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84 MammalianNcumulusboocyteNcomplexNcommunicationoNaNdialogNthroughNlongNandNshortNdistanceN
messagingccNJournalgofgAssistedgReproductiongandgGeneticsaN2022aNhnaNfeff 3.4 1

83 xornNorNwheatbbasedNdietNtoNmanipulateNlipidNcontentNinNearlyNembryosNofNJerseyNcowsccN
TheriogenologyaN2022aNfmlaNigbje 2.8

82 NurturingNtheNeggoNtheNessentialNconnectionNbetweenNcumulusNcellsNandNtheNoocyteccNReproductionvg
FertilitygandgDevelopmentaN2021aNhiaNfinbfjn 1.8 2

81 GeneticNProgressNvchievedNduringNfeNYearsNofNSelectiveNwreedingNforN₂oneybeeNTraitsNofNInterestNtoN
theNweekeepingNIndustrycNAgriculturegrSwitzerlandsaN2021aNffaNjhj 3 1

80 GeneticNParametersNofN₂oneyNweeNxoloniesNTraitsNinNaNxanadianNSelectionNProgramcNInsectsaN2020aN
ffaN 2.8 9

79 zstrousNcycleNimpactsNmicroRNvNcontentNinNextracellularNvesiclesNthatNmodulateNbovineNcumulusNcellN
transcriptsNduringNinNvitroNmaturationâ� cNBiologygofgReproductionaN2020aNfegaNhkgbhlj 3.9 17

78 RecentNvdvancesNinNGenomicsbwasedNvnimalNwiotechnologyoNStateNofNtheNvrtNofNSelectiveNwreedingN
andNzmbryoNGenomicsN2019aNhkjbhlj

77 LybannotoNvNwioinformaticsNToolNtoNvutomaticallyNProvideNxandidateNSNPsNWithNvnnotationsNforN
GeneticallyNLinkedNGenescNFrontiersgingGeneticsaN2019aNfeaNffng 4.5 0

76 xellbtobxellNxommunicationNinNtheNOvarianN†ollicleN2018aNhhbig

75
GenomebwideNyNvNmethylationNpatternsNofNbovineNblastocystsNderivedNfromNinNvivoNembryosN
subjectedNtoNinNvitroNcultureNbeforeaNduringNorNafterNembryonicNgenomeNactivationcNBMCgGenomicsaN
2018aNfnaNigi

4.5 34

74
IntragenicNsequencesNinNtheNtrophectodermNharbourNtheNgreatestNproportionNofNmethylationNerrorsN
inNdayNflNbovineNconceptusesNgeneratedNusingNassistedNreproductiveNtechnologiescNBMCgGenomicsaN
2018aNfnaNihm

4.5 10

73 xellblineageNspecificityNofNprimaryNciliaNduringNpostnatalNepididymalNdevelopmentcNHumang
ReproductionaN2018aNhhaNfmgnbfmhm 5.7 4

72 GenomebwideNanalysisNofNspermNyNvNmethylationNfromNmonozygoticNtwinNbullscNReproductionvg
FertilitygandgDevelopmentaN2017aNgnaNmhmbmih 1.8 10

71 TranscriptomeNProfilingNofNInbVivoNProducedNwovineNPrebimplantationNzmbryosNUsingNTwobcolorN
MicroarrayNPlatformcNJournalgofgVisualizedgExperimentsaN2017aN 1.6 1

70 TranscriptomicNdifferenceNinNbovineNblastocystsNfollowingNvitrificationNandNslowNfreezingNatNmorulaN
stagecNPLoSgONEaN2017aNfgaNeefmlgkm 3.7 15

69 †eedNsupplementationNwithNarginineNandNzincNonNantioxidantNstatusNandNinflammatoryNresponseNinN
challengedNweanlingNpigletscNAnimalgNutritionaN2017aNhaNghkbgik 4.8 5

68 ResponsesNofNbovineNearlyNembryosNtoNSbadenosylNmethionineNsupplementationNinNculturecN
EpigenomicsaN2016aNmaNfehnbke 4.4 15
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67 xumulusNxellNTranscriptsNTransitNtoNtheNwovineNOocyteNinNPreparationNforNMaturationcNBiologygofg
ReproductionaN2016aNniaNfk 3.9 79

