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k Paper IF Citations

200 SixtyMYearsMfromMtheMyirstMwiseaseMwescriptionYMaMNovelMuadnavirusMtssociatedMwithMvhestnutMMosaicM
wiseaseaMPhytopathologyYM2021YMdddYMdchdZdchk 3.8 3

199 αeafZassociatedMfungalMandMviralMcommunitiesMofMwildMplantMpopulationsMdifferMbetweenMcultivatedM
andMnaturalMecosystemsaMPlantyEnvironmenthInteractionsYM2021YMeYMkjZll 1.4 4

198 tMPrimerMonMtheMtnalysisMofMHighZThroughputMSequencingMwataMforMwetectionMofMPlantMVirusesaM
MicroorganismsYM2021YMlYM 4.9 5

197
MolecularMvharacterizationMofMPotatoMVirusMYMUPVYVMUsingMHighZThroughputMSequencingmMvonstraintsM
onMyullMzenomeMReconstructionsMImposedMbyMMixedMInfectionMInvolvingMRecombinantMPVYMStrainsaM
PlantsYM2021YMdcYM

4.5 1

196 MolecularMvharacterizationMofMtheMvoatMProteinMzeneMofMzreekMtppleMStemMPittingMVirusMIsolatesmM
xvolutionMthroughMweletionsYMInsertionsYMandMRecombinationMxventsaMPlantsYM2021YMdcYM 4.5 3

195 zenomeMcharacterizationMandMdiversityMofMtrifoliumMvirusMdmMidentificationMofMaMnovelM
legumeZinfectingMcapulavirusaMArchiveshofhVirologyYM2021YMdiiYMehjfZehjk 2.6 1

194 PlumMPoxMVirusMUPotyviridaeVM2021YMhkiZhlf

193 ReassessingMspeciesMdemarcationMcriteriaMinMviroidMtaxonomyMbyMpairwiseMidentityMmatricesaMVirush
EvolutionYM2021YMjYMveabccd 3.7 4

192 vharacterizationMofMtheMMycoviromeMofMtheMPhytopathogenicMyungusYaMVirusesYM2021YMdfYM 6.2 3

191 vompleteMgenomeMsequenceMofMcherryMvirusMTYMaMnovelMcherryZinfectingMtepovirusaMArchiveshofh
VirologyYM2020YMdihYMdjddZdjdg 2.6 2

190 yirstMReportMonMwetectionMofMThreeMuunyaZαikeMVirusesMinMtpplesMinMurazilaMPlanthDiseaseYM2020YMdcgYMfckkZfckk1.5 1

189 MolecularMdiversityMofMgrapevineM”izilMSapakMvirusMandMimplicationsMforMitsMdetectionaMArchiveshofh
VirologyYM2020YMdihYMdkglZdkhf 2.6 1

188 vompleteMgenomeMsequenceMofMaMnovelMgrapevineZinfectingMmemberMofMtheMgenusMPolerovirusYM
grapevineMpolerovirusMdaMArchiveshofhVirologyYM2020YMdihYMdikfZdikh 2.6 2

187 PlantMVirusesMInfectingMyamilyMMembersMinMtheMvultivatedMandMWildMxnvironmentsmMtMReviewaMPlantsYM
2020YMlYM 4.5 21

186 UnravellingMtheMviromeMinMbirchmMRNtZSeqMrevealsMaMcomplexMofMknownMandMnovelMvirusesaMPLoShONEYM
2020YMdhYMeceedkfg 3.7 7

185 vompleteMgenomeMsequenceMofMalmondMluteovirusMdYMaMnovelMluteovirusMinfectingMalmondaMArchivesh
ofhVirologyYM2020YMdihYMedefZedei 2.6 0

184 wendrobiumMviroidYMaMnewMmonocotZinfectingMapscaviroidaMVirushResearchYM2020YMekeYMdljlhk 6.4 5
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183 IvTVMVirusMTaxonomyMProfilemaMJournalhofhGeneralhVirologyYM2020YMdcdYMfigZfih 4.9 24

182 MetagenomicManalysisMofMviromeMcrossZtalkMbetweenMcultivatedMSolanumMlycopersicumMandMwildM
SolanumMnigrumaMVirologyYM2020YMhgcYMfkZgg 3.6 11

181 zeneticManalysisMsuggestsMaMlongMandMlargelyMisolatedMevolutionaryMhistoryMofMplumMpoxMvirusMstrainMwM
inMTurkeyaMPlanthPathologyYM2020YMilYMfjcZfjk 2.8 9

180 PestMcategorisationMofMpotatoMvirusMYMUnonZxUMisolatesVaMEFSAhJournalYM2020YMdkYMechlfk 2.3 1

179
wataminingYMzeneticMwiversityMtnalysesYMandMPhylogeographicMReconstructionsMRedefineMtheM
WorldwideMxvolutionaryMHistoryMofMzrapevineMPinotMgrisMvirusMandMzrapevineMberryMinnerMnecrosisM
virusaMPhytobiomeshJournalYM2020YMgYMdihZdjj

4.8 18

178 StatusMofMtheMcurrentMvitivirusMtaxonomyaMArchiveshofhVirologyYM2020YMdihYMghdZghk 2.6 12

177 MolecularMvharacterizationMofMtheMvompleteMvodingMSequenceMofMOliveMαeafMYellowingZtssociatedM
VirusaMPlantsYM2020YMlYM 4.5 1

176 IlluminatingManMxcologicalMulackboxmMUsingMHighMThroughputMSequencingMtoMvharacterizeMtheMPlantM
ViromeMtcrossMScalesaMFrontiershinhMicrobiologyYM2020YMddYMhjkcig 5.7 13

175 IdentificationMofMPomegranateMasMaMNewMHostMofMPassifloraMxdulisMSymptomlessMVirusMUPeSVVMandM
tnalysisMofMPeSVMwiversityaMAgronomyYM2020YMdcYMdked 3.6 1

174 tMnovelMfoveavirusMidentifiedMinMwildMgrapevineMUVitisMviniferaMsubspaMsylvestrisVaMArchiveshofhVirologyYM
2020YMdihYMelllZfcce 2.6 5

