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146 uNGenomicNViewNofNβactobacilliNandNPediococciNxemonstratesNthatNPhylogenyNMatchesNycologyNandN
PhysiologybNAppliedgandgEnvironmentalgMicrobiology_N2015_Nle_Nkfggahg 4.8 135

145 StructuralNinsightsNintoNvacillusNthuringiensisNwry_NwytNandNparasporinNtoxinsbNToxins_N2014_Nj_Nfkgfakd 4.9 96

144
woaproducingNlipopeptidesNandNpolyagammaaglutamicNacidNbyNsolidastateNfermentationNofNvacillusN
subtilisNusingNsoybeanNandNsweetNpotatoNresiduesNandNitsNbiocontrolNandNfertilizerNsynergisticN
effectsbNBioresourcegTechnology_N2008_Nmm_Nggelafg

11 80

143
wompleteNgenomeNsequenceNofNvacillusNsubtilisNvSni_NanNendophyticNbacteriumNofNumorphophallusN
konjacNwithNantimicrobialNactivityNforNtheNplantNpathogenNyrwiniaNcarotovoraNsubspbNcarotovorabN
JournalgofgBacteriology_N2011_Nemg_Nfdkdae

3.5 78

142 wompleteNgenomeNsequenceNofNvacillusNthuringiensisNmutantNstrainNvMvekebNJournalgofg
Bacteriology_N2010_Nemf_Nhdkhai 3.5 73

141
MiningNnewNcrystalNproteinNgenesNfromNvacillusNthuringiensisNonNtheNbasisNofNmixedN
plasmidaenrichedNgenomeNsequencingNandNaNcomputationalNpipelinebNAppliedgandgEnvironmentalg
Microbiology_N2012_Nkl_Nhkmialde

4.8 67

140 xiversityNandNdynamicsNofNbacteriocinsNfromNhumanNmicrobiomebNEnvironmentalgMicrobiology_N2015_N
ek_Nfeggahg 5.2 66

139 NewNstrategyNforNisolatingNnovelNnematicidalNcrystalNproteinNgenesNfromNvacillusNthuringiensisNstrainN
YvTaeielbNAppliedgandgEnvironmentalgMicrobiology_N2008_Nkh_Njmmkakdde 4.8 64

138 vacillusNthuringiensisNbelNproteinNenhancesNtheNtoxicityNofNwryeucNproteinNtoNôelicoverpaNarmigeraN
larvaeNbyNdegradingNinsectNintestinalNmucinbNAppliedgandgEnvironmentalgMicrobiology_N2009_Nki_Nifgkahg 4.8 61

137 NovelNrolesNofNvacillusNthuringiensisNtoNcontrolNplantNdiseasesbNAppliedgMicrobiologygandg
Biotechnology_N2008_Nld_Nijgakf 5.7 61

136 wompleteNgenomeNsequenceNofNvacillusNthuringiensisNsubspbNchinensisNstrainNwTahgbNJournalgofg
Bacteriology_N2011_Nemg_Nghdkal 3.5 49

135 IsNThereNSufficientNyvidenceNtoNwonsiderNvacillusNthuringiensisNaNMultihostNPathogensNResponseNtoN
βoguercioNandNurgˆ·loazilhobNTrendsgingMicrobiology_N2015_Nfg_Nilk 12.4 48

134 GenomeawideNscreeningNrevealsNtheNgeneticNdeterminantsNofNanNantibioticNinsecticideNinNvacillusN
thuringiensisbNJournalgofgBiologicalgChemistry_N2010_Nfli_Ngmemeafdd 5.4 47

133 ôighNyieldNofNpolyagammaaglutamicNacidNfromNvacillusNsubtilisNbyNsolidastateNfermentationNusingN
swineNmanureNasNtheNbasisNofNaNsolidNsubstratebNBioresourcegTechnology_N2005_Nmj_Nelkfam 11 46

132
MediumNoptimizationNbyNresponseNsurfaceNmethodologyNforNpolyagammaaglutamicNacidNproductionN
usingNdairyNmanureNasNtheNbasisNofNaNsolidNsubstratebNAppliedgMicrobiologygandgBiotechnology_N2005_N
jm_Ngmdaj

5.7 46

131 ureNnematodesNaNmissingNlinkNinNtheNconfoundedNecologyNofNtheNentomopathogenNvacillusN
thuringiensissbNTrendsgingMicrobiology_N2015_Nfg_Ngheaj 12.4 43

130 uNnovelNserineNprotease_NSepe_NfromNvacillusNfirmusNxSaeNhasNnematicidalNactivityNandNdegradesN
multipleNintestinalaassociatedNnematodeNproteinsbNScientificgReports_N2016_Nj_Nfidef 4.9 43
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129 vacillusNthuringiensisNmetalloproteinaseNvmpeNfunctionsNasNaNnematicidalNvirulenceNfactorbNAppliedg
andgEnvironmentalgMicrobiology_N2013_Nkm_Nhjdal 4.8 40

128 SystemicNnematicidalNactivityNandNbiocontrolNefficacyNofNvacillusNfirmusNagainstNtheNrootaknotN
nematodeNMeloidogyneNincognitabNWorldgJournalgofgMicrobiologygandgBiotechnology_N2015_Nge_Njjeak 4.4 39

