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i Paper IF Citations

83 VascularLalterationsLimpedeLfragileLtoleranceLtoLpregnancyLinLtypeLeLdiabetesbbLFoSgScienceXL2022XLgXLehlaeil0.4

82 unLassociationLtestLofLtheLspatialLdistributionLofLrareLmissenseLvariantsLwithinLproteinLstructuresL
identifyLulzheimerSsLdiseasearelatedLpatternsbbLGenomegResearchXL2022XL 9.7 1

81 xistinctLzeaturesLofLProbandsLWithLyarlyLRepolarizationLandLvrugadaLSyndromesLwarryingLSwNiuL
PathogenicLVariantsbLJournalgofgthegAmericangCollegegofgCardiologyXL2021XLklXLejdgaejek 15.1 2

80 yvaluatingLhumanLautosomalLlociLforLsexuallyLantagonisticLviabilityLselectionLinLtwoLlargeLbiobanksbL
GeneticsXL2021XLfekXLeaed 4 4

79
ModelingLtheLyvolutionaryLurchitecturesLofLTranscribedLüumanLynhancerLSequencesLRevealsL
xistinctLOriginsXLzunctionsXLandLussociationsLwithLüumanLTraitLVariationbLMoleculargBiologygandg
EvolutionXL2021XLglXLgjleagjmj

8.3 0

78 zamilialLuutonomicLGanglionopathyLwausedLbyLRareLGeneticLVariantsbLNeurologyXL2021XLmkXLeehiaeeii 6.5 5

77 QuantifyingLtheLcontributionLofLNeanderthalLintrogressionLtoLtheLheritabilityLofLcomplexLtraitsbL
NaturegCommunicationsXL2021XLefXLhhle 17.4 6

76 TheLinfluenceLofLevolutionaryLhistoryLonLhumanLhealthLandLdiseasebLNaturegReviewsgGeneticsXL2021XL
ffXLfjmaflg 30.1 31

75 GeneticsLofLagenesischypoplasiaLofLtheLuterusLandLvaginanLnarrowingLdownLtheLnumberLofL
candidateLgenesLforLMayeraRokitanskyaKˆ…steraüauserLSyndromebLHumangGeneticsXL2021XLehdXLjjkajld 6.3 4

74
TopologicallyLassociatingLdomainLboundariesLthatLareLstableLacrossLdiverseLcellLtypesLareL
evolutionarilyLconstrainedLandLenrichedLforLheritabilitybLAmericangJournalgofgHumangGeneticsXL2021XL
edlXLfjmaflg

11 23

73 uLMultitaskLxeepaLearningLMethodLforLPredictingLMembraneLussociationsLandLSecondaryL
StructuresLofLProteinsbLJournalgofgProteomegResearchXL2021XLfdXLhdlmahedd 5.6 2

72 IdentifyingLdigenicLdiseaseLgenesLviaLmachineLlearningLinLtheLUndiagnosedLxiseasesLNetworkbL
AmericangJournalgofgHumangGeneticsXL2021XLedlXLemhjaemjg 11 1

71 StructuralLcharacterizationLofLrareLmissenseLvariantsLwithinLknownLneurodegenerativeLdiseaseL
proteinsbLAlzheimerpsgandgDementiaXL2020XLejXLedhjhdi 1.2

70 üighaThroughputLReclassificationLofLSwNiuLVariantsbLAmericangJournalgofgHumangGeneticsXL2020XL
edkXLeeeaefg 11 32

69 zunctionalLannotationLofLrareLstructuralLvariationLinLtheLhumanLbrainbLNaturegCommunicationsXL2020XL
eeXLfmmd 17.4 18

68 PredictingLchangesLinLproteinLthermodynamicLstabilityLuponLpointLmutationLwithLdeepLgxL
convolutionalLneuralLnetworksbLPLoSgComputationalgBiologyXL2020XLejXLeeddlfme 5 12

67 LearningLandLinterpretingLtheLgeneLregulatoryLgrammarLinLaLdeepLlearningLframeworkbLPLoSg
ComputationalgBiologyXL2020XLejXLeeddlggh 5 7
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66 WhichLanimalsLareLatLrisksLPredictingLspeciesLsusceptibilityLtoLwovidaemL2020XL 7

65 PredictingLsusceptibilityLtoLSuRSawoVafLinfectionLbasedLonLstructuralLdifferencesLinLuwyfLacrossL
speciesbLFASEBgJournalXL2020XLghXLeimhjaeimjd 0.9 24

64 PhenotypicLProfilingLinLSubjectsLüeterozygousLforLeLofLfLRareLVariantsLinLtheLüypophosphatasiaL
GeneLTUbLJournalgofgthegEndocrinegSocietyXL2020XLhXLbvaadlh 0.4 3