173 YamMasymptomaticMvirusMdYMaMnovelMvirusMinfectingMyamsMUwioscoreaMsppaVMwithMsignificantMprevalenceM
inMaMgermplasmMcollectionaMArchiveshofhVirologyYM2020YMdihYMeihfZeihj 2.6 2

172 yirstMReportMofMtlfalfaMmosaicMvirusMinMvhayoteMinMItalyaMPlanthDiseaseYM2020YM 1.5 3

171 NextZzenerationMSequencingMRevealsMaMNovelMxmaravirusMinMwiseasedMMapleMTreesMyromMaMzermanM
UrbanMyorestaMFrontiershinhMicrobiologyYM2020YMddYMieddjl 5.7 7

170 TheMVirtnnotMPipelinemMtMResourceMforMtutomatedMViralMwiversityMxstimationMandMOperationalM
TaxonomyMUnitsMtssignationMforMViromeMSequencingMwataaMPhytobiomeshJournalYM2019YMfYMehiZehl 4.8 11

169 yirstMReportMofMOnionMYellowMwwarfMVirusYMαeekMYellowMStripeMVirusYMandMShallotMαatentMVirusMonM
zarlicMUtlliumMsativumVMinMTunisiaaMPlanthDiseaseYM2019YMdcfYMedgf 1.5 0

168 HighZthroughputMsequencingMofMcompleteMgenomesMofMipomovirusesMassociatedMwithManMepidemicMofM
cassavaMbrownMstreakMdiseaseMinMtheMvomorosMtrchipelagoaMArchiveshofhVirologyYM2019YMdigYMedlfZedli 2.6 2

167 yirstMReportMofMvitrusMVirusMtMUviVtVMInfectingMPearMUPyrusMcommunisVMinMyranceaMPlanthDiseaseYM2019YM
dcfYMejcfZejcf 1.5 2

166 VirusMwetectionMbyMHighZThroughputMSequencingMofMSmallMRNtsmMαargeZScaleMPerformanceMTestingM
ofMSequenceMtnalysisMStrategiesaMPhytopathologyYM2019YMdclYMgkkZglj 3.8 54

(2019-2020)
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165 vharacterizationMofMtheMviromeMofMshallotsMaffectedMbyMtheMshallotMmildMyellowMstripeMdiseaseMinM
yranceaMPLoShONEYM2019YMdgYMecedlceg 3.7 3

164 PhytoviromeMtnalysisMofMWildMPlantMPopulationsmMvomparisonMofMwoubleZStrandedMRNtMandM
VirionZtssociatedMNucleicMtcidMMetagenomicMtpproachesaMJournalhofhVirologyYM2019YMlgYM 6.6 17

163 PestMcategorisationMofMnonZxUMvirusesMandMviroidsMofMαaMEFSAhJournalYM2019YMdjYMechiil 2.3 2

162 αistMofMnonZxUMvirusesMandMviroidsMofMMillaYMαaYMMillaYMαaYMαaYMαaYMαaMandMαaMEFSAhJournalYM2019YMdjYMechhcd 2.3 6

161 PestMcategorisationMofMnonZxUMvirusesMandMviroidsMofMαaMEFSAhJournalYM2019YMdjYMechjfh 2.3 2

160 PlantMviromeMreconstructionMandMantiviralMRNtiMcharacterizationMbyMdeepMsequencingMofMsmallMRNtsM
fromMdriedMleavesaMScientifichReportsYM2019YMlYMdleik 4.9 9

159 zeneticMdiversityMandMmolecularMepidemiologyMofMtheMTMstrainMofMPlumMpoxMvirusaMPlanthPathologyYM
2019YMikYMjhhZjif 2.8 13

158 yirstMReportMofMPeachZassociatedMluteovirusMinMNectarineMUPrunusMpersicaVMinMItalyaMPlanthDiseaseYM
2018YMdceYMdgih 1.5 2

157 ViralMwoubleZStrandedMRNtsMUdsRNtsVMfromMPlantsmMtlternativeMNucleicMtcidMSubstratesMforM
HighZThroughputMSequencingaMMethodshinhMolecularhBiologyYM2018YMdjgiYMghZhf 1.4 18

156 vompleteMgenomicMsequenceMofMRaphanusMsativusMcrypticMvirusMgMURsvVgVYMaMnovelMalphapartitivirusM
fromMradishaMArchiveshofhVirologyYM2018YMdifYMdcljZddcc 2.6 6

155 vompleteMgenomeMsequenceMofMlettuceMchordovirusMdMisolatedMfromMcultivatedMlettuceMinMyranceaM
ArchiveshofhVirologyYM2018YMdifYMehgfZehgh 2.6 2

154 uiologicalMandMzeneticMvharacterizationMofMNewMandM”nownMNecrovirusesMvausingManMxmergingM
SystemicMNecrosisMwiseaseMofMvornMSaladMUValerianellaMlocustaVMinMyranceaMPhytopathologyYM2018YMdckYMdcceZdcdc3.8 0

153 MetagenomicZbasedMimpactMstudyMofMtransgenicMgrapevineMrootstockMonMitsMassociatedMviromeMandM
soilMbacteriomeaMPlanthBiotechnologyhJournalYM2018YMdiYMeckZeec 11.6 14

152 MolecularMcharacterizationMofMaMnovelMfusarivirusMinfectingMtheMplantZpathogenicMfungusM
NeofusicoccumMluteumaMArchiveshofhVirologyYM2018YMdifYMhhlZhie 2.6 6

151 weterminationMofMtheMcompleteMgenomicMsequenceMofMgrapevineMvirusMHYMaMnovelMvitivirusMinfectingM
grapevineaMArchiveshofhVirologyYM2018YMdifYMejjZekc 2.6 23

150 HighZthroughputMsequencingMtechnologiesMforMplantMpestMdiagnosismMchallengesMandMopportunitiesaM
EPPOhBulletinYM2018YMgkYMedlZeeg 1 24

149 zenomeMcharacterizationMofMaMdivergentMisolateMofMtheMmycovirusMuotrytisMvirusMyMfromMaMgrapevineM
metagenomeaMArchiveshofhVirologyYM2018YMdifYMfdkdZfdkf 2.6 4

