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l Paper IF Citations

97 SystematicMidentificationMofMtransMeQTLsMasMputativeMdriversMofMknownMdiseaseMassociationscMNatureo
GeneticsaM2013aMijaMfghmbfgih 36.3 1244

96 vMgenomebwideMapproachMaccountingMforMbodyMmassMindexMidentifiesMgeneticMvariantsMinfluencingM
fastingMglycemicMtraitsMandMinsulinMresistancecMNatureoGeneticsaM2012aMiiaMkjnbkn 36.3 615

95 RareMandMlowbfrequencyMcodingMvariantsMalterMhumanMadultMheightcMNatureaM2017aMjigaMfmkbfne 50.4 412

94 TheMtranscriptionalMlandscapeMofMageMinMhumanMperipheralMbloodcMNatureoCommunicationsaM2015aMkaMmjle 17.4 335

93 IntegrativeMgenomicManalysisMimplicatesMlimitedMperipheralMadiposeMstorageMcapacityMinMtheM
pathogenesisMofMhumanMinsulinMresistancecMNatureoGeneticsaM2017aMinaMflbgk 36.3 312

92 zxomebwideMassociationMstudyMofMplasmaMlipidsMinMsheeaeeeMindividualscMNatureoGeneticsaM2017aMinaMfljmbflkk36.3 310

91 GenomebwideMassociationsMforMbirthMweightMandMcorrelationsMwithMadultMdiseasecMNatureaM2016aMjhmaMgimbgjg50.4 266

90 GenomebwideMassociationManalysesMofMriskMtoleranceMandMriskyMbehaviorsMinMoverMfMmillionMindividualsM
identifyMhundredsMofMlociMandMsharedMgeneticMinfluencescMNatureoGeneticsaM2019aMjfaMgijbgjl 36.3 259

89 MetabanalysisMofMgenomebwideMassociationMstudiesMforMbodyMfatMdistributionMinMkni´ kinMindividualsMofM
zuropeanMancestrycMHumanoMolecularoGeneticsaM2019aMgmaMfkkbfli 5.6 258

88 NewMlociMassociatedMwithMbirthMweightMidentifyMgeneticMlinksMbetweenMintrauterineMgrowthMandMadultM
heightMandMmetabolismcMNatureoGeneticsaM2013aMijaMlkbmg 36.3 232

87 GenomebWideMvssociationMvnalysesMinMfgmagkkMIndividualsMIdentifiesMNewMMorningnessMandMSleepM
yurationMLocicMPLoSoGeneticsaM2016aMfgaMefeekfgj 6 222

86 RefiningMtheMaccuracyMofMvalidatedMtargetMidentificationMthroughMcodingMvariantMfinebmappingMinMtypeM
gMdiabetescMNatureoGeneticsaM2018aMjeaMjjnbjlf 36.3 221

85 GenomebwideMassociationManalysesMofMchronotypeMinMknlamgmMindividualsMprovidesMinsightsMintoM
circadianMrhythmscMNatureoCommunicationsaM2019aMfeaMhih 17.4 205

84 ProteinbalteringMvariantsMassociatedMwithMbodyMmassMindexMimplicateMpathwaysMthatMcontrolMenergyM
intakeMandMexpenditureMinMobesitycMNatureoGeneticsaM2018aMjeaMgkbif 36.3 186

83 MaternalMandMfetalMgeneticMeffectsMonMbirthMweightMandMtheirMrelevanceMtoMcardiobmetabolicMriskM
factorscMNatureoGeneticsaM2019aMjfaMmeibmfi 36.3 181

82 TransbancestryMmetabanalysesMidentifyMrareMandMcommonMvariantsMassociatedMwithMbloodMpressureM
andMhypertensioncMNatureoGeneticsaM2016aMimaMffjfbffkf 36.3 181