63 NeanderthalLintrogressionLreintroducedLfunctionalLancestralLallelesLlostLinLyurasianLpopulationsbL
NaturegEcologygandgEvolutionXL2020XLhXLeggfaeghe 12.3 12

62 uccountingLforLdiverseLevolutionaryLforcesLrevealsLmosaicLpatternsLofLselectionLonLhumanLpretermL
birthLlocibLNaturegCommunicationsXL2020XLeeXLgkge 17.4 7

61 PSwuNnLSpatialLscanLtestsLguidedLbyLproteinLstructuresLimproveLcomplexLdiseaseLgeneLdiscoveryL
andLsignalLvariantLdetectionbLGenomegBiologyXL2020XLfeXLfek 18.3 4

60 IntegratingLstructuralLandLevolutionaryLdataLtoLinterpretLvariationLandLpathogenicityLinLadapterL
proteinLcomplexLhbLProteingScienceXL2020XLfmXLeigiaeihm 6.3 4

59 TheLImpactLofLNaturalLSelectionLonLtheLyvolutionLandLzunctionLofLPlacentallyLyxpressedLGalectinsbL
GenomegBiologygandgEvolutionXL2019XLeeXLfikhafimf 3.9 2

58 InferredLdivergentLgeneLregulationLinLarchaicLhomininsLrevealsLpotentialLphenotypicLdifferencesbL
NaturegEcologygandgEvolutionXL2019XLgXLeimlaejdj 12.3 22

57 SequenceLwharacteristicsLxistinguishLTranscribedLynhancersLfromLPromotersLandLPredictLTheirL
vreadthLofLuctivitybLGeneticsXL2019XLfeeXLefdiaefek 4 5

56 GenomeawideLenhancerLannotationsLdifferLsignificantlyLinLgenomicLdistributionXLevolutionXLandL
functionbLBMCgGenomicsXL2019XLfdXLiee 4.5 19

55 IgGharelatedLdiseasenLussociationLwithLaLrareLgeneLvariantLexpressedLinLcytotoxicLTLcellsbLMolecularg
Geneticsgoamp;gGenomicgMedicineXL2019XLkXLejlj 2.3 6

54 ProteinLstructureLaidsLpredictingLfunctionalLperturbationLofLmissenseLvariantsLinLandbL
ComputationalgandgStructuralgBiotechnologygJournalXL2019XLekXLfdjafeh 6.8 10

53 ImmuneLRegulationLinLyutherianLPregnancynLLiveLvirthLwoevolvedLwithLNovelLImmuneLGenesLandL
GeneLRegulationbLBioEssaysXL2019XLheXLeemdddkf 4.1 5

52 GenomeawideLassociationLanalysisLuncoversLvariantsLforLreproductiveLvariationLacrossLdogLbreedsL
andLlinksLtoLdomesticationbLEvolutionvgMedicinegandgPublicgHealthXL2019XLfdemXLmgaedg 3 4

51 SignaturesLofLRecentLPositiveLSelectionLinLynhancersLucrossLheLüumanLTissuesbLG3:gGenesvgGenomesvg
GeneticsXL2019XLmXLfkjeafkkh 3.2 8

50 zoldingLandLMisfoldingLofLüumanLMembraneLProteinsLinLüealthLandLxiseasenLzromLSingleLMoleculesL
toLwellularLProteostasisbLChemicalgReviewsXL2019XLeemXLiigkaijdj 68.1 93

49 womprehensiveLunalysisLofLwonstraintLonLtheLSpatialLxistributionLofLMissenseLVariantsLinLüumanL
ProteinLStructuresbLAmericangJournalgofgHumangGeneticsXL2018XLedfXLheiahfj 11 35

(2018-2020)
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48 ThreeadimensionalLspatialLanalysisLofLmissenseLvariantsLinLRTyLeLidentifiesLpathogenicLvariantsLinL
patientsLwithLzamilialLInterstitialLPneumoniabLBMCgBioinformaticsXL2018XLemXLel 3.6 6

47 GenomeawideLmapsLofLdistalLgeneLregulatoryLenhancersLactiveLinLtheLhumanLplacentabLPLoSgONEXL
2018XLegXLedfdmjee 3.7 5

46 PredictionLofLgeneLregulatoryLenhancersLacrossLspeciesLrevealsLevolutionarilyLconservedLsequenceL
propertiesbLPLoSgComputationalgBiologyXL2018XLehXLeeddjhlh 5 33