148 tMcomplexMviromeMunveiledMbyMdeepMsequencingManalysisMofMRNtsMfromMaMyrenchMPinotMNoirM
grapevineMexhibitingMstrongMleafrollMsymptomsaMArchiveshofhVirologyYM2018YMdifYMelfjZelgi 2.6 14
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147 tMgenomeZwideMdiversityMstudyMofMgrapevineMrupestrisMstemMpittingZassociatedMvirusaMArchiveshofh
VirologyYM2018YMdifYMfdchZfddd 2.6 13

146 MolecularMvharacterizationMofMaMNovelMSpeciesMofMvapillovirusMfromM“apaneseMtpricotMUPrunusM
mumeVaMVirusesYM2018YMdcYM 6.2 6

145 VariabilityMStudiesMofMTwoMZInfectingMyabavirusesMwithMtheMtidMofMHighZThroughputMSequencingaM
VirusesYM2018YMdcYM 6.2 10

144 HighZThroughputMSequencingMRevealsMyurtherMwiversityMofMwithMImplicationsMforMwiagnosticsaMVirusesYM
2018YMdcYM 6.2 10

143 tMnovelMbadnavirusMdiscoveredMfromMuetulaMspaMaffectedMbyMbirchMleafZrollMdiseaseaMPLoShONEYM2018YM
dfYMecdlfkkk 3.7 8

142 vompleteMgenomeMsequenceMofMaMnovelMbromovirusMinfectingMelderberryMUSambucusMnigraMαaVMinMtheM
vzechMRepublicaMArchiveshofhVirologyYM2018YMdifYMhijZhjc 2.6 4

141 NanoporeZbasedMdetectionMandMcharacterizationMofMyamMvirusesaMScientifichReportsYM2018YMkYMdjkjl 4.9 27

140 HighZThroughputMSequencingMRevealsMMillaMasMaMNaturalMHostMforMyigMMosaicMVirusaMVirusesYM2018YMdcYM 6.2 5

139 zrapevineMvirusMTMdiversityMasMrevealedMbyMfullZlengthMgenomeMsequencesMassembledMfromM
highZthroughputMsequenceMdataaMPLoShONEYM2018YMdfYMececicdc 3.7 9

138
HighZThroughputMSequencingMandMtheMViromicMStudyMofMzrapevineMαeavesmMyromMtheMwetectionMofM
zrapevineZInfectingMVirusesMtoMtheMwescriptionMofMaMNewMxnvironmentalMMemberaMFrontiershinh
MicrobiologyYM2018YMlYMdjke

5.7 24

137 tpplicationMofMHTSMforMRoutineMPlantMVirusMwiagnosticsmMStateMofMtheMtrtMandMvhallengesaMFrontiershinh
PlanthScienceYM2018YMlYMdcke 6.2 45

136 PlumMpoxMvirusMcapsidMproteinMsuppressesMplantMpathogenZassociatedMmolecularMpatternM
UPtMPVZtriggeredMimmunityaMMolecularhPlanthPathologyYM2017YMdkYMkjkZkki 5.7 50

135 vompleteMNucleotideMSequenceMofManMIsolateMofMzrapevineMSatelliteMVirusMandMxvidenceMforMtheM
PresenceMofMMultimericMyormsMinManMInfectedMzrapevineaMGenomehAnnouncementsYM2017YMhYM 4

134
weterminationMofMtheMcompleteMgenomicMsequenceMofMNeofusicoccumMluteumMmitovirusMdMUNαMVdVYM
aMnovelMmitovirusMassociatedMwithMaMphytopathogenicMuotryosphaeriaceaeaMArchiveshofhVirologyYM2017
YMdieYMegjjZegkc

2.6 5

133 TwoMnovelMtlphaflexiviridaeMmembersMrevealedMbyMdeepMsequencingMofMtheMVanillaMUOrchidaceaeVM
viromeaMArchiveshofhVirologyYM2017YMdieYMfkhhZfkid 2.6 6

132 IdentificationMofMaMviroidZlikeMRNtMinMaMlycheeMTranscriptomeMShotgunMtssemblyaMVirushResearchYM
2017YMegcYMdZj 6.4 8

131 yirstMReportMofMzrapevineMhammerheadMviroidZlikeMRNtMInfectingMzrapevineMUVitisMviniferaVMinMyranceaM
PlanthDiseaseYM2017YMdcdYMedhhZedhh 1.5 3

130 RecentMadvancesMandMprospectsMinMPrunusMvirologyaMAnnalshofhAppliedhBiologyYM2017YMdjdYMdehZdfk 2.6 27

(2017-2018)
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129 tMyrameworkMforMtheMxvaluationMofMuiosecurityYMvommercialYMRegulatoryYMandMScientificMImpactsMofM
PlantMVirusesMandMViroidsMIdentifiedMbyMNzSMTechnologiesaMFrontiershinhMicrobiologyYM2017YMkYMgh 5.7 90

128 vlassicalMandMnextMgenerationMsequencingMapproachesMunravelMuymovirusMdiversityMinMbarleyMcropsMinM
yranceaMPLoShONEYM2017YMdeYMecdkkglh 3.7 10

127 yirstMReportMofMαittleMcherryMvirusMdMInfectingMtpricotMinMtheMvzechMRepublicaMPlanthDiseaseYM2017YMdcdYMkgh1.5 13

126 yirstMReportMofMNectarineMstemMpittingZassociatedMvirusMInfectingMPrunusMmumeMinM“apanaMPlanth
DiseaseYM2017YMdcdYMflfZflf 1.5 9

125 yirstMReportMofM”alanchoeMmosaicMvirusMandM”alanchoeMlatentMvirusMInfectingMzhostMPlantM
UzraptopetalumMparaguayenseVMinMItalyaMPlanthDiseaseYM2017YMdcdYMdhicZdhic 1.5 0

124 vompleteMgenomicMsequenceMofMbarleyMUHordeumMvulgareVMendornavirusMUHvxVVMdeterminedMbyM
nextZgenerationMsequencingaMArchiveshofhVirologyYM2016YMdidYMjgdZf 2.6 11

123 NewMInsightsMintoMtsianMPrunusMVirusesMinMtheMαightMofMNzSZuasedMyullMzenomeMSequencingaMPLoSh
ONEYM2016YMddYMecdgigec 3.7 21

