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n Paper IF Citations

164 NuclearOribosomalOinternalOtranscribedOspacerOWITSXOregionOasOaOuniversalOyNvObarcodeOmarkerOforO
–ungicOProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaaO2012aOfenaOkgifbk11.5 2981

163 OneOfungusaOwhichOgenestOyevelopmentOandOassessmentOofOuniversalOprimersOforOpotentialO
secondaryOfungalOyNvObarcodescOPersoonia:gMoleculargPhylogenygandgEvolutiongofgFungiaO2015aOhjaOgigbkh9 286

162 TheOamsterdamOdeclarationOonOfungalOnomenclaturecOIMAgFungusaO2011aOgaOfejbfg 6.8 260

161 –indingOneedlesOinOhaystacksoOlinkingOscientificOnamesaOreferenceOspecimensOandOmolecularOdataOforO
–ungicODatabase:gthegJournalgofgBiologicalgDatabasesgandgCurationaO2014aOgefiaO 5 199

160 —eneraOofOphytopathogenicOfungioO—OP YOfcOStudiesgingMycologyaO2017aOmkaOnnbgfk 22.2 173

159 xomplementaryOsymbiontOcontributionsOtoOplantOdecompositionOinOaOfungusbfarmingOtermitecO
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaaO2014aOfffaOfijeebj 11.5 163

158 RedefiningOxeratocystisOandOalliedOgeneracOStudiesgingMycologyaO2014aOlnaOfmlbgfn 22.2 158

157 MultibgeneOphylogeniesOdefineOxeratocystiopsisOandO—rosmanniaOdistinctOfromOOphiostomacOStudiesg
ingMycologyaO2006aOjjaOljbnl 22.2 150

156 yestructiveOTreeOyiseasesOvssociatedOwithOvmbrosiaOandOwarkOweetlesoOwlackOSwanOzventsOinOTreeO
PathologytcOPlantgDiseaseaO2013aOnlaOmjkbmlg 1.5 142

155 OneOfungusaOoneOnameOpromotesOprogressiveOplantOpathologycOMoleculargPlantgPathologyaO2012aOfhaOkeibfh5.7 140

154 –ungalOPlanetOdescriptionOsheetsoOiknbjjlcOPersoonia:gMoleculargPhylogenygandgEvolutiongofgFungiaO
2016aOhlaOgfmbieh 9 122

153 –ungalOPlanetOdescriptionOsheetsoOfjibgfhcOPersoonia:gMoleculargPhylogenygandgEvolutiongofgFungiaO
2013aOhfaOfmmbgnk 9 121

152 TheOdivorceOofOSporothrixOandOOphiostomaoOsolutionOtoOaOproblematicOrelationshipcOStudiesging
MycologyaO2016aOmhaOfkjbnf 22.2 113

151 TaxonomyOandOphylogenyOofOnewOwoodbOandOsoilbinhabitingOSporothrixOspeciesOinOtheOOphiostomaO
stenocerasbSporothrixOschenckiiOcomplexcOMycologiaaO2008aOfeeaOkilbkf 2.4 96

150 ThreeOnewOLasiodiplodiaOsppcOfromOtheOtropicsaOrecognizedObasedOonOyNvOsequenceOcomparisonsO
andOmorphologycOMycologiaaO2006aOnmaOighbhj 2.4 90

149 –ungalOPlanetOdescriptionOsheetsoOhlfbhnncOPersoonia:gMoleculargPhylogenygandgEvolutiongofgFungiaO
2015aOhjaOgkibhgl 9 84

148 PhylogenyOofOtheOOphiostomaOstenocerasâ��SporothrixOschenckiiOcomplexcOMycologiaaO2003aOnjaOihibiif 2.4 76
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147 TheOpolyphagousOshotOholeOborerOWPS wXOandOitsOfungalOsymbiontO–usariumOeuwallaceaeoOaOnewO
invasionOinOSouthOvfricacOAustralasiangPlantgPathologyaO2018aOilaOghfbghl 1.4 64

146 PhylogenyOofOtheOQuambalariaceaeOfamcOnovcaOincludingOimportantOzucalyptusOpathogensOinOSouthO
vfricaOandOvustraliacOStudiesgingMycologyaO2006aOjjaOgmnbnm 22.2 62

145 NovelOandOcobevolvedOassociationsObetweenOinsectsOandOmicroorganismsOasOdriversOofOforestO
pestilencecOBiologicalgInvasionsaO2016aOfmaOfeijbfejk 2.7 58

144 PhylogenyOandOtaxonomyOofOspeciesOinOtheO—rosmanniaOserpensOcomplexcOMycologiaaO2012aOfeiaOlfjbhg 2.4 58

143 RecommendationsOforOcompetingOsexualbasexuallyOtypifiedOgenericOnamesOinOSordariomycetesO
WexceptOyiaporthalesaO ypocrealesaOandOMagnaporthalesXcOIMAgFungusaO2016aOlaOfhfbjh 6.8 57