45 MmseLbindsLtoLGarichLregionsLinLSaccharomycesLcerevisiaeLandLinfluencesLreplicationLandLgenomeL
stabilitybLNucleicgAcidsgResearchXL2017XLhiXLkkmjakldj 20.1 15

44 SIRThLIsLaLLysineLxeacylaseLthatLwontrolsLLeucineLMetabolismLandLInsulinLSecretionbLCellgMetabolism
XL2017XLfiXLlglaliibeei 24.6 188

43 GeneLRegulatoryLynhancersLwithLyvolutionarilyLwonservedLuctivityLureLMoreLPleiotropicLthanLThoseL
withLSpeciesaSpecificLuctivitybLGenomegBiologygandgEvolutionXL2017XLmXLfjeiafjfi 3.9 13

42 ShortLxNuLsequenceLpatternsLaccuratelyLidentifyLbroadlyLactiveLhumanLenhancersbLBMCgGenomicsXL
2017XLelXLigj 4.5 16

41 TheLtransformativeLpotentialLofLanLintegrativeLapproachLtoLpregnancybLPlacentaXL2017XLikXLfdhafei 3.4 7

40 TransposableLylementLyxaptationLintoLRegulatoryLRegionsLIsLRareXLInfluencedLbyLyvolutionaryLugeXL
andLSubjectLtoLPleiotropicLwonstraintsbLMoleculargBiologygandgEvolutionXL2017XLghXLflijafljm 8.3 46

39 uncientLhumanLmiRNusLareLmoreLlikelyLtoLhaveLbroadLfunctionsLandLdiseaseLassociationsLthanL
youngLmiRNusbLBMCgGenomicsXL2017XLelXLjkf 4.5 9

38 WhatLisLaLplacentalLmammalLanywaysbLELifeXL2017XLjXL 8.9 4

37 üeterozygosityLRatioXLaLRobustLGlobalLGenomicLMeasureLofLuutozygosityLandLItsLussociationLwithL
üeightLandLxiseaseLRiskbLGeneticsXL2016XLfdhXLlmgamdh 4 16

36 ureLInteractionsLbetweenLcisaRegulatoryLVariantsLyvidenceLforLviologicalLypistasisLorLStatisticalL
urtifactssbLAmericangJournalgofgHumangGeneticsXL2016XLmmXLlekalgd 11 32

35 XPunLuLkeyLscaffoldLforLhumanLnucleotideLexcisionLrepairbLDNAgRepairXL2016XLhhXLefgaegi 4.3 68

34 JointLmouseahumanLphenomeawideLassociationLtoLtestLgeneLfunctionLandLdiseaseLriskbLNatureg
CommunicationsXL2016XLkXLedhjh 17.4 91

33 TheLphenotypicLlegacyLofLadmixtureLbetweenLmodernLhumansLandLNeandertalsbLScienceXL2016XLgieXLkgkahe33.3 172

32 PfheLIsLanLuccessoryLReplicativeLüelicaseLthatLInteractsLwithLtheLReplisomeLtoLzacilitateLzorkL
ProgressionLandLPreserveLGenomeLIntegritybLPLoSgGeneticsXL2016XLefXLeeddjfgl 6 25

31 yvolutionLofLlysineLacetylationLinLtheLRNuLpolymeraseLIILwaterminalLdomainbLBMCgEvolutionaryg
BiologyXL2015XLeiXLgi 3 17
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30 yxtrapolatingLhistoneLmarksLacrossLdevelopmentalLstagesXLtissuesXLandLspeciesnLanLenhancerL
predictionLcaseLstudybLBMCgGenomicsXL2015XLejXLedh 4.5 12

29 TheLevolutionLofLtheLhumanLgenomebLCurrentgOpiniongingGeneticsgandgDevelopmentXL2015XLgiXLmaei 4.9 11

28 LogaoddsLsequenceLlogosbLBioinformaticsXL2015XLgeXLgfhage 7.2 8

27 TheLessentialLSchizosaccharomycesLpombeLPfheLxNuLhelicaseLpromotesLforkLmovementLpastL
GaquadruplexLmotifsLtoLpreventLxNuLdamagebLBMCgBiologyXL2014XLefXLede 7.3 55

26 IntegratingLdiverseLdatasetsLimprovesLdevelopmentalLenhancerLpredictionbLPLoSgComputationalg
BiologyXL2014XLedXLeeddgjkk 5 115

25 ModelingLxNuLmethylationLdynamicsLwithLapproachesLfromLphylogeneticsbLBioinformaticsXL2014XL
gdXLihdlaeh 7.2 14

24 üowLoldLisLmyLgenesbLTrendsgingGeneticsXL2013XLfmXLjimajl 8.5 40

23 ucetylationLofLRNuLpolymeraseLIILregulatesLgrowthafactorainducedLgeneLtranscriptionLinL
mammalianLcellsbLMoleculargCellXL2013XLifXLgehafh 17.6 89