122 NextZzenerationMSequencingMandMzenomeMxditingMinMPlantMVirologyaMFrontiershinhMicrobiologyYM2016YM
jYMdfeh 5.7 75

121 vompleteMNucleotideMSequenceMofMaMyrenchMIsolateMofMMaizeMroughMdwarfMvirusYMaMyijivirusMMemberM
inMtheMyamilyMReoviridaeaMGenomehAnnouncementsYM2016YMgYM 3

120 ueetMwesternMyellowsMvirusMinfectsMtheMcarnivorousMplantMNepenthesMmirabilisaMArchiveshofhVirologyYM
2016YMdidYMeejfZk 2.6 4

119 MolecularMcharacterizationMandMprevalenceMofMtwoMcapulavirusesmMtlfalfaMleafMcurlMvirusMfromMyranceM
andMxuphorbiaMcaputZmedusaeMlatentMvirusMfromMSouthMtfricaaMVirologyYM2016YMglfYMdgeZhf 3.6 33

118 xvidenceMforMdifferentYMhostZdependentMfunctioningMofMRxMagainstMbothMwildZtypeMandMrecombinantM
PepinoMmosaicMvirusaMMolecularhPlanthPathologyYM2016YMdjYMdecZi 5.7 5

117 tMxukaryoticMTranslationMInitiationMyactorMgxMUeIygxVMisMResponsibleMforMtheMâ��vaâ��MTobaccoMRecessiveM
ResistanceMtoMPotyvirusesaMPlanthMolecularhBiologyhReporterYM2015YMffYMiclZief 1.7 29

116 yirstMReportMofMzrapevineMPinotMgrisMvirusMUzPzVVMinMgrapevineMinMyranceaMPlanthDiseaseYM2015YMllYMelf 1.5 28

115 vompleteMNucleotideMSequenceMofMtrtichokeMlatentMvirusMShowsMitMtoMbeMaMMemberMofMtheMzenusM
MacluravirusMinMtheMyamilyMPotyviridaeaMPhytopathologyYM2015YMdchYMddhhZic 3.8 12

114 vharacterizationMbyMweepMSequencingMofMPrunusMvirusMTYMaMNovelMTepovirusMInfectingMPrunusMSpeciesaM
PhytopathologyYM2015YMdchYMdfhZgc 3.8 29

113 tnalysisMofMgeneMexpressionMchangesMinMpeachMleavesMinMresponseMtoMPlumMpoxMvirusMinfectionMusingM
RNtZSeqaMMolecularhPlanthPathologyYM2015YMdiYMdigZji 5.7 49

112
vharacterizationMofMNewMIsolatesMofMtpricotMveinMclearingZassociatedMvirusMandMofMaMNewM
PrunusZInfectingMVirusmMxvidenceMforMRecombinationMasMaMwrivingMyorceMinMuetaflexiviridaeMxvolutionaM
PLoShONEYM2015YMdcYMecdelgil

3.7 30
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111 yindingMandMidentifyingMtheMviralMneedleMinMtheMmetagenomicMhaystackmMtrendsMandMchallengesaM
FrontiershinhMicrobiologyYM2014YMhYMjfl 5.7 12

110 vurrentMimpactMandMfutureMdirectionsMofMhighMthroughputMsequencingMinMplantMvirusMdiagnosticsaMVirush
ResearchYM2014YMdkkYMlcZi 6.4 141

109
vharacterizationMbyMdeepMsequencingMofMdivergentMplumMbarkMnecrosisMstemMpittingZassociatedMvirusM
UPuNSPaVVMisolatesMandMdevelopmentMofMaMbroadZspectrumMPuNSPaVMdetectionMassayaM
PhytopathologyYM2014YMdcgYMiicZi

3.8 31

108 ShiftingMtheMparadigmMfromMpathogensMtoMpathobiomemMnewMconceptsMinMtheMlightMofMmetaZomicsaM
FrontiershinhCellularhandhInfectionhMicrobiologyYM2014YMgYMel 5.9 163

107 TranscriptomicManalysisMofMPrunusMdomesticaMundergoingMhypersensitiveMresponseMtoMplumMpoxMvirusM
infectionaMPLoShONEYM2014YMlYMedccgjj 3.7 34

106
MolecularMcharacterizationMofMyamMvirusMXYMaMnewMpotexvirusMinfectingMyamsMUwioscoreaMsppVMandM
evidenceMforMtheMexistenceMofMatMleastMthreeMdistinctMpotexvirusesMinfectingMyamsaMArchiveshofh
VirologyYM2014YMdhlYMfgedZi

2.6 13

105 vlosteroviridaeM2014YM 1

104 PlumMpoxMvirusMandMsharkamMaMmodelMpotyvirusMandMaMmajorMdiseaseaMMolecularhPlanthPathologyYM2014YM
dhYMeeiZgd 5.7 137

103 tppearancesMcanMbeMdeceptivemMrevealingMaMhiddenMviralMinfectionMwithMdeepMsequencingMinMaMplantM
quarantineMcontextaMPLoShONEYM2014YMlYMedcelgh 3.7 65

102 wiagnosisMofMPlantMPathogensMandMImplicationsMforMPlantMQuarantinemMtMRiskMtssessmentMPerspectiveM
2014YMdijZdlf 3

101 tssociationMofMαittleMcherryMvirusMdMUαvhVdVMwithMtheMShirofugenMstuntMdiseaseMandMcharacterizationM
ofMtheMgenomeMofMaMdivergentMαvhVdMisolateaMPhytopathologyYM2013YMdcfYMelfZk 3.8 71

100 vharacterizationMofMsourMcherryMisolatesMofMplumMpoxMvirusMfromMtheMVolgaMuasinMinMRussiaMrevealsMaM
newMcherryMstrainMofMtheMvirusaMPhytopathologyYM2013YMdcfYMljeZl 3.8 36

99 wistributionMofMuarleyMyellowMdwarfMvirusZPtVMinMtheMSubZtntarcticM”erguelenMIslandsMandM
vharacterizationMofMTwoMNewMαuteovirusMSpeciesaMPLoShONEYM2013YMkYMeijefd 3.7 15