142 PatternsOofOinteractionOspecificityOofOfungusbgrowingOtermitesOandOTermitomycesOsymbiontsOinO
SouthOvfricacOBMCgEvolutionarygBiologyaO2007aOlaOffj 3 50

141 OphiostomaOsppcOassociatedOwithOpinebOandOsprucebinfestingObarkObeetlesOinO–inlandOandORussiacO
Persoonia:gMoleculargPhylogenygandgEvolutiongofgFungiaO2010aOgjaOlgbnh 9 49

140 PhylogenyOofOtheOOphiostomaOstenocerasbSporothrixOschenckiiOcomplexcOMycologiaaO2003aOnjaOihibif 2.4 49

139 yNvOsequenceOcomparisonsOofOOphiostomaOsppcaOincludingOOphiostomaOauroraeOspcOnovcaOassociatedO
withOpineObarkObeetlesOinOSouthOvfricacOStudiesgingMycologyaO2006aOjjaOgknbll 22.2 47

138 PhylogenyOofOtheOOphiostomaOstenocerasoOSporothrixOschenckiiOxomplexcOMycologiaaO2003aOnjaOihi 2.4 46

137
IMvO—enomeb–OhoOyraftOgenomesOofOvmanitaOjacksoniiaOxeratocystisOalbifundusaO–usariumO
circinatumaO untiellaOomanensisaOLeptographiumOprocerumaORutstroemiaOsydowianaaOandOSclerotiniaO
echinophilacOIMAgFungusaO2014aOjaOilhbmk

6.8 45

136 vssociationsOofOxoniferbInfestingOwarkOweetlesOandO–ungiOinO–ennoscandiacOInsectsaO2012aOhaOgeebgl 2.8 45

135 LargeOshiftOinOsymbiontOassemblageOinOtheOinvasiveOredOturpentineObeetlecOPLoSgONEaO2013aOmaOelmfgk 3.7 44

134
IMvO—enomeb–OjoOyraftOgenomeOsequencesOofOxeratocystisOeucalypticolaaOxhrysoportheOcubensisaOxcO
deuterocubensisaOyavidsoniellaOvirescensaO–usariumOtemperatuma—raphilbumOfragransaOPenicilliumO
nordicumaOandOThielaviopsisOmusarumcOIMAgFungusaO2015aOkaOinhbjek

6.8 42

133
IMvO—enomeb–OioOyraftOgenomeOsequencesOofOxhrysoportheOaustroafricanaaOyiplodiaOscrobiculataaO
–usariumOnygamaiaOLeptographiumOlundbergiiaOLimonomycesOculmigenusaOStagonosporopsisO
tanacetiaOandOThielaviopsisOpunctulatacOIMAgFungusaO2015aOkaOghhbim

6.8 40

132 yNvOlossOatOtheOxeratocystisOfimbriataOmatingOlocusOresultsOinOselfbsterilitycOPLoSgONEaO2014aOnaOengfme 3.7 40

131 —rosmanniaOandOLeptographiumOsppcOassociatedOwithOconiferbinfestingObarkObeetlesOinO–inlandOandO
RussiaaOincludingOLeptographiumOtaigenseOspcOnovcOAntoniegVangLeeuwenhoekaO2012aOfegaOhljbnn 2.1 39

130 LevelsOofOspecificityOofOXylariaOspeciesOassociatedOwithOfungusbgrowingOtermitesoOaOphylogeneticO
approachcOMoleculargEcologyaO2009aOfmaOjjhbkl 5.7 39

(2009-2018)
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129 PhylogenomicOvnalysisOofOaOjjcfbkbOfnb—eneOyatasetOResolvesOaOMonophyleticOthatOIncludesOtheO
SpeciesOxomplexcOPhytopathologyaO2021aOfffaOfekibfeln 3.8 39

128 xankerOStainoOvOLethalOyiseaseOyestroyingOIconicOPlaneOTreescOPlantgDiseaseaO2017aOfefaOkijbkjm 1.5 38

127 PhylogenyOofOambrosiaObeetleOsymbiontsOinOtheOgenusORaffaeleacOFungalgBiologyaO2014aOffmaOnlebm 2.8 38

126 OphiostomaOgemellusOandOSporothrixOvariecibatusOfromOmitesOinfestingOProteaOinfructescencesOinO
SouthOvfricacOMycologiaaO2008aOfeeaOinkbjfe 2.4 38

125 MultibgeneOphylogenyOforOOphiostomaOsppcOrevealsOtwoOnewOspeciesOfromOProteaOinfructescencescO
StudiesgingMycologyaO2006aOjjaOfnnbgfg 22.2 38

124 xharacterizationOofOtheOmatingbtypeOgenesOinOLeptographiumOprocerumOandOLeptographiumO
profanumcOFungalgBiologyaO2013aOfflaOiffbgf 2.8 37

123 TheOOphiostomaOpiceaeOcomplexOinOtheOSouthernO emisphereoOaOphylogeneticOstudycOMycologicalg
ResearchaO2003aOfelaOiknblk 36

