRuralHzwaZuluU×atalTHSouthHpfricaVHAIDSVandVBehaviorTH2018THaaTHbhfZUbhgY 4.3 2

174
pccessHtoHantiretroviralHtherapyHinHwxVUinfectedHchildrenHagedHYUZhHyearsHinHtheHxnternationalH
tpidemiologyHsatabasesHtoHtvaluateHpxsSHPxestpQHvlobalHrohortHronsortiumTHaYYcUaYZdiHpH
prospectiveHcohortHstudyVHPLoSVMedicineTH2018THZdTHeZYYaded

11.6 21

173  obilityHandHincreasedHriskHofHwxVHacquisitionHinHSouthHpfricaiHaHmixedUmethodHsystematicHreviewH
protocolVHSystematicVReviewsTH2018THfTHbf 3 1

172 rapturingHtheHspatialHvariabilityHofHwxVHepidemicsHinHSouthHpfricaHandHTanzaniaHusingHroutineH
healthcareHfacilityHdataVHInternationalVJournalVofVHealthVGeographicsTH2018THZfTHaf 3.5 13

171 xncidenceHrateHestimationTHperiodicHtestingHandHtheHlimitationsHofHtheHmidUpointHimputationH
approachVHInternationalVJournalVofVEpidemiologyTH2018THcfTHabeUacd 7.8 36

170 wighHpercentageHofHundiagnosedHwxVHcasesHwithinHaHhyperendemicHSouthHpfricanHcommunityiHaH
populationUbasedHstudyVHJournalVofVEpidemiologyVandVCommunityVHealthTH2018THfaTHZegUZfa 5.1 21

169 uailureHtoHinitiateHwxVHtreatmentHinHpatientsHwithHhighHrscHcountsiHevidenceHfromHdemographicH
surveillanceHinHruralHSouth´ pfricaVHTropicalVMedicineVandVInternationalVHealthTH2018THabTHaYeUaaY 2.3 14

(2018-2019)
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168
pHrlusterHRandomisedHTrialHtoHsetermineHtheHtfficacyHofHtheHJueedingHquddiesJHProgrammeHinH
xmprovingHtxclusiveHqreastfeedingHRatesHpmongHwxVUxnfectedHWomenHinHRuralHzwaZuluU×atalTH
SouthHpfricaVHAIDSVandVBehaviorTH2018THaaTHaZaUaab

4.3 5

167 rommunityHengagementHwithHwxVHdrugHadherenceHinHruralHSouthHpfricaiHaHtransdisciplinaryH
approachVHMedicalVHumanitiesTH2018THccTHabhUace 1.4 8

166 pZHPairwiseHdiversityHandHt RrpHasHpotentialHmarkersHofHwxVHinfectionHrecencyVHVirusVEvolutionTH
2018THcTH 3.7 78

165 TrackingHexternalHintroductionsHofHwxVHusingHphylodynamicsHrevealsHaHmajorHsourceHofHinfectionsHinH
ruralHzwaZuluU×atalTHSouthHpfricaVHVirusVEvolutionTH2018THcTHveyYbf 3.7 15

164 SourcesHofHsocialHsupportHandHsexualHbehaviourHadviceHforHyoungHadultsHinHruralHSouthHpfricaVHBMJV
GlobalVHealthTH2018THbTHeYYYhdd 6.6 8

163 tffectHofHtimingHofHmotherOsHdeathHonHchildHsurvivalHinHaHruralHwxVHhyperUendemicHSouthHpfricanH
populationVHBMCVPublicVHealthTH2018THZgTHZabf 4.1 1

162 –inkageHtoHprimaryHcareHafterHhomeUbasedHbloodHpressureHscreeningHinHruralHzwaZuluU×atalTHSouthH
pfricaiHaHpopulationUbasedHcohortHstudyVHBMJVOpenTH2018THgTHeYabbeh 3 6

