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6 The theoretic framework of local weighted approximation for microarray missing value estimation.
353 pattern Recognition, 2010, 43, 2993-3002 77 23

Artifact reduction in compressed images based on region homogeneity constraints using the
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343 Transactions on Medical Imaging, 1993, 12, 73-7 7 19

A probabilistic relaxation labeling framework for reducing the noise effect in geometric
biclustering of gene expression data. Pattern Recognition, 2009, 42, 2578-2588

Statistical power of Fisher test for the detection of short periodic gene expression profiles. Pattern

341 Recognition, 2009, 42, 549-556 77 18

Fat suppression with an improved selective presaturation pulse. Magnetic Resonance Imaging, 1992,
10, 49-53

Establishment of a morphological atlas of the Caenorhabditis elegans embryo using L L
339 deep-learning-based 4D segmentation. Nature Communications, 2020, 11, 6254 74 17

Bayes Saliency-Based Object Proposal Generator for Nighttime Traffic Images. /EEE Transactions on
Intelligent Transportation Systems, 2018, 19, 814-825

Regularized logistic regression with network-based pairwise interaction for biomarker 6 1
337 identification in breast cancer. BMC Bioinformatics, 2016, 17, 108 3 7

Noise reduction in microarray gene expression data based on spectral analysis. /nternational

Journal of Machine Learning and Cybernetics, 2012, 3, 51-57




HONG YAN

335 Recognition of handwritten digits based on contour information. Pattern Recognition, 1998, 31, 235-2557.7 17

Face recognition using the weighted fractal neighbor distance. /EEE Transactions on Systems, Man
and Cybernetics, Part C: Applications and Reviews, 2005, 35, 576-582

Handwritten numeral recognition using a small number of fuzzy rules with optimized . 1
333 defuzzification parameters. Neural Networks, 1995, 8, 821-827 9- 7

. IEEE Transactions on Systems, Man, and Cybernetics: Systems, 2019, 49, 71-80

Analysis of surface structures of hydrogen bonding in proteinligand interactions using the alpha

331 shape model. Chemical Physics Letters, 2012, 545, 125-131 25 16

Dermatological disease diagnosis using color-skin images 2012,
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