98 vydoniaMjaponicaYMPyrusMcalleryanaMandMPaMamygdaliformismMthreeMnewMornamentalMorMwildMhostsMofM
tppleMstemMpittingMvirusaMVirushGenesYM2012YMggYMfdlZee 2.3 4

97 IdentificationMandMcharacterizationMofMtomatoMmutantsMaffectedMinMtheMRxZmediatedMresistanceMtoM
PVXMisolatesaMMolecularhPlantyMicrobehInteractionsYM2012YMehYMfgdZhg 3.6 5

96 yamilyZbasedMlinkageMandMassociationMmappingMrevealsMnovelMgenesMaffectingMPlumMpoxMvirusM
infectionMinMtrabidopsisMthalianaaMNewhPhytologistYM2012YMdliYMkjfZkki 9.8 33

95 xvaluationMofMtheMgeneticMdiversityMofMPlumMpoxMvirusMinMaMsingleMplumMtreeaMVirushResearchYM2012YM
dijYMddeZj 6.4 17

94 wevelopmentMofMaMpolyvalentMRTZPvRMdetectionMassayMcoveringMtheMgeneticMdiversityMofMvherryM
capillovirusMtaMPlanthPathologyYM2012YMidYMdlhZecg 2.8 18

(2012-2014)
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93 TheMvMterminusMofMlettuceMmosaicMpotyvirusMcylindricalMinclusionMhelicaseMinteractsMwithMtheMviralMVPgM
andMwithMlettuceMtranslationMeukaryoticMinitiationMfactorMgxaMJournalhofhGeneralhVirologyYM2012YMlfYMdkgZdlf4.9 29

92 TheMRTMMresistanceMtoMpotyvirusesMinMtrabidopsisMthalianamMnaturalMvariationMofMtheMRTMMgenesMandM
evidenceMforMtheMimplicationMofMadditionalMgenesaMPLoShONEYM2012YMjYMefldil 3.7 41

91 SequenceMvariabilityYMrecombinationManalysisYMandMspecificMdetectionMofMtheMWMstrainMofMPlumMpoxM
virusaMPhytopathologyYM2011YMdcdYMlkcZh 3.8 27

90 vharacterizationMofMPrunusZinfectingMapricotMlatentMvirusZlikeMyoveavirusesmMevolutionaryMandM
taxonomicMimplicationsaMVirushResearchYM2011YMdhhYMggcZh 6.4 17

89 tnalysisMofMtheMepitopeMstructureMofMPlumMpoxMvirusMcoatMproteinaMPhytopathologyYM2011YMdcdYMiddZl 3.8 15

88 TheMecSMproteasomeM˛–hMsubunitMofMtrabidopsisMthalianaMcarriesManMRNaseMactivityMandMinteractsMinM
plantaMwithMtheMlettuceMmosaicMpotyvirusMHcProMproteinaMMolecularhPlanthPathologyYM2011YMdeYMdfjZhc 5.7 42

87 TopMdcMplantMvirusesMinMmolecularMplantMpathologyaMMolecularhPlanthPathologyYM2011YMdeYMlfkZhg 5.7 637

86 vHtPTxRMfimMPlumMpoxMvirusM2011YMdkhZdlj 21

85 TheMubiquitinbeiSMproteasomeMsystemMinMplantZpathogenMinteractionsmMaMneverZendingM
hideZandZseekMgameaMMolecularhPlanthPathologyYM2010YMddYMelfZfck 5.7 98

84
RTMfYMwhichMcontrolsMlongZdistanceMmovementMofMpotyvirusesYMisMaMmemberMofMaMnewMplantMgeneM
familyMencodingMaMmeprinMandMTRtyMhomologyMdomainZcontainingMproteinaMPlanthPhysiologyYM2010YM
dhgYMeeeZfe

6.6 80

83 MultipleMcoatMproteinMmutationsMabolishMrecognitionMofMPepinoMmosaicMpotexvirusMUPepMVVMbyMtheM
potatoMrxMresistanceMgeneMinMtransgenicMtomatoesaMMolecularhPlantyMicrobehInteractionsYM2010YMefYMfjiZkf3.6 22

82
QuantitativeMtraitMlociMmetaZanalysisMofMPlumMpoxMvirusMresistanceMinMapricotMUPrunusMarmeniacaMαaVmM
newMinsightsMonMtheMorganizationMandMtheMidentificationMofMgenomicMresistanceMfactorsaMMolecularh
PlanthPathologyYM2009YMdcYMfgjZic

5.7 62

81 yurtherMcharacterizationMofMaMnewMrecombinantMgroupMofMPlumMpoxMvirusMisolatesYMPPVZTYMfoundMinM
orchardsMinMtheMtnkaraMprovinceMofMTurkeyaMVirushResearchYM2009YMdgeYMdedZi 6.4 62

80 TheMdeterminantMofMpotyvirusMabilityMtoMovercomeMtheMRTMMresistanceMofMtrabidopsisMthalianaMmapsM
toMtheMNZterminalMregionMofMtheMcoatMproteinaMMolecularhPlantyMicrobehInteractionsYM2009YMeeYMdfceZdd 3.6 85

79 IdentificationMofMquantitativeMtraitMlociMcontrollingMsymptomMdevelopmentMduringMviralMinfectionMinM
trabidopsisMthalianaaMMolecularhPlantyMicrobehInteractionsYM2008YMedYMdlkZecj 3.6 19

78 TheMRxMgeneMconfersMresistanceMtoMaMrangeMofMpotexvirusesMinMtransgenicMNicotianaMplantsaMMolecularh
PlantyMicrobehInteractionsYM2008YMedYMddhgZig 3.6 32

77 PartialMgenomeMsequenceMofMuidensMmottleMvirusMshedsMlightMonMitsMtaxonomyaMArchiveshofhVirologyYM
2008YMdhfYMeejZk 2.6 1

76 INVxSTIztTIONMONMOvvURRxNvxMOyMTRIvHOZYMyOVxtZMtNwMvtPIααOVIRUSxSMINMtNvIxNTMyRUITM
TRxxMvUαTIVtRSMINMvtMPtNItaMActahHorticulturaeYM2008YMhfZhk 0.3 5
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75 voordinatedMandMselectiveMrecruitmentMofMeIygxMandMeIygzMfactorsMforMpotyvirusMinfectionMinM
trabidopsisMthalianaaMFEBShLettersYM2007YMhkdYMdcgdZi 3.8 88