122 WhichOMvTOgenetOPezizomycotinaOWvscomycotaXOmatingbtypeOgeneOnomenclatureOreconsideredcO
FungalgBiologygReviewsaO2017aOhfaOfnnbgff 6.8 35

121 IMvO—enomeb–OfoOxeratocystisOfimbriataoOyraftOnuclearOgenomeOsequenceOforOtheOplantOpathogenaO
xeratocystisOfimbriatacOIMAgFungusaO2013aOiaOhjlbm 6.8 35

120 vmbrosiellaObeaveriaOspcOnovcaOassociatedOwithOanOexoticOambrosiaObeetleaOXylosandrusOmutilatusO
WxoleopteraoOxurculionidaeaOScolytinaeXaOinOMississippiaOUSvcOAntoniegVangLeeuwenhoekaO2009aOnkaOflbgn 2.1 35

119 yelimitationOofOOphiostomaOquercusOandOitsOsynonymsOusingOmultipleOgeneOphylogeniescO
MycologicalgProgressaO2009aOmaOggfbghk 1.9 33

118 –ungiaOincludingOOphiostomaOkarelicumOspcOnovcaOassociatedOwithOScolytusOratzeburgiOinfestingObirchO
inO–inlandOandORussiacOMycologicalgResearchaO2008aOffgaOfiljbmm 33

117 TwoOnewOOphiostomaOspeciesOwithOSporothrixOanamorphsOfromOvustriaOandOvzerbaijancOMycologiaaO
2004aOnkaOmkkblm 2.4 33

116 NaturalOProductsOfromOvctinobacteriaOvssociatedOwithO–ungusb—rowingOTermitescOAntibioticsaO2018aO
laO 4.9 33

115 NovelOassociationsObetweenOophiostomatoidOfungiaOinsectsOandOtreeOhostsoOcurrentOstatusâ��futureO
prospectscOBiologicalgInvasionsaO2017aOfnaOhgfjbhggm 2.7 32

114
TaxonomyOandOphylogenyOofOtheOLeptographiumOprocerumOcomplexaOincludingOLeptographiumO
sinenseOspcOnovcOandOLeptographiumOlongiconidiophorumOspcOnovcOAntoniegVangLeeuwenhoekaO2015aO
felaOjilbkh

2.1 32

113 zndophyticOwotryosphaeriaceaeaOincludingOfiveOnewOspeciesaOassociatedOwithOmangroveOtreesOinO
SouthOvfricacOFungalgBiologyaO2017aOfgfaOhkfbhnh 2.8 31

112  ighOintercontinentalOmigrationOratesOandOpopulationOadmixtureOinOtheOsapstainOfungusOOphiostomaO
ipscOMoleculargEcologyaO2007aOfkaOmnbnn 5.7 30
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111
 awksworthiomycesOgencOnovcOWOphiostomatalesXaOillustratesOtheOurgencyOforOaOdecisionOonOhowOtoO
nameOnovelOtaxaOknownOonlyOfromOenvironmentalOnucleicOacidOsequencesOWzNvSXcOFungalgBiologyaO
2016aOfgeaOfhghbfhie

2.8 29

110 OphiostomaOtsotsiOspcOnovcaOaOwoundbinfestingOfungusOofOhardwoodOtreesOinOvfricacOMycopathologiaaO
2010aOfknaOifhbgh 2.9 28

109 OphiostomatoidOfungiOassociatedOwithOconiferbinfestingObeetlesOandOtheirOphoreticOmitesOinOYunnanaO
xhinacOMycoKeysaO2017aOfnbki 2.4 28

108
IMvO—enomeb–OkoOyraftOgenomeOsequencesOofOvrmillariaOfuscipesaOxeratocystiopsisOminutaaO
xeratocystisOadiposaaOzndoconidiophoraOlaricicolaaOzcOpolonicaOandOPenicilliumOfreiiOyvOMxOgiglghcO
IMAgFungusaO2016aOlaOgflbgl

6.8 28

107 TwoOnewOOphiostomaOspeciesOfromOProteaOcaffraOinOZambiacOPersoonia:gMoleculargPhylogenygandg
EvolutiongofgFungiaO2010aOgiaOfmbgm 9 27

106 TwoONewOOphiostomaOSpeciesOwithOSporothrixOvnamorphsOfromOvustriaOandOvzerbaijancOMycologiaaO
2004aOnkaOmkk 2.4 26

105 vOnewOgenusOandOspeciesOforOtheOgloballyOimportantaOmultihostOrootOpathogenOThielaviopsisO
basicolacOPlantgPathologyaO2018aOklaOmlfbmmg 2.8 26

104 NamesOofOfungalOspeciesOwithOtheOsameOepithetOappliedOtoOdifferentOmorphsoOhowOtoOtreatOthemcO
IMAgFungusaO2013aOiaOjhbk 6.8 25

103 xharacterisationOofOOphiostomaOspeciesOassociatedOwithOpineObarkObeetlesOfromOMexicoaOincludingO
OcOpulvinisporumOspcOnovcOMycologicalgResearchaO2004aOfemaOknebm 25