66
TrackingNtheN†ragileNXNMentalNRetardationNProteinNinNaN₂ighlyNOrderedNNeuronalN
RiboNucleoParticlesNPopulationoNvNLinkNbetweenNStalledNPolyribosomesNandNRNvNGranulescNPLoSg
GeneticsaN2016aNfgaNefeekfng

6 41

65 ThyroidNhormonesNalterNtheNtranscriptomeNofNinNvitrobproducedNbovineNblastocystscNZygoteaN2016aN
giaNgkkblk 1.6 4

64 MultipleNMechanismsNxooperateNtoNxonstitutivelyNzxcludeNtheNTranscriptionalNxobvctivatorNYvPN
fromNtheNNucleusNyuringNMurineNOogenesiscNBiologygofgReproductionaN2016aNniaNfeg 3.9 13

63 GeneticNinfluenceNonNtheNreductionNinNbovineNembryoNlipidNcontentNbyNlbcarnitinecNReproductionvg
FertilitygandgDevelopmentaN2015aN 1.8 7

62 StudyingNbovineNearlyNembryoNtranscriptomeNbyNmicroarraycNMethodsgingMoleculargBiologyaN2015aN
fgggaNfnlbgem 1.4 2

61 TheNhumanNdecappingNscavengerNenzymeNycpSNmodulatesNmicroRNvNturnovercNScientificgReportsaN
2015aNjaNfkkmm 4.9 14

60 GenomebWideNyNvNMethylationNPatternsNofNwovineNwlastocystsNyevelopedNInNVivoNfromNzmbryosN
xompletedNyifferentNStagesNofNyevelopmentNInNVitrocNPLoSgONEaN2015aNfeaNeefieikl 3.7 58

59 wreedbspecificNfactorsNinfluenceNembryonicNlipidNcompositionoNcomparisonNbetweenNJerseyNandN
₂olsteincNReproductionvgFertilitygandgDevelopmentaN2015aN 1.8 7

58 zxploringNtheNfunctionNofNlongNnonbcodingNRNvNinNtheNdevelopmentNofNbovineNearlyNembryoscN
ReproductionvgFertilitygandgDevelopmentaN2014aNglaNiebjg 1.8 25

57 TheNadenosineNsalvageNpathwayNasNanNalternativeNtoNmitochondrialNproductionNofNvTPNinNmaturingN
mammalianNoocytescNBiologygofgReproductionaN2014aNnfaNlj 3.9 28

56 TheNgameticNsynapseoNRNvNtransferNtoNtheNbovineNoocytecNBiologygofgReproductionaN2014aNnfaNne 3.9 103

55 SexualNdimorphismNinNdevelopmentalNprogrammingNofNtheNbovineNpreimplantationNembryoNcausedN
byNcolonybstimulatingNfactorNgcNBiologygofgReproductionaN2014aNnfaNme 3.9 35

54 RapidlyNcleavingNbovineNtwobcellNembryosNhaveNbetterNdevelopmentalNpotentialNandNaNdistinctiveN
mRNvNpatterncNMoleculargReproductiongandgDevelopmentaN2014aNmfaNhfbif 2.6 11

53 ImprovementNofNbovineNinNvitroNembryoNproductionNbyNvitaminNKâ��NsupplementationcNReproductionaN
2014aNfimaNimnbnl 3.8 9

52 vnNintegratedNplatformNforNbovineNyNvNmethylomeNanalysisNsuitableNforNsmallNsamplescNBMCg
GenomicsaN2014aNfjaNijf 4.5 30

51 vntioxidantNstatusNandNinflammatoryNresponseNinNweanlingNpigletsNfedNdietsNsupplementedNwithN
arginineNandNzinccNCanadiangJournalgofgAnimalgScienceaN2014aNniaNmlbnl 0.9 7

50 ImpactNofNwholebgenomeNamplificationNonNtheNreliabilityNofNprebtransferNcattleNembryoNbreedingN
valueNestimatescNBMCgGenomicsaN2014aNfjaNmmn 4.5 15