74 yirstMReportMofMtheMPresenceMofMPlumMpoxMvirusMRecMStrainMinMTurkeyaMPlanthDiseaseYM2007YMldYMffd 1.5 19

73 trategiesMforMsimultaneousMdetectionMofMmultipleMplantMvirusesaMCanadianhJournalhofhPlanthPathologyYM
2006YMekYMdiZel 1.6 59

72 tsianMprunusMvirusesmMNewMrelatedMmembersMofMtheMfamilyMylexiviridaeMinMPrunusMgermplasmMofMtsianM
originaMVirushResearchYM2006YMdecYMdjiZkf 6.4 11

71 MultipleMresistanceMtraitsMcontrolMPlumMpoxMvirusMinfectionMinMtrabidopsisMthalianaaMMolecularh
PlantyMicrobehInteractionsYM2006YMdlYMhgdZl 3.6 88

70 vausalMagentMofMsharkaMdiseasemMhistoricalMperspectiveMandMcurrentMstatusMofMPlumMpoxMvirusMstrainsaM
EPPOhBulletinYM2006YMfiYMeflZegi 1 45

69 wetectionMandMcharacterizationMofMPlumMpoxMvirusmMmolecularMmethodsaMEPPOhBulletinYM2006YMfiYMeieZeii 1 19

68 VirusMSusceptibilityMandMResistanceMinMαettuceM2006YMfkfZflj 1

67 vharacterizationMandMpartialMgenomeMsequenceMofMstockyMpruneMvirusYMaMnewMmemberMofMtheMgenusM
vheravirusaMArchiveshofhVirologyYM2006YMdhdYMddjlZkk 2.6 8

66 TheMcompleteMnucleotideMsequenceMofMtheMPlumMpoxMvirusMxlMtmarMisolateaMArchiveshofhVirologyYM2006YM
dhdYMdijlZke 2.6 8

65 PartialMsequenceManalysisMofManMatypicalMTurkishMisolateMprovidesMfurtherMinformationMonMtheM
evolutionaryMhistoryMofMPlumMpoxMvirusMUPPVVaMVirushResearchYM2005YMdckYMdllZeci 6.4 28

64 MolecularMmappingMofMtheMviralMdeterminantsMofMsystemicMwiltingMinducedMbyMaMαettuceMmosaicMvirusM
UαMVVMisolateMinMsomeMlettuceMcultivarsaMVirushResearchYM2005YMdclYMdjhZkc 6.4 34

63 HcProYMaMmultifunctionalMproteinMencodedMbyMaMplantMRNtMvirusYMtargetsMtheMecSMproteasomeMandM
affectsMitsMenzymicMactivitiesaMJournalhofhGeneralhVirologyYM2005YMkiYMehlhZeicf 4.9 81

62
PolyvalentMdegenerateMoligonucleotidesMreverseMtranscriptionZpolymeraseMchainMreactionmMaM
polyvalentMdetectionMandMcharacterizationMtoolMforMtrichovirusesYMcapillovirusesYMandMfoveavirusesaM
PhytopathologyYM2005YMlhYMidjZeh

3.8 80

61 vharacterizationMofMtpricotMpseudoZchloroticMleafMspotMvirusYMtMNovelMTrichovirusMIsolatedMfromM
StoneMyruitMTreesaMPhytopathologyYM2005YMlhYMgecZi 3.8 14

60 tnalysisMofMrecombinantMPlumMpoxMvirusMUPPVVMisolatesMfromMSerbiaMconfirmsMgeneticMhomogeneityM
andMsupportsMaMregionalMoriginMforMtheMPPVZRecMsubgroupaMArchiveshofhVirologyYM2005YMdhcYMechdZic 2.6 23

59 HighMgeneticMvariabilityMandMevidenceMforMplantZtoZplantMtransferMofMuananaMmildMmosaicMvirusaM
JournalhofhGeneralhVirologyYM2005YMkiYMfdjlZfdkj 4.9 29

58 zeographicallyMandMtemporallyMdistantMnaturalMrecombinantMisolatesMofMPlumMpoxMvirusMUPPVVMareM
geneticallyMveryMsimilarMandMformMaMuniqueMPPVMsubgroupaMJournalhofhGeneralhVirologyYM2004YMkhYMeijdZeikd4.9 111

(2004-2007)
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57 tMsimpleMandMefficientMmethodMforMtestingMαettuceMmosaicMvirusMresistanceMinMinMvitroMcultivatedM
lettuceaMJournalhofhVirologicalhMethodsYM2004YMddiYMdefZfd 2.6 17

56 TheMnewMplantMvirusMfamilyMylexiviridaeMandMassessmentMofMmolecularMcriteriaMforMspeciesM
demarcationaMArchiveshofhVirologyYM2004YMdglYMdcghZic 2.6 286

55 tMnaturallyMoccurringMrecombinantMisolateMofMαettuceMmosaicMvirusaMArchiveshofhVirologyYM2004YMdglYMdldZj 2.6 18

54 MOαxvUαtRMvHtRtvTxRIZtTIONMOyMtMNxWMyOVxtVIRUSMINMPRUNUSMtvvxSSIONSMOyMtSItNM
ORIzINaMActahHorticulturaeYM2004YMkjZle 0.3 2

53 MultipleMresistanceMphenotypesMtoMαettuceMmosaicMvirusMamongMtrabidopsisMthalianaMaccessionsaM
MolecularhPlantyMicrobehInteractionsYM2003YMdiYMickZdi 3.6 39

52 uiochemicalMidentificationMofMproteasomeZassociatedMendonucleaseMactivityMinMsunfloweraMBiochimicah
EthBiophysicahActahyhProteinshandhProteomicsYM2003YMdighYMfcZl 4 23

51 IntroductionMofMaMNIaMproteinaseMcleavageMsiteMbetweenMtheMreporterMgeneMandMHvZProMonlyMpartiallyM
restoresMtheMbiologicalMpropertiesMofMzUSZMorMzyPZtaggedMαMVaMVirushResearchYM2003YMlkYMdhdZie 6.4 14