102 IMvO—enomeb–OloOyraftOgenomeOsequencesOforOandcOIMAgFungusaO2016aOlaOhflbhgh 6.8 25

101 IsolationaOwiosynthesisOandOxhemicalOModificationsOofORubterolonesOvb–oORareOTropoloneOvlkaloidsO
fromOvctinomaduraOspcOjbgcOChemistrygvgAgEuropeangJournalaO2017aOghaOnhhmbnhij 4.8 24

100 yualOyNvOwarcodingOforOtheOMolecularOIdentificationOofOtheOvgentsOofOInvasiveO–ungalOInfectionscO
FrontiersgingMicrobiologyaO2019aOfeaOfkil 5.7 24

99
NewOspeciesOofOOphiostomatalesOfromOScolytinaeOandOPlatypodinaeObeetlesOinOtheOxapeO–loristicO
RegionaOincludingOtheOdiscoveryOofOtheOsexualOstateOofORaffaeleacOAntoniegVangLeeuwenhoekaO2015aO
femaOnhhbje

2.1 24

98 IMvO—enomeb–OnoOyraftOgenomeOsequenceOofOWsyncOXaOtwoOstrainsaOaOaOcfOandcOIMAgFungusaO2018aOnaOfnnbggh 6.8 24

97 wretziellaaOaOnewOgenusOtoOaccommodateOtheOoakOwiltOfungusaOxeratocystisOfagacearumO
WMicroascalesaOvscomycotaXcOMycoKeysaglaOfbfn 2.4 24

96 ReconsideringOspeciesOboundariesOinOtheOxeratocystisOparadoxaOcomplexaOincludingOaOnewOspeciesO
fromOoilOpalmOandOcacaoOinOxamerooncOMycologiaaO2014aOfekaOljlbmi 2.4 23

95 –ungalOassociatesOofOtheOlodgepoleOpineObeetleaOyendroctonusOmurrayanaecOAntoniegVang
LeeuwenhoekaO2011aOfeeaOghfbii 2.1 23

94 vOdiverseOassemblageOofOOphiostomaOspeciesaOincludingOtwoOnewOtaxaOonOeucalyptOtreesOinOSouthO
vfricacOMycologicalgProgressaO2012aOffaOjfjbjhh 1.9 22

(2012-2016)
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93 zightOnewOLeptographiumOspeciesOassociatedOwithOtreebinfestingObarkObeetlesOinOxhinacOPersoonia:g
MoleculargPhylogenygandgEvolutiongofgFungiaO2010aOgjaOnibfem 9 22

92 NineOdraftOgenomeOsequencesOofOcaOincludingOaOandOcfcOpseudomoleculesOforOtheOpitchOcankerO
pathogenOaOdraftOgenomeOofOandcOIMAgFungusaO2018aOnaOiefbifm 6.8 22

91 OphiostomatoidOfungiOassociatedOwithOtheOspruceObarkObeetleOaOincludingOffOnewOspeciesOfromO
xhinacOPersoonia:gMoleculargPhylogenygandgEvolutiongofgFungiaO2019aOigaOjebli 9 21

90 IMvO—enomeb–OmoOyraftOgenomeOofOaOaOandcOIMAgFungusaO2017aOmaOhmjbhnk 6.8 21

89 OphiostomaOdenticiliatumOspcOnovcOandOotherOOphiostomaOspeciesOassociatedOwithOtheObirchObarkO
beetleOinOsouthernONorwaycOPersoonia:gMoleculargPhylogenygandgEvolutiongofgFungiaO2009aOghaOnbfj 9 21

88 xharacterisationOofOsynnematousObarkObeetlebassociatedOfungiOfromOxhinaaOincludingO—raphiumO
carbonariumOspcOnovccOFungalgDiversityaO2010aOieaOljbmm 17.6 21

87 NewOspeciesOWXOfromOtheOUSvOandOTaiwanOassociatedOwithOambrosiaObeetlesOandOplantOhostscOIMAg
FungusaO2016aOlaOgkjbglh 6.8 21

86 MultigeneOphylogeniesOandOmorphologicalOcharacterizationOofOfiveOnewOOphiostomaOsppcOassociatedO
withOsprucebinfestingObarkObeetlesOinOxhinacOFungalgBiologyaO2016aOfgeaOijibile 2.8 20

85 wothOmatingOtypesOinOtheOheterothallicOfungusOOphiostomaOquercusOcontainOMvTfbfOandOMvTfbgO
genescOFungalgBiologyaO2012aOffkaOiglbhl 2.8 20

84 —eosmithiaOassociatedOwithObarkObeetlesOandOwoodborersOinOtheOwesternOUSvoOtaxonomicOdiversityO
andOvectorOspecificitycOMycologiaaO2017aOfenaOfmjbfnn 2.4 19

83 xornuvesicaoOvOlittleOknownOmycophilicOgenusOwithOaOuniqueObiologyOandOunexpectedOnewOspeciescO
FungalgBiologyaO2015aOffnaOkfjbhe 2.8 17