(2014-2016)
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49 ProfilingNtheNimpactNofNtheNembryonicNmicroenvironmentNthroughNglobalNtranscriptomicNandNyNvN
methylomeNsurveyingcNEpigeneticsgandgChromatinaN2013aNkaN 5.8 78

48 zvolutionaryNconservationNofNtheNoocyteNtranscriptomeNamongNvertebratesNandNitsNimplicationsNforN
understandingNhumanNreproductiveNfunctioncNMoleculargHumangReproductionaN2013aNfnaNhknbln 4.4 20

47 MeetingNtheNmethodologicalNchallengesNinNmolecularNmappingNofNtheNembryonicNepigenomecN
MoleculargHumangReproductionaN2013aNfnaNmenbgl 4.4 10

46 xombinedNmethylationNmappingNofNjmxNandNjhmxNduringNearlyNembryonicNstagesNinNbovinecNBMCg
GenomicsaN2013aNfiaNiek 4.5 14

45 TheNdynamicsNofNconnexinNexpressionaNdegradationNandNlocalisationNareNregulatedNbyNgonadotropinsN
duringNtheNearlyNstagesNofNinNvitroNmaturationNofNswineNoocytescNPLoSgONEaN2013aNmaNekmijk 3.7 27

44 ImpactNofNtheNL₂NsurgeNonNgranulosaNcellNtranscriptNlevelsNasNmarkersNofNoocyteNdevelopmentalN
competenceNinNcattlecNReproductionaN2012aNfihaNlhjbil 3.8 22

43 xellularNandNmolecularNcharacterizationNofNtheNimpactNofNlaboratoryNsetupNonNbovineNinNvitroNembryoN
productioncNTheriogenologyaN2012aNllaNflklblmcef 2.8 8

42 xontributionNofNoocyteNsourceNandNcultureNconditionsNtoNphenotypicNandNtranscriptomicNvariationNinN
commerciallyNproducedNbovineNblastocystscNTheriogenologyaN2012aNlmaNffkbhfcefbh 2.8 20

41
wovineNspermNraftNmembraneNassociatedNGliomaNPathogenesisbRelatedNfblikeNproteinNfNVGliPrfLfWNisN
modifiedNduringNtheNepididymalNtransitNandNisNpotentiallyNinvolvedNinNspermNbindingNtoNtheNzonaN
pellucidacNJournalgofgCellulargPhysiologyaN2012aNgglaNhmlkbmk

7 37

40 yevelopmentNofNaNporcineNVSusNscofaWNembryobspecificNmicroarrayoNarrayNannotationNandNvalidationcN
BMCgGenomicsaN2012aNfhaNhle 4.5 16

39 RegulationNofNgapbjunctionalNcommunicationNbetweenNcumulusNcellsNduringNinNvitroNmaturationNinN
swineaNaNgapb†RvPNstudycNBiologygofgReproductionaN2012aNmlaNik 3.9 31

38 TheNmicroRNvNpathwayNcontrolsNgermNcellNproliferationNandNdifferentiationNinNxcNeleganscNCellg
ResearchaN2012aNggaNfehibij 24.7 44

37 TransplantedNboneNmarrowNcellsNdoNnotNprovideNnewNoocytesNbutNrescueNfertilityNinNfemaleNmiceN
followingNtreatmentNwithNchemotherapeuticNagentscNCellulargReprogrammingaN2012aNfiaNfghbn 2.1 23

36 RNvNProcessingNyuringNzarlyNzmbryogenesisoNManagingNStorageaNUtilisationNandNyestructionN2011aN 2

35 xombiningNresourcesNtoNobtainNaNcomprehensiveNsurveyNofNtheNbovineNembryoNtranscriptomeN
throughNdeepNsequencingNandNmicroarrayscNMoleculargReproductiongandgDevelopmentaN2011aNlmaNkjfbki 2.6 86

34 xhangesNinN₂olsteinNcowNmilkNandNserumNproteinsNduringNintramammaryNinfectionNwithNthreeN
differentNstrainsNofNStaphylococcusNaureuscNBMCgVeterinarygResearchaN2011aNlaNjf 2.7 29