50 TheMeukaryoticMtranslationMinitiationMfactorMgxMcontrolsMlettuceMsusceptibilityMtoMtheMPotyvirusM
αettuceMmosaicMvirusaMPlanthPhysiologyYM2003YMdfeYMdejeZke 6.6 226

49
MolecularMcharacterizationMofMfoveavirusesMassociatedMwithMtheMcherryMnecroticMmottleMleafMdiseaseM
andMcompleteMsequencingMofManMxuropeanMisolateMofMvherryMgreenMringMmottleMvirusaMArchiveshofh
VirologyYM2002YMdgjYMdcffZge

2.6 14

48 TheMUseMofMzreenMyluorescentMProteinZTaggedMRecombinantMVirusesMtoMTestMαettuceMmosaicMvirusM
ResistanceMinMαettuceaMPhytopathologyYM2002YMleYMdilZji 3.8 17

47 MolecularMandMuiologicalMvharacterizationMofMαettuceMmosaicMvirusMUαMVVMIsolatesMRevealsMaMwistinctM
andMWidespreadMTypeMofMResistanceZureakingMIsolatemMαMVZMostaMPhytopathologyYM2002YMleYMhifZje 3.8 48

46 InteractionMbetweenMpotyvirusMhelperMcomponentZproteinaseMandMcapsidMproteinMinMinfectedMplantsaM
JournalhofhGeneralhVirologyYM2002YMkfYMdjihZdjjc 4.9 43

45
POαYVtαxNTMwxTxvTIONMOyMyRUITMTRxxMTRIvHOYMvtPIααOMtNwMyOVxtVIRUSxSMuYMNxSTxwM
RTZPvRMUSINzMwxzxNxRtTxwMtNwMINOSINxMvONTtININzMPRIMxRSMUPwOMRTZPvRVaMActah
HorticulturaeYM2001YMfjZgg

0.3 90

44
VtRItNTSMOyMtPRIvOTMαtTxNTMyOVxtVIRUSMUtαVVMISOαtTxwMyROMMSOUTHMxUROPxtNM
ORvHtRwSMtSSOvItTxwMWITHMPxtvHMtSTxROIwMSPOTMtNwMPxtvHMSOOTYMRINzSPOTMwISxtSxSaM
ActahHorticulturaeYM2001YMedfZeec

0.3 5

43 vlosteroviridaeM2001YM 1

42 vharacterizationMofMtwoMdifferentMapricotMlatentMvirusMvariantsMassociatedMwithMpeachMasteroidMspotM
andMpeachMsootyMringspotMdiseasesaMArchiveshofhVirologyYM2001YMdgiYMdghfZig 2.6 14

41 SurveyMofMPrunusMnecroticMringspotMvirusMinMRoseMandMItsMVariabilityMinMRoseMandMPrunusMsppaM
PhytopathologyYM2001YMldYMkgZld 3.8 36

40 RestorationMofMsecondaryMhairpinMIIMisMassociatedMwithMrestorationMofMinfectivityMofMaMnonZviableM
recombinantMviroidaMVirushResearchYM2001YMjhYMelZfg 6.4 14
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39 PlantMvirusesMandMtheMrecentMdiscoveryMofMunforeseenMbasicMcellularMprocessesaMCompteshRendushDeh
LrAcadˆ'miehDeshScienceshSˆ'rieh3whScienceshDehLahVieYM2001YMfegYMlfhZgd 0

38 PathogenicityMdeterminantsMinMtheMcomplexMvirusMpopulationMofMaMPlumMpoxMvirusMisolateaMMolecularh
PlantyMicrobehInteractionsYM2001YMdgYMejkZkj 3.6 48

37 αettuceMmosaicMvirusMpathogenicityMdeterminantsMinMsusceptibleMandMtolerantMlettuceMcultivarsMmapM
toMdifferentMregionsMofMtheMviralMgenomeaMMolecularhPlantyMicrobehInteractionsYM2001YMdgYMkcgZdc 3.6 47

36
xnzymeZαinkedMImmunosorbentMtssayMTestingMofMShootsMzrownMInMVitroMandMtheMUseMofM
ImmunocaptureZReverseMTranscriptionZPolymeraseMvhainMReactionMImproveMtheMwetectionMofM
PrunusMnecroticMringspotMvirusMinMRoseaMPhytopathologyYM2000YMlcYMheeZk

3.8 19

35
xffectsMofMgreenMfluorescentMproteinMorMbetaZglucuronidaseMtaggingMonMtheMaccumulationMandM
pathogenicityMofMaMresistanceZbreakingMαettuceMmosaicMvirusMisolateMinMsusceptibleMandMresistantM
lettuceMcultivarsaMMolecularhPlantyMicrobehInteractionsYM2000YMdfYMfdiZeg

3.6 59

34 vαOSTxROVIRUSxSMUvαOSTxROVIRIwtxVM1999YMeiiZejf 8

33 PotyvirusMhelperMcomponentZproteinaseMselfZinteractionMinMtheMyeastMtwoZhybridMsystemMandM
delineationMofMtheMinteractionMdomainMinvolvedaMVirologyYM1999YMehkYMlhZl 3.6 47

32 NewMtdvancesMinMUnderstandingMtheMMolecularMuiologyMofMPlantbPotyvirusMInteractionsaMMolecularh
PlantyMicrobehInteractionsYM1999YMdeYMfijZfji 3.6 175

31 TRIvHOVIRUSxSM1999YMdkfjZdkge 0

30
vonstructionMofMfullZlengthMcwNtMclonesMofMlettuceMmosaicMvirusMUαMVVMandMtheMeffectsMofM
intronZinsertionMonMtheirMviabilityMinMxscherichiaMcoliMandMonMtheirMinfectivityMtoMplantsaMArchiveshofh
VirologyYM1998YMdgfYMeggfZhd

2.6 31

29 TrichovirusMisolationMandMRNtMextractionaMMethodshinhMolecularhBiologyYM1998YMkdYMdidZjc 1.4

28 vomparisonMofMmonoclonalMantibodiesMandMpolymeraseMchainMreactionMassaysMforMtheMtypingMofM
isolatesMbelongingMtoMtheMdMandMmMserotypesMofMplumMpoxMpotyvirusaMPhytopathologyYM1998YMkkYMdlkZecg 3.8 90