82 MultigeneOphylogeniesOofOOphiostomataceaeOassociatedOwithOMontereyOpineObarkObeetlesOinOSpainO
revealOthreeOnewOfungalOspeciescOMycologiaaO2014aOfekaOffnbhg 2.4 17

81 gcOTheOvmsterdamOyeclarationOonOfungalOnomenclaturecOMycotaxonaO2011aOffkaOinfbjee 0.5 17

80 NovelOophiostomataleanOfungiOfromOgalleriesOofOxyrtogeniusOafricusOWScolytinaeXOinfestingOdyingO
zuphorbiaOingenscOAntoniegVangLeeuwenhoekaO2016aOfenaOjmnbkef 2.1 16

79 ThreeOnewO—raphiumOspeciesOfromObaobabOtreesOinOSouthOvfricaOandOMadagascarcOPersoonia:g
MoleculargPhylogenygandgEvolutiongofgFungiaO2010aOgjaOkfblf 9 16

78 OphiostomatoidOfungiOincludingOtwoOnewOfungalOspeciesOassociatedOwithOpineOrootbfeedingObeetlesO
inOnorthernOSpaincOAntoniegVangLeeuwenhoekaO2014aOfekaOffklbmi 2.1 14

77 UnexpectedOplacementOofOtheOMvTfbfbgOgeneOinOtheOMvTfbgOidiomorphOofOThielaviopsiscOFungalg
GeneticsgandgBiologyaO2018aOffhaOhgbif 3.9 13

76 ThreeOnewOgeneraOofOfungiOfromOextremelyOacidicOsoilscOMycologicalgProgressaO2014aOfhaOmfn 1.9 13
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75 yiscoveryOofOtheOeucalyptOpathogenOQuambalariaOeucalyptiOinfectingOaOnonbzucalyptusOhostOinO
UruguaycOAustralasiangPlantgPathologyaO2008aOhlaOkee 1.4 13

74 TheOOphiostomaOclavatumOspeciesOcomplexoOaOnewlyOdefinedOgroupOinOtheOOphiostomatalesO
includingOthreeOnovelOtaxacOAntoniegVangLeeuwenhoekaO2016aOfenaOnmlbfefm 2.1 13

73 PopulationOgeneticsOandOsymbiontOassemblagesOsupportOopposingOinvasionOscenariosOforOtheOredO
turpentineObeetleOWyendroctonusOvalensXcOBiologicalgJournalgofgthegLinneangSocietyaO2016aOffmaOimkbjeg 1.9 12

72 ThreeOnewOspeciesOofOOphiostomatalesOfromONothofagusOinOPatagoniacOMycologicalgProgressaO2016aO
fjaOf 1.9 12

71 –atalOOphiostomaOpiceaeOinfectionOinOaOpatientOwithOacuteOlymphoblasticOleukaemiacOJournalgofg
MedicalgMicrobiologyaO2009aOjmaOhmfbhmj 3.2 12

70 PesotumOaustraliOspcOnovcOandOOphiostomaOquercusOassociatedOwithOvcaciaOmearnsiiOtreesOinO
vustraliaOandOUgandaaOrespectivelycOAustralasiangPlantgPathologyaO2008aOhlaOiek 1.4 12

69 zpitypificationOofOOphiostomaOgaleiformeOandOphylogenyOofOspeciesOinOtheOOcOgaleiformeOcomplexcO
MycologiaaO2004aOnkaOfhekbfhfj 2.4 12

68 OphiostomaOspeciesOWOphiostomatalesaOvscomycotaXaOincludingOtwoOnewOtaxaOonOeucalyptsOinO
vustraliacOAustraliangJournalgofgBotanyaO2011aOjnaOgmh 1.2 12

67 vntifungalOsppcOvssociatedOwithOtheOInfructescencesOofOsppcOinOSouthOvfricacOFrontiersgingMicrobiology
aO2016aOlaOfkjl 5.7 12

66
zuwallaceaOperbrevisOWxoleopteraoOxurculionidaeoOScolytinaeXaOaOconfirmedOpestOonOvcaciaO
crassicarpaOinORiauaOIndonesiaaOandOaOnewOfungalOsymbiontpO–usariumOrekanumOspcOnovcOAntoniegVang
LeeuwenhoekaO2020aOffhaOmehbmgh

2.1 11

65 PutativeOoriginsOofOtheOfungusOLeptographiumOprocerumcOFungalgBiologyaO2017aOfgfaOmgbni 2.8 11

64 zpitypificationOofOOphiostomaOgaleiformeOandOPhylogenyOofOSpeciesOinOtheOOcOgaleiformeOxomplexcO
MycologiaaO2004aOnkaOfhek 2.4 11

63 TwoOnewOLeptographiumOsppcOrevealOanOemergingOcomplexOofOhardwoodbinfectingOspeciesOinOtheO
OphiostomatalescOAntoniegVangLeeuwenhoekaO2017aOffeaOfjhlbfjjh 2.1 10