161 rombiningHPhylogeneticHandH×etworkHppproachesHtoHxdentifyHwxVUZHTransmissionH–inksHinHSanH
 ateoHrountyTHraliforniaVHFrontiersVinVMicrobiologyTH2018THhTHafhh 5.7 5

160
TheHimpactHofHpopulationHdynamicsHonHtheHpopulationHwxVHcareHcascadeiHresultsHfromHtheHp×RSH
ZaachHTreatmentHasHPreventionHtrialHinHruralHzwaZuluU×atalHPSouthHpfricaQVHJournalVofVtheV
InternationalVAIDSVSocietyTH2018THaZHSupplHcTHeadZag

5.4 20

159 TheHimpactHofHlayHcounselorsHonHwxVHtestingHratesiHquasiUexperimentalHevidenceHfromHlayHcounselorH
redeploymentHinHzwaZuluU×atalTHSouthHpfricaVHAidsTH2018THbaTHaYefUaYfb 3.5 8

158
pssociationHbetweenHinternalHmigrationHandHepidemicHdynamicsiHanHanalysisHofHcauseUspecificH
mortalityHinHzenyaHandHSouthHpfricaHusingHhealthHandHdemographicHsurveillanceHdataVHBMCVPublicV
HealthTH2018THZgTHhZg

4.1 8

157  edicationHSideHtffectsHandHRetentionHinHwxVHTreatmentiHpHRegressionHsiscontinuityHStudyHofH
TenofovirHxmplementationHinHSouthHpfricaHandHZambiaVHAmericanVJournalVofVEpidemiologyTH2018THZgfTHZhhYUaYYZ3.8 6

156 pntiretroviralHTherapyHandH ortalityHinHRuralHSouthHpfricaiHpHromparisonHofHrausalH odelingH
ppproachesVHAmericanVJournalVofVEpidemiologyTH2018THZgfTHZffaUZffh 3.8 3

155 xmpactHofHtheHscaleUupHofHpipedHwaterHonHurogenitalHschistosomiasisHinfectionHinHruralHSouthHpfricaVH
ELifeTH2018THfTH 8.9 12

154 romplexHSubtypeHsiversityHofHwxVUZHpmongHsrugHUsersHinH ajorHzenyanHritiesVHAIDSVResearchVandV
HumanVRetrovirusesTH2017THbbTHdYYUdZY 1.6 5

153 uromHwxVHinfectionHtoHtherapeuticHresponseiHaHpopulationUbasedHlongitudinalHwxVHcascadeUofUcareH
studyHinHzwaZuluU×atalTHSouthHpfricaVHLancetVHIVltheTH2017THcTHeaabUeabY 7.8 52

152 seterminantsHofHtimeHfromHwxVHinfectionHtoHlinkageUtoUcareHinHruralHzwaZuluU×atalTHSouthHpfricaVH
AidsTH2017THbZTHZYZfUZYac 3.5 21

151 TransmissionHnetworksHandHriskHofHwxVHinfectionHinHzwaZuluU×atalTHSouthHpfricaiHaHcommunityUwideH
phylogeneticHstudyVHLancetVHIVltheTH2017THcTHecZUedY 7.8 158
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150
wxVUZHfullUgenomeHphylogeneticsHofHgeneralizedHepidemicsHinHsubUSaharanHpfricaiHimpactHofHmissingH
nucleotideHcharactersHinHnextUgenerationHsequencesVHAIDSVResearchVandVHumanVRetrovirusesTH2017TH
bbTHZYgbUZYhg

1.6 13

149 SexualHpartnershipHageHpairingsHandHriskHofHwxVHacquisitionHinHruralHSouthHpfricaVHAidsTH2017THbZTHZfddUZfec3.5 44

148  utationalHrorrelatesHofHVirologicalHuailureHinHxndividualsHReceivingHaHWwOURecommendedH
TenofovirUrontainingHuirstU–ineHRegimeniHpnHxnternationalHrollaborationVHEBioMedicineTH2017THZgTHaadUabd8.8 25