81 UnravelingMtheMpolygenicMarchitectureMofMcomplexMtraitsMusingMbloodMeQTLMmetaanalysis 175
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80 āumanMagingMisMcharacterizedMbyMfocusedMchangesMinMgeneMexpressionMandMderegulationMofM
alternativeMsplicingcMAgingoCellaM2011aMfeaMmkmblm 9.9 163

79 āeightaMbodyMmassMindexaMandMsocioeconomicMstatusoMmendelianMrandomisationMstudyMinMUKMwiobankcM
BMJ,oTheaM2016aMhjgaMijmg 5.9 153

78 LowbfrequencyMandMrareMexomeMchipMvariantsMassociateMwithMfastingMglucoseMandMtypeMgMdiabetesM
susceptibilitycMNatureoCommunicationsaM2015aMkaMjmnl 17.4 147

77 GeneticMevidenceMforMaMnormalbweightMOmetabolicallyMobeseOMphenotypeMlinkingMinsulinMresistanceaM
hypertensionaMcoronaryMarteryMdiseaseaMandMtypeMgMdiabetescMDiabetesaM2014aMkhaMihknbll 0.9 131

76 xommonMgeneticMvariantsMhighlightMtheMroleMofMinsulinMresistanceMandMbodyMfatMdistributionMinMtypeMgM
diabetesaMindependentMofMobesitycMDiabetesaM2014aMkhaMihlmbihml 0.9 127

75 GenebobesogenicMenvironmentMinteractionsMinMtheMUKMwiobankMstudycMInternationaloJournaloofo
EpidemiologyaM2017aMikaMjjnbjlj 7.8 105

74
GenomebwideMassociationMstudyMofMoffspringMbirthMweightMinMmkMjllMwomenMidentifiesMfiveMnovelMlociM
andMhighlightsMmaternalMgeneticMeffectsMthatMareMindependentMofMfetalMgeneticscMHumanoMolecularo
GeneticsaM2018aMglaMligbljk

5.6 98

73 MendelianMrandomizationMstudiesMdoMnotMsupportMaMcausalMroleMforMreducedMcirculatingMadiponectinM
levelsMinMinsulinMresistanceMandMtypeMgMdiabetescMDiabetesaM2013aMkgaMhjmnbnm 0.9 95

72 xommonMvariantsMatMfgqfjMandMfgqgiMareMassociatedMwithMinfantMheadMcircumferencecMNatureo
GeneticsaM2012aMiiaMjhgbjhm 36.3 94

71 GeneticMstudiesMofMaccelerometerbbasedMsleepMmeasuresMyieldMnewMinsightsMintoMhumanMsleepM
behaviourcMNatureoCommunicationsaM2019aMfeaMfjmj 17.4 92

70 GeneticMzvidenceMforMaMLinkMwetweenM avorableMvdiposityMandMLowerMRiskMofMTypeMgMyiabetesaM
āypertensionaMandMāeartMyiseasecMDiabetesaM2016aMkjaMgiimbke 0.9 86

69 āumanMlongevityMisMinfluencedMbyMmanyMgeneticMvariantsoMevidenceMfromMljaeeeMUKMwiobankM
participantscMAgingaM2016aMmaMjilbke 5.6 84

68 UsingMGeneticMVariantsMtoMvssessMtheMRelationshipMwetweenMxirculatingMLipidsMandMTypeMgMyiabetescM
DiabetesaM2015aMkiaMgklkbmi 0.9 83

67 xellMSpecificMeQTLMvnalysisMwithoutMSortingMxellscMPLoSoGeneticsaM2015aMffaMefeejggh 6 81

66 UsingMgeneticsMtoMunderstandMtheMcausalMinfluenceMofMhigherMwMIMonMdepressioncMInternationalo
JournaloofoEpidemiologyaM2019aMimaMmhibmim 7.8 81

65 vMgenomicMapproachMtoMtherapeuticMtargetMvalidationMidentifiesMaMglucosebloweringMGLPfRMvariantM
protectiveMforMcoronaryMheartMdiseasecMScienceoTranslationaloMedicineaM2016aMmaMhifralk 17.5 77