62 NewOandOInterestingO–ungicOicOFungalgSystematicsgandgEvolutionaO2021aOlaOgjjbhih 2.6 10

61 –irstOReportOofO–usariumOeuwallaceaeOxausingONecroticOLesionsOonOPerseaOamericanaOinOSouthO
vfricacOPlantgDiseaseaO2019aOfehaOflli 1.5 9

60 OphiostomatoidOfungiOassociatedOwithOmangrovesOinOSouthOvfricaaOincludingOOphiostomaOpalustreO
spcOnovcOAntoniegVangLeeuwenhoekaO2016aOfenaOfjjjbfjlf 2.1 9

59 QuambalariaOleafOandOshootOblightOonOzucalyptusOnitensOinOSouthOvfricacOAustralasiangPlantg
PathologyaO2006aOhjaOigl 1.4 9

58 yraftOgenomeOsequencesOofOfiveOspeciesOfromOplantationsOinOxhinaaOaOandcOIMAgFungusaO2019aOfeaOgg 6.8 9

(2019-2008)
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57 NatalenamidesOvtxaOxyclicOTripeptidesOfromOtheOTermitebvssociatedOspcORwnncOMoleculesaO2018aOghaO 4.8 9

56 yiscoveryOofOOphiostomaOtsotsiOonOzucalyptusOwoodOchipsOinOxhinacOMycoscienceaO2011aOjgaOfffbffm 1.2 8

55 PhylogeneticOanalysesOofOPodaxisOspecimensOfromOSouthernOvfricaOrevealOhiddenOdiversityOandOnewO
insightsOintoOassociationsOwithOtermitescOFungalgBiologyaO2016aOfgeaOfekjblk 2.8 7

54 UsingOstandardOkeywordsOinOpublicationsOtoOfacilitateOupdatesOofOnewOfungalOtaxonomicOnamescOIMAg
FungusaO2017aOmaOvlebvlh 6.8 7

53 MicrosatelliteOandOmatingOtypeOmarkersOrevealOunexpectedOpatternsOofOgeneticOdiversityOinOtheOpineO
rootbinfectingOfungusO—rosmanniaOalacriscOPlantgPathologyaO2015aOkiaOghjbgig 2.8 7

52 vOnewOOphiostomaOspeciesOfromOloblollyOpineOrootsOinOtheOsoutheasternOUnitedOStatescOMycologicalg
ProgressaO2010aOnaOiilbijl 1.9 7

51 xomparativeO—enomicsORevealsOProphylacticOandOxatabolicOxapabilitiesOofOwithinOtheO
–ungusb–armingOTermiteOSymbiosiscOMSphereaO2021aOkaO 5 7

50  eterothallismOrevealedOinOtheOrootOrotOfungiOwerkeleyomycesObasicolaOandOwc´ rouxiaecOFungalg
BiologyaO2018aOfggaOfehfbfeie 2.8 7

49 warkObeetleOmycobiomeoOcollaborativelyOdefinedOresearchOprioritiesOonOaOwidespreadOinsectbfungusO
symbiosiscOSymbiosisaO2020aOmfaOfefbffh 3 6

48 MatingOtypeOmarkersOrevealOhighOlevelsOofOheterothallismOinOLeptographiumOsensuOlatocOFungalg
BiologyaO2016aOfgeaOjhmbjik 2.8 6

47 TaxonomyOandOphylogenyOofOtheOcomplexOWOphiostomatalesaOvscomycotaXaOincludingOdescriptionsOofO
sixOnewOspeciesOfromOxhinaOandOzuropecOMycoKeysaO2019aOkeaOnhbfgh 2.4 6

46 WoundsOonORapaneaOmelanophloeosOprovideOhabitatOforOaOlargeOdiversityOofOOphiostomatalesO
includingOfourOnewOspeciescOAntoniegVangLeeuwenhoekaO2016aOfenaOmllbni 2.1 6

45 PseudocercosporaOmapelanensisOspcOnovcaOassociatedOwithOaOfruitOandOleafOdiseaseOofOwarringtoniaO
racemosaOinOSouthOvfricacOAustralasiangPlantgPathologyaO2015aOiiaOhinbhjn 1.4 5

44 –ungalOassociatesOofOanOinvasiveOpinebinfestingObarkObeetleaOaOincludingOsevenOnewO
OphiostomataleanOfungicOPersoonia:gMoleculargPhylogenygandgEvolutiongofgFungiaO2020aOijaOfllbfnj 9 5

43 yevelopmentOofOpolymorphicOmicrosatelliteOmarkersOforOtheOtreeOpathogenOandOsapstainOagentaO
OphiostomaOipscOMoleculargEcologygNotesaO2002aOgaOhenbhfg 5

42 spcOnovcOandOspcOnovcaOisolatedOfromOtheOgutOofOtheOfungusbgrowingOtermitecOInternationalgJournalgofg
SystematicgandgEvolutionarygMicrobiologyaO2020aOleaOjggkbjghi 2.2 5