22 ManyLhumanLacceleratedLregionsLareLdevelopmentalLenhancersbLPhilosophicalgTransactionsgofgtheg
RoyalgSocietygB:gBiologicalgSciencesXL2013XLgjlXLfdegddfi 5.8 117

21 uLmodelabasedLanalysisLofLGwabiasedLgeneLconversionLinLtheLhumanLandLchimpanzeeLgenomesbLPLoSg
GeneticsXL2013XLmXLeeddgjlh 6 52

20 xynamicLandLcoordinatedLepigeneticLregulationLofLdevelopmentalLtransitionsLinLtheLcardiacLlineagebL
CellXL2012XLeieXLfdjafd 56.2 458

19 ProteinüistoriannLtoolsLforLtheLcomparativeLanalysisLofLeukaryoteLproteinLoriginbLPLoSg
ComputationalgBiologyXL2012XLlXLeeddfijk 5 58

18 xNuLreplicationLthroughLGaquadruplexLmotifsLisLpromotedLbyLtheLSaccharomycesLcerevisiaeLPifeL
xNuLhelicasebLCellXL2011XLehiXLjklame 56.2 408

17 SubstitutionLpatternsLareLGwabiasedLinLdivergentLsequencesLacrossLtheLmetazoansbLGenomegBiologyg
andgEvolutionXL2011XLgXLiejafk 3.9 30

16 OngoingLGwabiasedLevolutionLisLwidespreadLinLtheLhumanLgenomeLandLenrichedLnearL
recombinationLhotLspotsbLGenomegBiologygandgEvolutionXL2011XLgXLjehafj 3.9 46

15 SIRTeLandLSIRTgLdeacetylateLhomologousLsubstratesnLucewSeXfLandLüMGwSeXfbLAgingXL2011XLgXLjgiahf 5.6 73

14 GaquadruplexLxNuLsequencesLareLevolutionarilyLconservedLandLassociatedLwithLdistinctLgenomicL
featuresLinLSaccharomycesLcerevisiaebLPLoSgComputationalgBiologyXL2010XLjXLeedddlje 5 170

13 PredictingLproteinLligandLbindingLsitesLbyLcombiningLevolutionaryLsequenceLconservationLandLgxL
structurebLPLoSgComputationalgBiologyXL2009XLiXLeedddili 5 283

(2009-2015)

5



12 wharacterizationLandLpredictionLofLresiduesLdeterminingLproteinLfunctionalLspecificitybL
BioinformaticsXL2008XLfhXLehkgald 7.2 92

11 PredictingLfunctionallyLimportantLresiduesLfromLsequenceLconservationbLBioinformaticsXL2007XLfgXLelkialf7.2 439

10 InformaticsLcenterLforLmouseLgenomicsnLtheLdissectionLofLcomplexLtraitsLofLtheLnervousLsystembL
NeuroinformaticsXL2003XLeXLgfkahf 3.2 41

9 GenomeawideLynhancerLMapsLxifferLSignificantlyLinLGenomicLxistributionXLyvolutionXLandLzunction 4

8 TopologicallyLassociatingLdomainLTTuxULboundariesLstableLacrossLdiverseLcellLtypesLareL
evolutionarilyLconstrainedLandLenrichedLforLheritability 6

7 IdentifyingLdigenicLdiseaseLgenesLusingLmachineLlearningLinLtheLundiagnosedLdiseasesLnetwork 1

6 QuantifyingLtheLcontributionLofLNeanderthalLintrogressionLtoLtheLheritabilityLofLcomplexLtraits 3

5 xenseLphenotypingLfromLelectronicLhealthLrecordsLenablesLmachinealearningabasedLpredictionLofL
pretermLbirth 3

4 NeanderthalLintrogressionLreintroducedLfunctionalLallelesLlostLinLtheLhumanLoutLofLufricaLbottleneck 4

3 uccountingLforLdiverseLevolutionaryLforcesLrevealsLtheLmosaicLnatureLofLselectionLonLgenomicL
regionsLassociatedLwithLhumanLpretermLbirth 3

2 GenomeawideLassociationLstudyLofLmusicalLbeatLsynchronizationLdemonstratesLhighLpolygenicity 9

1 xeepLlearningLrevealsLevolutionaryLconservationLandLdivergenceLofLsequenceLpropertiesLunderlyingL
geneLregulatoryLenhancersLacrossLmammals 2
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