64 LargebscaleMcisbMandMtransbeQTLManalysesMidentifyMthousandsMofMgeneticMlociMandMpolygenicMscoresM
thatMregulateMbloodMgeneMexpressioncMNatureoGeneticsaM2021aMjhaMfheebfhfe 36.3 60

63 vllelicMheterogeneityMandMmoreMdetailedManalysesMofMknownMlociMexplainMadditionalMphenotypicM
variationMandMrevealMcomplexMpatternsMofMassociationcMHumanoMolecularoGeneticsaM2011aMgeaMiemgbng 5.6 51
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62 vMxommonMvlleleMinM G gfMvssociatedMwithMSugarMIntakeMIsMvssociatedMwithMwodyMShapeaMLowerM
TotalMwodyb atMPercentageaMandMāigherMwloodMPressurecMCelloReportsaM2018aMghaMhglbhhk 10.6 48

61 ParentalMdiabetesMandMbirthweightMinMghkMeheMindividualsMinMtheMUKMbiobankMstudycMInternationalo
JournaloofoEpidemiologyaM2013aMigaMflfibgh 7.8 47

60
GenomebWideMandMvbdominalMMRIMyataMProvideMzvidenceMThatMaMGeneticallyMyeterminedM avorableM
vdiposityMPhenotypeMIsMxharacterizedMbyMLowerMzctopicMLiverM atMandMLowerMRiskMofMTypeMgM
yiabetesaMāeartMyiseaseaMandMāypertensioncMDiabetesaM2019aMkmaMgelbgfn

0.9 46

59 MetabanalysisMofMupMtoMkggaienMindividualsMidentifiesMieMnovelMsmokingMbehaviourMassociatedM
geneticMlocicMMolecularoPsychiatryaM2020aMgjaMghngbgien 15.1 45

58 ProteinbcodingMvariantsMimplicateMnovelMgenesMrelatedMtoMlipidMhomeostasisMcontributingMtoMbodybfatM
distributioncMNatureoGeneticsaM2019aMjfaMijgbikn 36.3 44

57 MosaicMTurnerMsyndromeMshowsMreducedMpenetranceMinManMadultMpopulationMstudycMGeneticsoino
MedicineaM2019aMgfaMmllbmmk 8.1 40

56 VariantsMinMtheM TOMandMxyKvLfMlociMhaveMrecessiveMeffectsMonMriskMofMobesityMandMtypeMgMdiabetesaM
respectivelycMDiabetologiaaM2016aMjnaMfgfibgf 10.3 38

55 xNVbassociationMmetabanalysisMinMfnfafkfMzuropeanMadultsMrevealsMnewMlociMassociatedMwithM
anthropometricMtraitscMNatureoCommunicationsaM2017aMmaMlii 17.4 37

54 GeneticMevidenceMthatMlowerMcirculatingM SāMlevelsMlengthenMmenstrualMcycleaMincreaseMageMatM
menopauseMandMimpactMfemaleMreproductiveMhealthcMHumanoReproductionaM2016aMhfaMilhbmf 5.7 37

53 vMgeneticMvariantMinMtheMseedMregionMofMmiRbijfhMshowsMpleiotropicMeffectsMonMlipidMandMglucoseM
homeostasisaMbloodMpressureaMandMcoronaryMarteryMdiseasecMHumanoMutationaM2014aMhjaMfjgibhf 4.7 37

52 zxomeMxhipMMetabanalysisM ineMMapsMxausalMVariantsMandMzlucidatesMtheMGeneticMvrchitectureMofM
RareMxodingMVariantsMinMSmokingMandMvlcohol´ UsecMBiologicaloPsychiatryaM2019aMmjaMnikbnjj 7.9 35

51 zvidenceMforMthreeMgeneticMlociMinvolvedMinMbothManorexiaMnervosaMriskMandMvariationMofMbodyMmassM
indexcMMolecularoPsychiatryaM2017aMggaMfngbgef 15.1 31