41 spcOnovcOandOspcOnovcaOisolatedOfromOtheOgutOofOtheOfungusOgrowingbtermitecOInternationalgJournalgofg
SystematicgandgEvolutionarygMicrobiologyaO2020aOleaOjgjjbjgkg 2.2 5

40 PolyhalogenationOofOIsoflavonoidsObyOtheOTermitebvssociatedOspcORwnncOJournalgofgNaturalgProductsaO
2020aOmhaOhfegbhffe 4.9 5

ZachariasuWilhelmudeuBeer

8



39 zpitypificationOofOOphiostomaOgaleiformeOandOphylogenyOofOspeciesOinOtheOOcOgaleiformeOcomplexcO
MycologiaaO2004aOnkaOfhekbfj 2.4 5

38 yraftOgenomeOofOtheOfungusbgrowingOtermiteOpathogenicOfungusOWOphiocordycipitaceaeaO
 ypocrealesaOvscomycotaXcODatagingBriefaO2017aOffaOjhlbjig 1.2 4

37 wlackOrootOrotoOaOlongOknownObutOlittleOunderstoodOdiseasecOPlantgPathologyaO2019aOkmaOmhibmig 2.8 4

36  untiellaOdecorticansOspcOnovcOWxeratocystidaceaeXOassociatedOwithOdyingONothofagusOinOPatagoniacO
MycologiaaO2015aOfelaOjfgbgf 2.4 4

35 TargetedOyiscoveryOofOTetrapeptidesOandOxyclicOPolyketidebPeptideO ybridsOfromOaO–ungalO
vntagonistOofO–armingOTermitescOChemBioChemaO2020aOgfaOgnnfbgnnk 3.8 4

34 —eneOxlusterOvctivationOinOaOwacterialOSymbiontOLeadsOtoO alogenatedOvngucyclicO
MaduralactomycinsOandOSpirocyclicOvctinospirolscOOrganicgLettersaO2020aOggaOgkhibgkhm 6.2 4

33 vnOassessmentOofOmangroveOdiseasesOandOpestsOinOSouthOvfricacOForestryaO2017aO 2.2 4

32 TheOlungOmicrobiomeOinOchildrenOwithO IVbbronchiectasisoOaOcrossbsectionalOpilotOstudycOBMCg
PulmonarygMedicineaO2018aOfmaOml 3.5 4

31 spcOnovcaOisolatedOfromOtheOgutOofOtheOfungusOgrowingbtermitecOInternationalgJournalgofgSystematicg
andgEvolutionarygMicrobiologyaO2020aOleaOjmekbjmff 2.2 4

30 NewOophiostomatoidOfungiOfromOwoundsOonOstormbdamagedOtreesOinOvfromontaneOforestsOofOtheO
xapeO–loristicORegioncOMycologicalgProgressaO2020aOfnaOmfbnj 1.9 4

29 zpitypificationOofcOFungalgSystematicsgandgEvolutionaO2020aOkaOgmnbgnm 2.6 4

28 TheOgranulateOambrosiaObeetleaOXylosandrusOcrassiusculusOWxoleopteraoOxurculionidaeaOScolytinaeXaO
andOitsOfungalOsymbiontOfoundOinOSouthOvfricacOZootaxaaO2020aOimhmaOzootaxacimhmchcl 0.5 4

27 OphiostomatoidOfungiOassociatedOwithOmitesOphoreticOonObarkObeetlesOinOQinghaiaOxhinacOIMAgFungus
aO2020aOffaOfj 6.8 4

26 OphiostomataleanOfungiOassociatedOwithOwoodOboringObeetlesOinOSouthOvfricaOincludingOtwoOnewO
speciescOAntoniegVangLeeuwenhoekaO2021aOffiaOkklbkmk 2.1 4

25 TheOTermiteO–ungalOxultivarOxombinesOyiverseOznzymesOandOOxidativeOReactionsOforOPlantOwiomassO
xonversioncOMBioaO2021aOfgaOeehjjfge 7.8 4

24 wiodiversityOandOecologyOofOflowerbassociatedOactinomycetesOinOdifferentOfloweringOstagesOofO
ProteaOrepenscOAntoniegVangLeeuwenhoekaO2018aOfffaOgenbggk 2.1 3

23 PhylogeneticOrebevaluationOofOtheO—rosmanniaOpenicillataOcomplexOWvscomycotaaOOphiostomatalesXaO
withOtheOdescriptionOofOfiveOnewOspeciesOfromOxhinaOandOUSvcOFungalgBiologyaO2020aOfgiaOffebfgi 2.8 3

22 –emalebbiasedOsexOallocationOandOlackOofOinbreedingOavoidanceOinOtermitescOEcologygandgEvolutionaO
2021aOffaOjjnmbjkej 2.8 3
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21 —enomeOreductionOandOrelaxedOselectionOisOassociatedOwithOtheOtransitionOtoOsymbiosisOinOtheO
basidiomyceteOgenuscOIScienceaO2021aOgiaOfegkme 6.1 3