33 MethodNtoNisolateNpolyribosomalNmRNvNfromNscarceNsamplesNsuchNasNmammalianNoocytesNandNearlyN
embryoscNBMCgDevelopmentalgBiologyaN2011aNffaNm 3.1 15

32
xomprehensiveNcrossNproductionNsystemNassessmentNofNtheNimpactNofNinNvitroNmicroenvironmentNonN
theNexpressionNofNmessengersNandNlongNnonbcodingNRNvsNinNtheNbovineNblastocystcNReproductionaN
2011aNfigaNnnbffg

3.8 18
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31 TranscriptionalNeffectNofNtheNL₂NsurgeNinNbovineNgranulosaNcellsNduringNtheNperibovulationNperiodcN
ReproductionaN2011aNfifaNfnhbgej 3.8 37

30 GenomicNassessmentNofNfollicularNmarkerNgenesNasNpregnancyNpredictorsNforNhumanNIV†cNMolecularg
HumangReproductionaN2010aNfkaNmlbnk 4.4 59

29 SPvMfNisoformsNfromNtwoNtissueNoriginsNareNdifferentiallyNlocalizedNwithinNejaculatedNbullNspermN
membranesNandNhaveNdifferentNrolesNduringNfertilizationcNBiologygofgReproductionaN2010aNmgaNglfbmf 3.9 12

28 ProvidingNaNstableNmethodologicalNbasisNforNcomparingNtranscriptNabundanceNofNdevelopingN
embryosNusingNmicroarrayscNMoleculargHumangReproductionaN2010aNfkaNkefbfk 4.4 20

27 InvestigatingNtheNpotentialNofNgenesNpreferentiallyNexpressedNinNoocyteNtoNinduceNchromatinN
remodelingNinNsomaticNcellscNCellulargReprogrammingaN2010aNfgaNjfnbgm 2.1 7

26 MicroarrayNanalysisNofNgeneNexpressionNduringNearlyNdevelopmentoNaNcautionaryNoverviewcN
ReproductionaN2010aNfieaNlmlbmef 3.8 27

25
xombiningNsuppressiveNsubtractiveNhybridizationNandNcyNvNmicroarraysNtoNidentifyNdietaryN
phosphorusbresponsiveNgenesNofNtheNrainbowNtroutNVOncorhynchusNmykissWNkidneycNComparativeg
BiochemistrygandgPhysiologygPartgD:gGenomicsgandgProteomicsaN2010aNjaNgibhj

2 8

24 OMIxSNinNassistedNreproductionoNpossibilitiesNandNpitfallscNMoleculargHumangReproductionaN2010aNfkaNjfhbhe4.4 96

23 IdentificationNofNfollicularNmarkerNgenesNasNpregnancyNpredictorsNforNhumanNIV†oNnewNevidenceNforN
theNinvolvementNofNluteinizationNprocesscNMoleculargHumangReproductionaN2010aNfkaNjimbjk 4.4 34

22 xonservedNusageNofNalternativeNjUNuntranslatedNexonsNofNtheNGvTviNgenecNPLoSgONEaN2009aNiaNemiji 3.7 8

21
RealbtimeNmonitoringNofNaRNvNproductionNduringNTlNamplificationNtoNpreventNtheNlossNofNsampleN
representationNduringNmicroarrayNhybridizationNsampleNpreparationcNNucleicgAcidsgResearchaN2009aN
hlaNekj

20.1 17

20 RevealingNtheNbovineNembryoNtranscriptNprofilesNduringNearlyNinNvivoNembryonicNdevelopmentcN
ReproductionaN2009aNfhmaNnjbfej 3.8 27

19 TheNdynamicsNofNgeneNproductsNfluctuationNduringNbovineNprebhatchingNdevelopmentcNMolecularg
ReproductiongandgDevelopmentaN2009aNlkaNlkgblg 2.6 27

18 IdentificationNofNdifferentiallyNexpressedNmarkersNinNhumanNfollicularNcellsNassociatedNwithN
competentNoocytescNHumangReproductionaN2008aNghaNfffmbgl 5.7 179

