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Parasitic insect-derived miRNAs modulate host development. Nature Communications, 2018, 9, 2205.

Deep sequencing of Cotesia vestalis bracovirus reveals the complexity of a polydnavirus genome. 04 70
Virology, 2011, 414, 42-50. .
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Parasitic Wasps in Braconidae. Genome Biology and Evolution, 2016, 8, 2651-2662.
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Utility of Multi-Gene Loci for Forensic Species Diagnosis of Blowflies. Journal of Insect Science, 2011,
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Flowera€visiting insects and their potential impact on transgene flow in rice. Journal of Applied
Ecology, 2014, 51, 1357-1365.

Four Heat Shock Protein Genes of the Endoparasitoid Wasp, Cotesia vestalis, and Their Transcriptional
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Two novel venom proteins underlie divergent parasitic strategies between a generalist and a specialist
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The Endoparasitoid, Cotesia vestalis, Regulates Host Physiology by Reprogramming the Neuropeptide

Transcriptional Network. Scientific Reports, 2015, 5, 8173. 3.3 22

Cotesia vestalis teratocytes express a diversity of genes and exhibit novel immune functions in
parasitism. Scientific Reports, 2016, 6, 26967.

Changes in hemocytes of <i>Plutella xylostella</i> after parasitism by <i>Diadegma semiclausum</i>. 15 17
Archives of Insect Biochemistry and Physiology, 2009, 70, 177-187. :

Alleviation of cadmium toxicity by potassium supplementation involves various physiological and
biochemical features in Nicotiana tabacum L.. Acta Physiologiae Plantarum, 2017, 39, 1.

Comparative transcriptome analysis of venom glands from Cotesia vestalis and Diadromus collaris,

two endoparasitoids of the host Plutella xylostella. Scientific Reports, 2017, 7, 1298. 33 17

Atryﬁsin inhibitor-like protein secreted by Cotesia vestalis teratocytes inhibits hemolymph
prophenoloxidase activation of Plutella xylostella. Journal of Insect Physiology, 2019, 116, 41-48.

The genomes of two parasitic wasps that parasitize the diamondback moth. BMC Genomics, 2019, 20, 0.8 17
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Symbiotic bracovirus of a parasite manipulates host lipid metabolism via tachykinin signaling. PLoS

Pathogens, 2021, 17, e1009365.

FOUR SERINE PROTEASE cDNAS FROM THE MIDGUT OF <i>Plutella xylostella</i> AND THEIR PROTEINASE
ACTIVITY ARE INFLUENCED BY THE ENDOPARASITOID, <i>Cotesia vestalis<[i>. Archives of Insect 1.5 16
Biochemistry and Physiology, 2013, 83, 101-114.
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Expression and functional characterization of odorantd€binding protein genes in the endoparasitic

wasp <i>Cotesia vestalis<[i>. Insect Science, 2021, 28, 1354-1368.

Laccase 1 gene from Plutella xylostella (PxLacl) and its functions in humoral immune response. 2.0 15
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2021, 17,e1009751.

Neofunctionalization of an ancient domain allows parasites to avoid intraspecific competition by
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Molecular Identification of Two Prophenoloxidase-Activating Proteases From the Hemocytes of
Plutella xylostella (Lepidoptera: Plutellidae) and Their Transcript Abundance Changes in Response to
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Genome-Wide Profiling of Diadegma semiclausum Ichnovirus Integration in Parasitized Plutella
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A serpin (<scp>CvT<[scp>a€serpinl5) of teratocytes contributes to microbiala€resistance in
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Management Science, 2021, 77, 4730-4740.

A teratocytea€specific serpin from the endoEarasitoid wasp <i>Cotesia vestalis</i> inhibits the
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Effects of Transgenic Bt Rice on Nontarget<i>Rhopalosiphum maidis</i>(Homoptera: Aphididae).
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The developmental transcriptome of Trichopria drosophilae (Hymenoptera: Diapriidae) and insights
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The complete mitochondrial genome of <i>Asobara japonica</i> (Hymenoptera: Braconidae). 0.4 5
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