50 QuantifyingMtheMextentMtoMwhichMindexMeventMbiasesMinfluenceMlargeMgeneticMassociationMstudiescM
HumanoMolecularoGeneticsaM2017aMgkaMfefmbfehe 5.6 30

49 GenomebwideMandMMendelianMrandomisationMstudiesMofMliverMMRIMyieldMinsightsMintoMtheM
pathogenesisMofMsteatohepatitiscMJournaloofoHepatologyaM2020aMlhaMgifbgjf 13.4 28

48 GeneticMoriginsMofMlowMbirthMweightcMCurrentoOpinionoinoClinicaloNutritionoandoMetabolicoCareaM2012aM
fjaMgjmbki 3.8 28

47 RedMbloodMcellMdistributionMwidthoMGeneticMevidenceMforMagingMpathwaysMinMffkakkkMvolunteerscMPLoSo
ONEaM2017aMfgaMeefmjemh 3.7 28

46 rskiflhmxsTMnearMMwOvTlMisMassociatedMwithMliverMfataMvLTMandMfibrosisMinMNv LyoMvMmetabanalysiscM
JournaloofoHepatologyaM2021aMliaMgebhe 13.4 24

45 yNvMmethylationMandMinflammationMmarkerMprofilesMassociatedMwithMaMhistoryMofMdepressioncMHumano
MolecularoGeneticsaM2018aMglaMgmiebgmje 5.6 23
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44 vssociationManalysisMofMgnanjkMindividualsMconfirmsMthatMaMlowbfrequencyMvariantMatMxxNygMhalvesM
theMriskMofMtypeMgMdiabetesMbyMenhancingMinsulinMsecretioncMDiabetesaM2015aMkiaMgglnbmj 0.9 20

43 TumorMnecrosisMfactorbalphaMpolymorphismMatMpositionMbghmMinMpreeclampsiacMIranianoRedoCrescento
MedicaloJournalaM2014aMfkaMefffnj 1.3 16

42 zthnicMdifferencesMinMadiposityMandMdiabetesMriskMbMinsightsMfromMgeneticMstudiescMJournaloofoInternalo
MedicineaM2020aMgmmaMglfbgmh 10.8 15

41 vnalysisMwithMtheMexomeMarrayMidentifiesMmultipleMnewMindependentMvariantsMinMlipidMlocicMHumano
MolecularoGeneticsaM2016aMgjaMienibifek 5.6 14

40 zxomebyerivedMvdiponectinbvssociatedMVariantsMImplicateMObesityMandMLipidMwiologycMAmericano
JournaloofoHumanoGeneticsaM2019aMfejaMfjbgm 11 12

39 GeneticMstudiesMofMabdominalMMRIMdataMidentifyMgenesMregulatingMhepcidinMasMmajorMdeterminantsMofM
liverMironMconcentrationcMJournaloofoHepatologyaM2019aMlfaMjnibkeg 13.4 10

38 GeneticMStudiesMofMLeptinMxoncentrationsMImplicateMLeptinMinMtheMRegulationMofMzarlyMvdipositycM
DiabetesaM2020aMknaMgmekbgmfm 0.9 10

37 TheMM˜�oriMandMPacificMspecificMxRzwR MvariantMandMadultMheightcMInternationaloJournaloofoObesityaM
2020aMiiaMlimbljg 5.5 10

36  unctionalMcharacterisationMofMvyIPOQMvariantsMusingMindividualsMrecruitedMbyMgenotypecMMolecularo
andoCellularoEndocrinologyaM2016aMigmaMinbjl 4.4 9

35 TypeMfMdiabetesMgeneticMriskMscoreMdiscriminatesMbetweenMmonogenicMandMTypeMfMdiabetesMinM
childrenMdiagnosedMatMtheMageMofMcMDiabeticoMedicineaM2019aMhkaMfknibfleg 3.5 8

34 GeneticMevidenceMthatMhigherMcentralMadiposityMcausesMgastroboesophagealMrefluxMdiseaseoMaM
MendelianMrandomizationMstudycMInternationaloJournaloofoEpidemiologyaM2020aMinaMfglebfgmf 7.8 7