147
ProximityHtoHhealthcareHclinicHandHdepressionHriskHinHSouthHpfricaiHgeospatialHevidenceHfromHaH
nationallyHrepresentativeHlongitudinalHstudyVHSocialVPsychiatryVandVPsychiatricVEpidemiologyTH2017TH
daTHZYabUZYbY

4.5 13

146
OccultHwxVUZHdrugHresistanceHtoHthymidineHanaloguesHfollowingHfailureHofHfirstUlineHtenofovirH
combinedHwithHaHcytosineHanalogueHandHnevirapineHorHefavirenzHinHsubHSaharanHpfricaiHaH
retrospectiveHmultiUcentreHcohortHstudyVHLancetVInfectiousVDiseaseslVTheTH2017THZfTHaheUbYc

25.5 46

145 SpreadHofHyellowHfeverHvirusHoutbreakHinHpngolaHandHtheHsemocraticHRepublicHofHtheHrongoH
aYZdUZeiHaHmodellingHstudyVHLancetVInfectiousVDiseaseslVTheTH2017THZfTHbbYUbbg 25.5 140

144 PopulationUlevelHdeclineHinHq xHandHsystolicHbloodHpressureHfollowingHmassHwxVHtreatmentiHtvidenceH
fromHruralHzwaZuluU×atalVHObesityTH2017THadTHaYYUaYe 8 6

143 TwelveUyearHmortalityHinHadultsHinitiatingHantiretroviralHtherapyHinHSouthHpfricaVHJournalVofVtheV
InternationalVAIDSVSocietyTH2017THaYTHaZhYa 5.4 40

142  appingHtheHspatialHvariabilityHofHwxVHinfectionHinHSubUSaharanHpfricaiHtffectiveHinformationHforH
localizedHwxVHpreventionHandHcontrolVHScientificVReportsTH2017THfTHhYhb 4.9 39

141 SpaceUtimeHvariationsHinHchildHmortalityHinHaHruralHSouthHpfricanHpopulationHwithHhighHwxVHprevalenceH
PaYYYUaYZcQVHPLoSVONETH2017THZaTHeYZgacfg 3.7 5

140 TreatmentHeligibilityHandHretentionHinHclinicalHwxVHcareiHpHregressionHdiscontinuityHstudyHinHSouthH
pfricaVHPLoSVMedicineTH2017THZcTHeZYYaceb 11.6 43

139
VirologicalHOutcomesHofHSecondUlineHProteaseHxnhibitorUqasedHTreatmentHforHwumanH
xmmunodeficiencyHVirusHTypeHZHinHaHwighUPrevalenceHRuralHSouthHpfricanHSettingiHpH
rompetingURisksHProspectiveHrohortHpnalysisVHClinicalVInfectiousVDiseasesTH2017THecTHZYYeUZYZe

11.6 26

138 TheHpmaguguHinterventionHforHdisclosureHofHmaternalHwxVHtoHuninfectedHprimaryHschoolUagedH
childrenHinHSouthHpfricaiHaHrandomisedHcontrolledHtrialVHLancetVHIVltheTH2017THcTHedeeUedfe 7.8 10

137 vreenHenvironmentHandHincidentHdepressionHinHSouthHpfricaiHaHgeospatialHanalysisHandHmentalHhealthH
implicationsHinHaHresourceUlimitedHsettingVHLancetVPlanetaryVHealthlVTheTH2017THZTHeZdaUeZea 9.8 34

136
RatesHofHvirologicalHsuppressionHandHdrugHresistanceHinHadultHwxVUZUpositiveHpatientsHattendingH
primaryHhealthcareHfacilitiesHinHzwaZuluU×atalTHSouthHpfricaVHJournalVofVAntimicrobialVChemotherapyTH
2017THfaTHbZcZUbZcg