20 ReviewingOtheOtaxonomyOofOPodaxisoOOpportunitiesOforOunderstandingOextremeOfungalOlifestylescO
FungalgBiologyaO2019aOfghaOfmhbfml 2.8 3

19 OphiostomaOquercusoOvnOunusuallyOdiverseOandOgloballyOwidespreadOtreebinfectingOfunguscOFungalg
BiologyaO2018aOfggaOneebnfe 2.8 3

18 yevelopmentOofOpolymorphicOmicrosatelliteOmarkersOforOtheOtreeOpathogenOandOsapstainOagentaO
OphiostomaOipscOMoleculargEcologygNotesaO2002aOgaOhenbhfg 2

17 LifespanOprolongingOmechanismsOandOinsulinOupregulationOwithoutOfatOaccumulationOinOlongblivedO
reproductivesOofOaOhigherOtermiteccOCommunicationsgBiologyaO2022aOjaOii 6.7 2

16 LessonsOfromOaOmajorOpestOinvasionoOTheOpolyphagousOshotOholeOborerOinOSouthOvfricacOSouthgAfricang
JournalgofgScienceaO2020aOffkaO 1.3 2

15 NovelOmutualistsOofOtwoOspeciesOinfestingOinOIndonesiacOMycologiaaO2021aOffhaOjhkbjjm 2.4 2

14 ScreeningOforOSusceptibilityOofOMacadamiaOtoOandOitsO–ungalOSymbiontcOPlantgDiseaseaO2021aOfejaOlhnblig 1.5 2

13 vOnewOLeptographiumOspeciesOfromOtheOrootsOofOdecliningOPinusOsylvestrisOinOSwitzerlandcOForestg
PathologyaO2017aOilaOefghik 1.2 1

12 vntifungalOactinomycetesOassociatedOwithOtheOpineObarkObeetleaOOrthotomicusOerosusaOinOSouthO
vfricacOSouthgAfricangJournalgofgScienceaO2017aOVolumeOffhaO 1.3 1

11 MicrosatelliteOmarkersOforO—rosmanniaOalacrisOWOphiostomataceaeaOvscomycotaXOandOotherOspeciesO
inOtheO—cOserpensOcomplexcOAmericangJournalgofgBotanyaO2012aOnnaOegfkbn 2.7 1

10 OphiostomatoidOfungiOincludingOaOnewOspeciesOassociatedOwithOvsianOlarchObarkObeetleOaOinO
 eilongjiangOWNortheastOxhinaXccOFungalgSystematicsgandgEvolutionaO2021aOmaOfjjbfkf 2.6 1

9 –ireOimpactsObacterialOcompositionOinOProteaOrepensOWProteaceaeXOinfructescencescOFEMSg
MicrobiologygLettersaO2021aOhkmaO 2.9 1

8 zxtremeOlongevityOofOhighlyOfecundOtermiteOqueensOachievedObyOmitochondrialOandOinsulinO
upregulationOwithoutOharmfulOlipidOsignaturesOorOaccumulation 1

7 Whkgâ��hkhXOProposalsOtoOamendOtheOxodeOtoOmodifyOitsOgovernanceOwithOrespectOtoOnamesOofO
organismsOtreatedOasOfungicOTaxonaO2016aOkjaOnfmbnge 0.8 1

6 vncestralOpredispositionOtowardOaOdomesticatedOlifestyleOinOtheOtermitebcultivatedOfungusO
TermitomycescOCurrentgBiologyaO2021aOhfaOiifhbiigfcej 6.3 1

5 PhylogeneticOandOphylogenomicOanalysesOrevealOtwoOnewOgeneraOandOthreeOnewOspeciesOofO
ophiostomataleanOfungiOfromOtermiteOfungusOcombscOMycologiaaO2021aOffhaOffnnbfgfl 2.4 1

4 TheOtermiteOfungalOcultivarOTermitomycesOcombinesOdiverseOenzymesOandOoxidativeOreactionsOforO
plantObiomassOconversion 1
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3
xomparativeO—enomicOandOMetabolicOvnalysisOofOspcORwffeOMorphotypesOIlluminatesO—enomicO
RearrangementsOandO–ormationOofOaONewOikbMemberedOvntimicrobialOMacrolidecOACSgChemicalg
BiologyaO2021aOfkaOfimgbfing

4.9 0

2 vOnewOspeciesOinOtheOMycosphaerellaceaeOfromOxecidomyiidaeOleafOgallsOonOvvicenniaOmarinaOinO
SouthOvfricacOAntoniegVangLeeuwenhoekaO2021aOffiaOjfjbjgk 2.1 0

1
WgjngXOProposalOtoOconserveOzndoconidiophoraOfagacearumOWwretziellaOfagacearumaOxeratocystisO
fagacearumXOagainstOxhalaraOquercinaOWThielaviopsisOquercinaXOWvscomycotaoOSordariomycetesoO
MicroascalesXcOTaxonaO2018aOklaOiiebiie

0.8
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