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Expression and functional characterization of odorantd€binding protein genes in the endoparasitic
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Symbiotic bracovirus of a parasite manipulates host lipid metabolism via tachykinin signaling. PLoS
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Comparative Transcriptome Analysis Reveals Sex-Based Differences during the Development of the

Adult Parasitic Wasp Cotesia vestalis (Hymenoptera: Braconidae). Genes, 2021, 12, 896. 2.4 4

A serpin (<scp>CvT<[scp>a€serpinl5) of teratocytes contributes to microbiala€resistance in
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Bracoviruses recruit host integrases for their integration into caterpillara&€™s genome. PLoS Genetics, 3.5 15
2021, 17,e1009751. )

Comparative transcriptome analysis reveals a potential mechanism for host nutritional manipulation
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Neofunctionalization of an ancient domain allows parasites to avoid intraspecific competition by
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The complete mitochondrial genome of <i>Asobara japonica</i> (Hymenoptera: Braconidae).
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The complete mitochondrial genome of <i>Trichopria drosophilae</i> (Hymenoptera: Diapriidae). 0.4 3
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Genome-Wide Profiling of Diadegma semiclausum Ichnovirus Integration in Parasitized Plutella
xylostella Hemocytes Identifies Host Integration Motifs and Insertion Sites. Frontiers in
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A tryﬁsin inhibitor-like protein secreted by Cotesia vestalis teratocytes inhibits hemolymph 20 17

prophenoloxidase activation of Plutella xylostella. Journal of Insect Physiology, 2019, 116, 41-48.

The genomes of two parasitic wasps that parasitize the diamondback moth. BMC Genomics, 2019, 20,
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The developmental transcriptome of Trichopria drosophilae (Hymenoptera: Diapriidae) and insights
into cuticular protein genes. Comparative Biochemistry and Physiology Part D: Genomics and 1.0 5
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Laccase 1 gene from Plutella xylostella (PxLacl) and its functions in humoral immune response.
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Parasitoid polydnaviruses and immune interaction with secondary hosts. Developmental and
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Genotype-dependent effects of phosphorus supply on physiological and biochemical responses to
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Alleviation of cadmium toxicity by potassium supplementation involves various physiological and
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Comparative transcriptome analysis of venom glands from Cotesia vestalis and Diadromus collaris,
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Effects of Transgenic Bt Rice on Nontarget<i>Rhopalosiphum maidis</i> (Homoptera: Aphididae).
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General morphology and ultrastructure of the female reproductive apparatus of <i>Trichomalopsis
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A peptidoglycan recognition protein acts in whitefly (Bemisia tabaci) immunity and involves in
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Parasitic Wasps in Braconidae. Genome Biology and Evolution, 2016, 8, 2651-2662.
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The Endoparasitoid, Cotesia vestalis, Regulates Host Physiology by Reprogramming the Neuropeptide
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Molecular Identification of Two Prophenoloxidase-Activating Proteases From the Hemocytes of
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