5.1 16

135 SpaceUtimeHmigrationHpatternsHandHriskHofHwxVHacquisitionHinHruralHSouthHpfricaVHAidsTH2017THbZTHZbfUZcd 3.5 56

134
wasHtheHphasingHoutHofHstavudineHinHaccordanceHwithHchangesHinHWwOHguidelinesHledHtoHaHdecreaseH
inHsingleUdrugHsubstitutionsHinHfirstUlineHantiretroviralHtherapyHforHwxVHinHsubUSaharanHpfricanVHAidsTH
2017THbZTHZcfUZdf

3.5 12

133 SocialHsisequilibriumHandHtheHRiskHofHwxVHpcquisitioniHpH ultilevelHStudyHinHRuralHzwaZuluU×atalH
ProvinceTHSouthHpfricaVHJournalVofVAcquiredVImmuneVDeficiencyVSyndromesVgqyyyhTH2017THfdTHZecUZfc 3.1 15

(2017-2017)
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132 tffectHofHpopulationHviralHloadHonHprospectiveHwxVHincidenceHinHaHhyperendemicHruralHpfricanH
communityVHScienceVTranslationalVMedicineTH2017THhTH 17.5 41

131  icrobialHgenomeUwideHassociationHstudiesiHlessonsHfromHhumanHvWpSVHNatureVReviewsVGeneticsTH
2017THZgTHcZUdY 30.1 137

130 TrendsHinHobesityHandHdiabetesHacrossHpfricaHfromHZhgYHtoHaYZciHanHanalysisHofHpooledH
populationUbasedHstudiesVHInternationalVJournalVofVEpidemiologyTH2017THceTHZcaZUZcba 7.8 127

129 tffectHofHeliminatingHrscUcountHthresholdsHonHwxVHtreatmentHinitiationHinHSouthHpfricaiHpnHempiricalH
modelingHstudyVHPLoSVONETH2017THZaTHeYZfgach 3.7 18

128 rscSHTUcellHrountHmayHnotHbeHaHUsefulHStrategyHtoH onitorHpntiretroviralHTherapyHResponseHinH
wT–VUZWwxVHroUinfectedHPatientsVHCurrentVHIVVResearchTH2017THZdTHaadUabZ 1.3 13

127
OptimalHtimingHofHantiretroviralHtreatmentHinitiationHinHwxVUpositiveHchildrenHandHadolescentsiHaH
multiregionalHanalysisHfromHSouthernHpfricaTHWestHpfricaHandHturopeVHInternationalVJournalVofV
EpidemiologyTH2017THceTHcdbUced

7.8 23

126 PrimaryHwxVUZHsrugHResistantH inorityHVariantsVHAIDSVReviewsTH2017THZhTHghUhe 1.5 8

125 OriginTHimportsHandHexportsHofHwxVUZHsubtypeHrHinHSouthHpfricaiHpHhistoricalHperspectiveVHInfectionlV
GeneticsVandVEvolutionTH2016THceTHaYYUaYg 4.5 22

124 rohortHprofileiHtheHwlabisaHpregnancyHcohortTHzwaZuluU×atalTHSouthHpfricaVHBMJVOpenTH2016THeTHeYZaYgg 3 7

123
pHProtocolHforHaHrlusterHRandomizedHTrialHonHtheHtffectHofHaHJfeedingHbuddyJHProgramHonH
adherenceHtoHtheHPreventionHofH otherUToUrhildUTransmissionHvuidelinesHinHaHRuralHpreaHofH
zwaZuluU×atalTHSouthHpfricaVHJournalVofVAcquiredVImmuneVDeficiencyVSyndromesVgqyyyhTH2016THfaH
SupplHaTHSZbYUe

3.1 3

122 pntiretroviralHTherapyHtoHPreventHwxVHpcquisitionHinHSerodiscordantHrouplesHinHaHwyperendemicH
rommunityHinHRuralHSouthHpfricaVHClinicalVInfectiousVDiseasesTH2016THebTHdcgUdc 11.6 24

