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Nature Neuroscience, 2016, 19, 623-633. :

Matrix Metalloproteinases Are Modifiers of Huntingtin Proteolysis and Toxicity in Huntington's
Disease. Neuron, 2010, 67, 199-212.

Suppression of Neurodegeneration and Increased Neurotransmission Caused by Expanded Full-Length

Huntingtin Accumulating in the Cytoplasm. Neuron, 2008, 57, 27-40. 8.1 143

Reduction of Nuak1 Decreases Tau and Reverses Phenotypes in a Tauopathy Mouse Model. Neuron, 2016,
92,407-418.

RASEE€“MAPK&€“MSK1 pathway modulates ataxin 1 protein levels and toxicity in SCAL. Nature, 2013, 498,
325-331. 27.8 119

Targeting ATM ameliorates mutant Huntingtin toxicity in cell and animal models of Huntingtona€™s
disease. Science Translational Medicine, 2014, 6, 268ral78.

TRIM28 regulates the nuclear accumulation and toxicity of both alpha-synuclein and tau. ELife, 2016, 5, 6.0 o7

<i>Drosophila</i>Mitf regulates the V-ATPase and the lysosomal-autophagic pathway. Autophagy, 2016,
12, 484-498.

dAtaxin-2 Mediates Expanded Ataxin-1-Induced Neurodegeneration in a Drosophila Model of SCAL. PLoS

Genetics, 2007, 3, e234. 3.5 83

Huntingtin proteolysis releases nona€polyQ fragments that cause toxicity through dynamin 1
dysregulation. EMBO Journal, 2015, 34, 2255-2271.
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ONE, 2016, 11, e0159209.

Downregulation of glial genes involved in synaptic function mitigates Huntington's disease 6.0 20
pathogenesis. ELife, 2021, 10, . :

PAK1 regulates ATXN1 levels providing an opportunity to modify its toxicity in spinocerebellar ataxia
type 1. Human Molecular Genetics, 2018, 27, 2863-2873.
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