33 TestingMtheMroleMofMpredictedMgeneMknockoutsMinMhumanManthropometricMtraitMvariationcMHumano
MolecularoGeneticsaM2016aMgjaMgemgbgeng 5.6 7

32 RecentMprogressMinMtheMuseMofMgeneticsMtoMunderstandMlinksMbetweenMtypeMgMdiabetesMandMrelatedM
metabolicMtraitscMGenomeoBiologyaM2013aMfiaMgeh 18.3 7

31 UsingMgeneticsMtoMdecipherMtheMlinkMbetweenMtypeMgMdiabetesMandMcanceroMsharedMaetiologyMorM
downstreamMconsequencetcMDiabetologiaaM2020aMkhaMflekbflfl 10.3 7

30 vMMendelianMRandomizationMStudyMProvidesMzvidenceMThatMvdiposityMandMyyslipidemiaMLeadMtoM
LowerMUrinaryMvlbuminbtobxreatinineMRatioaMaMMarkerMofMMicrovascularM unctioncMDiabetesaM2020aMknaMfelgbfemg0.9 7

29 WolcottbRallisonMsyndromeMinMIranoMaMcommonMcauseMofMneonatalMdiabetescMJournaloofoPediatrico
EndocrinologyoandoMetabolismaM2019aMhgaMkelbkfh 1.6 6

28
RefiningMvttentionbyeficitdāyperactivityMyisorderMandMvutismMSpectrumMyisorderMGeneticMLociMbyM
IntegratingMSummaryMyataM romMGenomebwideMvssociationaMGeneMzxpressionaMandMyNvMMethylationM
StudiescMBiologicaloPsychiatryaM2020aMmmaMilebiln

7.9 6

27 MosaicMTurnerMsyndromeMshowsMreducedMphenotypicMpenetranceMinManMadultMpopulationMstudyM
comparedMtoMclinicallyMascertainedMcases 5

(-2015)
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26 GeneticMstudiesMofMaccelerometerbbasedMsleepMmeasuresMinMmjakleMindividualsMyieldMnewMinsightsM
intoMhumanMsleepMbehaviour 5

25 GenomebwideMassociationManalysesMofMchronotypeMinMknlamgmMindividualsMprovidesMnewMinsightsMintoM
circadianMrhythmsMinMhumansMandMlinksMtoMdisease 5

24 MachineMLearningMbasedMhistologyMphenotypingMtoMinvestigateMtheMepidemiologicMandMgeneticMbasisM
ofMadipocyteMmorphologyMandMcardiometabolicMtraitscMPLoSoComputationaloBiologyaM2020aMfkaMefeemeii 5 5

23 GeneticMzvidenceMforMyifferentMvdiposityMPhenotypesMandMTheirMOpposingMInfluencesMonMzctopicM atM
andMRiskMofMxardiometabolicMyiseasecMDiabetesaM2021aMleaMfmihbfmjk 0.9 5

22 āUMvNMLONGzVITYMISMIN LUzNxzyMwYMMvNYMGzNzTIxMVvRIvNTSoMzVIyzNxzM ROMMljaeeeMUKM
wIOwvNKMPvRTIxIPvNTS 4

21 RefiningMtheMaccuracyMofMvalidatedMtargetMidentificationMthroughMcodingMvariantMfinebmappingMinMtypeM
gMdiabetes 4

20 ResponseMtoMPrakashMetMalcMGeneticsoinoMedicineaM2019aMgfaMfmmibfmmj 8.1 4

19 āigherMadiposityMandMmentalMhealthoMcausalMinferenceMusingMMendelianMrandomizationcMHumano
MolecularoGeneticsaM2021aMheaMghlfbghmg 5.6 4

18 rskiflhmxsTMnearMMwOvTlMisMpositivelyMassociatedMwithMliverMfataMvLTaMandMhistologicalMseverityMofM
Nv LyoMaMmetabanalysis 3