17 TheNvmplificationNwiasNThatN₂indersNtheNInterpretationNofNOntogenicNProfilingNyuringNzarlyN
yevelopmentccNBiologygofgReproductionaN2008aNlmaNlfblg 3.9

16 UsingNtheNhistoneN₂gaNtranscriptNasNanNendogenousNstandardNtoNstudyNrelativeNtranscriptNabundanceN
duringNbovineNearlyNdevelopmentcNMoleculargReproductiongandgDevelopmentaN2007aNliaNlehbfj 2.6 27

15 vNmolecularNanalysisNofNtheNpopulationNofNmRNvNinNbovineNspermatozoacNReproductionaN2007aNfhhaNfelhbmk3.8 93

14 xrossbspeciesNhybridizationsNonNaNmultibspeciesNcyNvNmicroarrayNtoNidentifyNevolutionarilyN
conservedNgenesNexpressedNinNoocytescNBMCgGenomicsaN2006aNlaNffh 4.5 37

(2006-2011)
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13 xontributionNofNtheNoocyteNtoNembryoNqualitycNTheriogenologyaN2006aNkjaNfgkbhk 2.8 377

12
PotentialNandNlimitationsNofNbovinebspecificNarraysNforNtheNanalysisNofNmRNvNlevelsNinNearlyN
developmentoNpreliminaryNanalysisNusingNaNbovineNembryonicNarraycNReproductionvgFertilitygandg
DevelopmentaN2005aNflaNilbjl

1.8 43

11 RNvNinterferenceNasNaNtoolNtoNstudyNgeneNfunctionNinNbovineNoocytescNMoleculargReproductiongandg
DevelopmentaN2005aNleaNfffbgf 2.6 43

10 zxpressionNprofilesNofNpjhNandNpkkshcNduringNoxidativeNstressbinducedNsenescenceNinNfetalNbovineN
fibroblastscNExperimentalgCellgResearchaN2004aNgnnaNhkbim 4.2 39

9 QuantificationNofNhistoneNacetyltransferaseNandNhistoneNdeacetylaseNtranscriptsNduringNearlyNbovineN
embryoNdevelopmentcNBiologygofgReproductionaN2003aNkmaNhmhbn 3.9 86

8
QuantificationNofNcyclinNwfNandNphiVcdcgWNinNbovineNcumulusboocyteNcomplexesNandNexpressionN
mappingNofNgenesNinvolvedNinNtheNcellNcycleNbyNcomplementaryNyNvNmacroarrayscNBiologygofg
ReproductionaN2002aNklaNfijkbki

3.9 44

7 QuantificationNofNhousekeepingNtranscriptNlevelsNduringNtheNdevelopmentNofNbovineN
preimplantationNembryoscNBiologygofgReproductionaN2002aNklaNfikjblg 3.9 169

6
yifferentialNdisplayNandNsuppressiveNsubtractiveNhybridizationNusedNtoNidentifyNgranulosaNcellN
messengerNrnaNassociatedNwithNbovineNoocyteNdevelopmentalNcompetencecNBiologygofgReproductionaN
2001aNkiaNfmfgbge

3.9 65

5 MessengerNRNvNlevelsNofNgrowthNfactorsaNligandsaNreceptorsaNandNproteinsNaffectingNlipidN
metabolismNinNpigscNCanadiangJournalgofgAnimalgScienceaN2000aNmeaNjjnbjkl 0.9 1

4 SubtractiveNhybridizationNusedNtoNidentifyNmRNvNassociatedNwithNtheNmaturationNofNbovineNoocytescN
MoleculargReproductiongandgDevelopmentaN2000aNjlaNfklblj 2.6 60

3 wackfatNthicknessNinNpigsNisNpositivelyNassociatedNwithNleptinNmRNvNlevelscNCanadiangJournalgofg
AnimalgScienceaN1998aNlmaNilhbimg 0.9 28

2 vnalysisNofNtheNembryonicNtranscriptomegknbgll

1 TheN†ragileNXNSyndromefbn 1
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