121
pnalysisHofHsominantHwxVHQuasispeciesHSuggestsHxndependentHViralHtvolutionHWithinHSpinalH
vranulomasHroinfectedHwithH ycobacteriumHtuberculosisHandHwxVUZHSubtypeHrVHAIDSVResearchVandV
HumanVRetrovirusesTH2016THbaTHaeaUfY

1.6 6

120 rommunityHviralHloadHasHanHindexHofHwxVHtransmissionHpotentialVHLancetVHIVltheTH2016THbTHeZdaUc 7.8 12

119 rscHcountHatHantiretroviralHtherapyHinitiationHandHtheHriskHofHlossHtoHfollowUupiHresultsHfromHaH
multicentreHcohortHstudyVHJournalVofVEpidemiologyVandVCommunityVHealthTH2016THfYTHdchUdd 5.1 28

118 vrowthHandH ortalityHOutcomesHforHsifferentHpntiretroviralHTherapyHxnitiationHrriteriaHinHrhildrenH
pgesHZUdHYearsiHpHrausalH odelingHpnalysisVHEpidemiologyTH2016THafTHabfUce 3.1 17

117
UptakeHofHwomeUqasedHwxVHTestingTH–inkageHtoHrareTHandHrommunityHpttitudesHaboutHpRTHinHRuralH
zwaZuluU×atalTHSouthHpfricaiHsescriptiveHResultsHfromHtheHuirstHPhaseHofHtheHp×RSHZaachHTasPH
rlusterURandomisedHTrialVHPLoSVMedicineTH2016THZbTHeZYYaZYf

11.6 121

116
UnderstandingHSpecificHrontextsHofHpntiretroviralHTherapyHpdherenceHinHRuralHSouthHpfricaiHpH
ThematicHpnalysisHofHsigitalHStoriesHfromHaHrommunityHwithHwighHwxVHPrevalenceVHPLoSVONETH2016TH
ZZTHeYZcggYZ

3.7 14

115 venomeUWideHpssociationHStudyHofHwxVHWholeHvenomeHSequencesHValidatedHusingHsrugH
ResistanceVHPLoSVONETH2016THZZTHeYZebfce 3.7 13
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114 TheHtffectHofHwxVHandHtheH odifyingHtffectHofHpntiURetroviralHTherapyHPpRTQHonHqodyH assHxndexH
Pq xQHandHqloodHPressureH–evelsHinHRuralHSouthHpfricaVHPLoSVONETH2016THZZTHeYZdgaec 3.7 13

113 –ifeHexpectancyHtrendsHinHadultsHonHantiretroviralHtreatmentHinHSouthHpfricaVHAidsTH2016THbYTHadcdUaddY 3.5 11

112 pnalysisHofHViralHsiversityHinHRelationHtoHtheHRecencyHofHwxVUZrHxnfectionHinHqotswanaVHPLoSVONETH
2016THZZTHeYZeYech 3.7 9

111 TheHsevelopmentHofHromputationalHqiologyHinHSouthHpfricaiHSuccessesHpchievedHandH–essonsH
–earntVHPLoSVComputationalVBiologyTH2016THZaTHeZYYcbhd 5 9

110 TheHtffectHofHpntiretroviralHTreatmentHonHwealthHrareHUtilizationHinHRuralHSouthHpfricaiHpH
PopulationUqasedHrohortHStudyVHPLoSVONETH2016THZZTHeYZdgYZd 3.7 8

109
xncreasingHwxVUZHsrugHResistanceHqetweenHaYZYHandHaYZaHinHpdultsHParticipatingHinH
PopulationUqasedHwxVHSurveillanceHinHRuralHzwaZuluU×atalTHSouthHpfricaVHAIDSVResearchVandVHumanV
RetrovirusesTH2016THbaTHfebUh

1.6 28

108 xmprovingHwxVHproteomeHannotationiHnewHfeaturesHofHqiopfricaHwxVHProteomicsHResourceVH
DatabasezVtheVJournalVofVBiologicalVDatabasesVandVCurationTH2016THaYZeTH 5 7