17 GenomebwideMassociationMstudyMtoMidentifyMcommonMvariantsMassociatedMwithMbrachialM
circumferenceoMaMmetabanalysisMofMfiMcohortscMPLoSoONEaM2012aMlaMehfhkn 3.7 2

16 vMcommonMalleleMinM G gfMassociatedMwithMpreferenceMforMsugarMconsumptionMlowersMbodyMfatMinMtheM
lowerMbodyMandMincreasesMbloodMpressure 2

15 vMcaseMofMāMsyndromeMwithMaMnovelMmutationMinMSLxgnvhcMMetaoGeneaM2019aMgfaMfeejnn 0.7 1

14 āigherMmaternalMadiposityMreducesMoffspringMbirthMweightMifMassociatedMwithMaMmetabolicallyM
favourableMprofile 1

13  etalMallelesMpredisposingMtoMmetabolicallyMfavourableMadiposityMareMassociatedMwithMhigherMbirthMweight 1

12 MetabanalysisMofMgenomebwideMassociationMstudiesMforMbodyMfatMdistributionMinMkniakinMindividualsMofM
zuropeanMancestry 1

11 ProteinbxodingMVariantsMImplicateMNovelMGenesMRelatedMtoMLipidMāomeostasisMxontributingMtoMwodyM
 atMyistribution 1

10 zthnicMyifferencesMinMwodyM atMyepositionMandMLiverM atMxontentMinMTwoMUKbwasedMxohortscMObesityaM
2020aMgmaMgfigbgfjg 8 1

9
GeneticallyMdefinedMfavourableMadiposityMisMnotMassociatedMwithMaMclinicallyMmeaningfulMdifferenceMinM
clinicalMcourseMinMpeopleMwithMtypeMgMdiabetesMbutMdoesMassociateMwithMaMfavourableMmetabolicM
profilecMDiabeticoMedicineaM2021aMhmaMefijhf

3.5 0
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8 āigherMmaternalMadiposityMreducesMoffspringMbirthweightMifMassociatedMwithMaMmetabolicallyM
favourableMprofilecMDiabetologiaaM2021aMkiaMglnebgmeg 10.3 0

7 vMrareMgeneticMvariantMinMtheMmanganeseMtransporterMSLxhevfeMandMelevatedMliverMenzymesMinMtheM
generalMpopulationccMHepatologyoInternationalaM2022aMf 8.8 0

6 MachineMLearningMbasedMhistologyMphenotypingMtoMinvestigateMtheMepidemiologicMandMgeneticMbasisM
ofMadipocyteMmorphologyMandMcardiometabolicMtraitsM2020aMfkaMefeemeii

5 MachineMLearningMbasedMhistologyMphenotypingMtoMinvestigateMtheMepidemiologicMandMgeneticMbasisM
ofMadipocyteMmorphologyMandMcardiometabolicMtraitsM2020aMfkaMefeemeii

4 MachineMLearningMbasedMhistologyMphenotypingMtoMinvestigateMtheMepidemiologicMandMgeneticMbasisM
ofMadipocyteMmorphologyMandMcardiometabolicMtraitsM2020aMfkaMefeemeii

3 MachineMLearningMbasedMhistologyMphenotypingMtoMinvestigateMtheMepidemiologicMandMgeneticMbasisM
ofMadipocyteMmorphologyMandMcardiometabolicMtraitsM2020aMfkaMefeemeii

2 MachineMLearningMbasedMhistologyMphenotypingMtoMinvestigateMtheMepidemiologicMandMgeneticMbasisM
ofMadipocyteMmorphologyMandMcardiometabolicMtraitsM2020aMfkaMefeemeii

1 MachineMLearningMbasedMhistologyMphenotypingMtoMinvestigateMtheMepidemiologicMandMgeneticMbasisM
ofMadipocyteMmorphologyMandMcardiometabolicMtraitsM2020aMfkaMefeemeii

List of Publications

7