27 PxvUαItRMPαUMMPOXMPOTYVIRUSMwZPOPUαtTIONSMtRxMxPIwxMIvMINMPxtvHMTRxxSaMActah
HorticulturaeYM1998YMfhhZfii 0.3 28

26 uiologicalMandMmolecularMvariabilityMofMlettuceMmosaicMvirusMisolatesaMPhytopathologyYM1997YMkjYMfljZgcf 3.8 53

25 vomparisonMofMtheMcompleteMnucleotideMsequencesMofMtwoMisolatesMofMlettuceMmosaicMvirusMdifferingM
inMtheirMbiologicalMpropertiesaMVirushResearchYM1997YMgjYMdijZjj 6.4 38

24 SimultaneousMdetectionMandMtypingMofMplumMpoxMpotyvirusMUPPVVMisolatesMbyMheminestedZPvRMandM
PvRZxαIStaMJournalhofhVirologicalhMethodsYM1997YMikYMdejZfj 2.6 108

23 tnMRNtZdependentZRNtZpolymeraseMactivityMassociatedMwithMgrapevineMchromeMmosaicMnepovirusM
infectionaMArchiveshofhVirologyYM1997YMdgeYMdhdZi 2.6 1

22 SystematicMSearchMforMRecombinationMxventsMinMplantMVirusesMandMViroidsM1997YMecZeh 3

(1997-2001)
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21
StudiesMonMtheMdiagnosisMofMhopMstuntMviroidMinMfruitMtreesmMIdentificationMofMnewMhostsMandM
applicationMofMaMnucleicMacidMextractionMprocedureMbasedMonMnonZorganicMsolventsaMEuropeanhJournalh
ofhPlanthPathologyYM1996YMdceYMkfjZkgi

2.1 96

20 InMvitroMtranslationMofMappleMchloroticMleafMspotMvirusMUtvαSVVMRNtaMArchiveshofhVirologyYM1996YMdgdYMecfdZgf2.6 3

19 yrequentMoccurrenceMofMrecombinantMpotyvirusMisolatesaMJournalhofhGeneralhVirologyYM1996YMjjMUMPtMkVYMdlhfZih4.9 163

18 PrintZcaptureMPvRmMaMsimpleMandMhighlyMsensitiveMmethodMforMtheMdetectionMofMplumMpoxMvirusMUPPVVM
inMplantMtissuesaMNucleichAcidshResearchYM1996YMegYMedleZf 20.1 78

17 tNtαYSISMOyMPαUMMPOXMVIRUSMVtRItuIαITYMtNwMwxVxαOPMxNTMOyMSTRtINZSPxvIyIvMPvRM
tSStYSaMActahHorticulturaeYM1995YMfhjZfil 0.3 32

16 tnalysisMofMtheMpopulationMstructureMofMthreeMphenotypicallyMdifferentMPSTVdMisolatesaMArchiveshofh
VirologyYM1994YMdfkYMeffZgh 2.6 34

15
tgrobacteriumZmediatedMgeneticMtransformationMofMgrapevineMsomaticMembryosMandMregenerationM
ofMtransgenicMplantsMexpressingMtheMcoatMproteinMofMgrapevineMchromeMmosaicMnepovirusMUzvMVVaM
PlanthScienceYM1994YMdceYMdidZdjc

5.3 61

14 zeneticallyMengineeredMresistanceMagainstMgrapevineMchromeMmosaicMnepovirusaMPlanthMolecularh
BiologyYM1993YMedYMklZlj 4.6 32

13 tnalysisMofMtheMdsRNtsMofMappleMchloroticMleafMspotMvirusaMJournalhofhGeneralhVirologyYM1992YMjfMUMPtM
gVYMjijZjf 4.9 16

12 IdentificationMofMmultipleMstructuralMdomainsMregulatingMviroidMpathogenicityaMProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYM1992YMklYMdcdcgZk 11.5 99

11 tMhighlyMsensitiveMimmunocaptureMpolymeraseMchainMreactionMmethodMforMplumMpoxMpotyvirusM
detectionaMJournalhofhVirologicalhMethodsYM1992YMflYMejZfj 2.6 228

10 NucleotideMsequenceMofMtheMfTZterminalMregionMofMtheMRNtMofMtheMxlMtmarMstrainMofMplumMpoxM
potyvirusaMJournalhofhGeneralhVirologyYM1991YMjeMUMPtMjVYMdjgdZi 4.9 84

9 tMpolymeraseMchainMreactionMassayMadaptedMtoMplumMpoxMpotyvirusMdetectionaMJournalhofhVirologicalh
MethodsYM1991YMffYMfhhZih 2.6 199

8 NucleotideMsequenceMandMgenomicMorganizationMofMappleMchloroticMleafMspotMclosterovirusaMVirologyYM
1990YMdjlYMdcgZde 3.6 79

7 NucleotideMsequenceMandMgeneticMorganizationMofMHungarianMgrapevineMchromeMmosaicMnepovirusM
RNteaMNucleichAcidshResearchYM1989YMdjYMjkclZdl 20.1 49

6 NucleotideMsequenceMofMHungarianMgrapevineMchromeMmosaicMnepovirusMRNtdaMNucleichAcidsh
ResearchYM1989YMdjYMjjlhZkcj 20.1 30

5 vloningMfullZlengthMcwNtMofMgrapevineMchromeMmosaicMnepovirusaMGeneYM1988YMjfYMijZjh 3.8 8

4 NucleotideMsequenceMofMtheMfTMendsMofMtheMdoubleZstrandedMRNtsMofMgrapevineMchromeMmosaicM
nepovirusaMJournalhofhGeneralhVirologyYM1988YMilMUMPtMeVYMgefZk 4.9 5
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3 ImmunodetectionMofMturnipMyellowMmosaicMvirusMnonZstructuralMproteinsMinMinfectedMvhineseMcabbageM
leavesMandMprotoplastsaMAnnaleshDehLrInstituthPasteurhVirologyYM1987YMdfkYMedjZeej 6

2 yirstMreportMofMPassifloraMedulisMsymptomlessMvirusMinMpomegranateMinMSpainaMJournalhofhPlanth
PathologyYd 1 0

1 vlosteroviridaedZdc 1
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