107 soHgiftsHincreaseHconsentHtoHhomeUbasedHwxVHtestingnHpHdifferenceUinUdifferencesHstudyHinHruralH
zwaZuluU×atalTHSouthHpfricaVHInternationalVJournalVofVEpidemiologyTH2016THcdTHaZYYUaZYh 7.8 16

106 UsingHnearlyHfullUgenomeHwxVHsequenceHdataHimprovesHphylogenyHreconstructionHinHaHsimulatedH
epidemicVHScientificVReportsTH2016THeTHbhcgh 4.9 20

105 qriefHReportiHVirologicH onitoringHranHqeHaHrostUtffectiveHStrategyHtoHsiagnoseHTreatmentHuailureH
onHuirstU–ineHpRTVHJournalVofVAcquiredVImmuneVDeficiencyVSyndromesVgqyyyhTH2016THfZTHceaUe 3.1 5

104 zaposiHSarcomaHRiskHinHwxVUxnfectedHrhildrenHandHpdolescentsHonHrombinationHpntiretroviralH
TherapyHuromHSubUSaharanHpfricaTHturopeTHandHpsiaVHClinicalVInfectiousVDiseasesTH2016THebTHZacdUZadb 11.6 15

103 ReplyHtoHrohenHetHalVHClinicalVInfectiousVDiseasesTH2016THebTHZegY 11.6 1

102 PartnerHpgeUsisparityHandHwxVHxncidenceHRiskHforHOlderHWomenHinHRuralHSouthHpfricaVHAIDSVandV
BehaviorTH2015THZhTHZbZfUae 4.3 16

101 wxVHinfectionHandHtheHtransmissionHofHtuberculosisVHJournalVofVInfectiousVDiseasesTH2015THaZZTHZdZY 7 2

100 Pp×vtpUwxViHphylogeneticsHforHgeneralisedHepidemicsHinHpfricaVHLancetVInfectiousVDiseaseslVTheTH
2015THZdTHadhUeZ 25.5 39

99 TheHcausalHeffectHofHchildhoodHmeaslesHvaccinationHonHeducationalHattainmentiHpHmotherH
fixedUeffectsHstudyHinHruralHSouthHpfricaVHVaccineTH2015THbbTHdYaYUe 4.1 22

98 pgeHinHantiretroviralHtherapyHprogrammesHinHSouthHpfricaiHaHretrospectiveTHmulticentreTH
observationalHcohortHstudyVHLancetVHIVltheTH2015THaTHebegUfd 7.8 24

97
TimeHandH oneyiHTheHTrueHrostsHofHwealthHrareHUtilizationHforHPatientsHReceivingHJureeJH
wxVWTuberculosisHrareHandHTreatmentHinHRuralHzwaZuluU×atalVHJournalVofVAcquiredVImmuneV
DeficiencyVSyndromesVgqyyyhTH2015THfYTHedaUeY

3.1 54

(2015-2016)
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96 pHcomparisonHofHdeathHrecordingHbyHhealthHcentresHandHcivilHregistrationHinHSouthHpfricansHreceivingH
antiretroviralHtreatmentVHJournalVofVtheVInternationalVAIDSVSocietyTH2015THZgTHaYeag 5.4 27

95 ReducingHrscH onitoringHinHrhildrenHonHpntiretroviralHTherapyHWithHVirologicHSuppressionVH
PediatricVInfectiousVDiseaseVJournalTH2015THbcTHZbeZUc 3.4 9

94 wighHratesHofHhomicideHinHaHruralHSouthHpfricanHpopulationHPaYYYUaYYgQiHfindingsHfromHaH
populationUbasedHcohortHstudyVHPopulationVHealthVMetricsTH2015THZbTHaY 3 9

93 wxVHtreatmentHcascadeHinHmigrantsHandHmobileHpopulationsVHCurrentVOpinionVinVHIVVandVAIDSTH2015TH
ZYTHcbYUg 4.2 65
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