127 xeterminationNofNplasmidNcopyNnumberNrevealsNtheNtotalNplasmidNxNuNamountNisNgreaterNthanNtheN
chromosomalNxNuNamountNinNvacillusNthuringiensisNYvTaeifdbNPLoSgONE_N2011_Nj_Neejdfi 3.7 39

126 ôelicoverpaNarmigeraNcadherinNfragmentNenhancesNwryeucNinsecticidalNactivityNbyNfacilitatingN
toxinaoligomerNformationbNAppliedgMicrobiologygandgBiotechnology_N2010_Nli_Nedggahd 5.7 37

125 vacillusNthuringiensisNwrystalNProteinNwryjuaNTriggersNwaenorhabditisNelegansNNecrosisNPathwayN
MediatedNbyNusparticNProteaseNWuSPaeXbNPLoSgPathogens_N2016_Nef_Needdiglm 7.6 37

124 TransgenicNumorphophallusNkonjacNexpressingNsynthesizedNacylahomoserineNlactonaseNWaiiuXNgeneN
exhibitNenhancedNresistanceNtoNsoftNrotNdiseasebNPlantgCellgReports_N2009_Nfl_Nelhkaii 5.1 35

123 TheNdiverseNnematicidalNpropertiesNandNbiocontrolNefficacyNofNvacillusNthuringiensisNwryjuNagainstN
theNrootaknotNnematodeNMeloidogyneNhaplabNJournalgofgInvertebrategPathology_N2015_Nefi_Nkgald 2.6 34

122 WholeagenomeNsequencingNofNvacillusNvelezensisNβSjm_NaNstrainNwithNaNbroadNinhibitoryNspectrumN
againstNpathogenicNbacteriabNJournalgofgBiotechnology_N2017_Nfhm_Nfdafh 3.7 33

121 uNnovelNmetalloproteinaseNvirulenceNfactorNisNinvolvedNinNvacillusNthuringiensisNpathogenesisNinN
nematodesNandNinsectsbNEnvironmentalgMicrobiology_N2016_Nel_Nlhjajf 5.2 31

120 womparativeNGenomicsNofNRevealsNaNPathNtoNSpecializedNyxploitationNofNMultipleNInvertebrateNôostsbN
MBio_N2017_Nl_N 7.8 31

119 ProteinNelicitorNPemGeNfromNMagnaportheNgriseaNinducesNsystemicNacquiredNresistanceNWSuRXNinN
plantsbNMoleculargPlantvMicrobegInteractions_N2011_Nfh_Nefgmahj 3.6 30

118 InNvitroNuptakeNofNehdNkxaNvacillusNthuringiensisNnematicidalNcrystalNproteinsNbyNtheNsecondNstageN
juvenileNofNMeloidogyneNhaplabNPLoSgONE_N2012_Nk_Negligh 3.7 29

117 ThuringiensinnNaNthermostableNsecondaryNmetaboliteNfromNvacillusNthuringiensisNwithNinsecticidalN
activityNagainstNaNwideNrangeNofNinsectsbNToxins_N2014_Nj_Nfffmagl 4.9 28

116 SynergisticNactivityNbetweenNvacillusNthuringiensisNwryjuaNandNwryiiuaNtoxinsNagainstNMeloidogyneN
incognitabNMicrobialgBiotechnology_N2011_Nh_Nkmhal 6.3 28

115 yndophyteNevadeNplantNdefenseNbyNproducingNlantibioticNsubtilomycinNtoNmaskNselfaproducedN
flagellinbNCommunicationsgBiology_N2019_Nf_Ngjl 6.7 27

114 yvolutionNandNdynamicsNofNmegaplasmidsNwithNgenomeNsizesNlargerNthanNeddNkbNinNtheNvacillusN
cereusNgroupbNBMCgEvolutionarygBiology_N2013_Neg_Nfjf 3 27

113 ValidationNofNtheNintactNzwittermicinNuNbiosyntheticNgeneNclusterNandNdiscoveryNofNaNcomplementaryN
resistanceNmechanismNinNvacillusNthuringiensisbNAntimicrobialgAgentsgandgChemotherapy_N2011_Nii_Nhejeam5.9 27

112 wombiningNantagonisticNendophyticNbacteriaNinNdifferentNgrowthNstagesNofNcottonNforNcontrolNofN
VerticilliumNwiltbNCropgProtection_N2013_Nhk_Nekafg 2.7 26
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111 Thusin_NaNNovelNTwoawomponentNβantibioticNwithNPotentNuntimicrobialNuctivityNagainstNSeveralN
GramaPositiveNPathogensbNFrontiersgingMicrobiology_N2016_Nk_Neeei 5.7 26

110 wompleteNgenomeNsequenceNofNvacillusNthuringiensisNserovarNfinitimusNstrainNYvTadfdbNJournalgofg
Bacteriology_N2011_Nemg_Nfgkmald 3.5 25

109
zusionNofNtheNgenesNforNuôβalactonaseNandNSalayerNproteinNinNvacillusNthuringiensisNincreasesNitsN
abilityNtoNinhibitNsoftNrotNcausedNbyNyrwiniaNcarotovorabNAppliedgMicrobiologygandgBiotechnology_N
2007_Nkh_Njjkaki

5.7 25

108 wompleteNgenomeNsequenceNofNvacillusNthuringiensisNYvTaeiel_NaNtypicalNstrainNwithNhighNtoxicityNtoN
nematodesbNJournalgofgBiotechnology_N2014_Neke_Neaf 3.7 24

107 GeneticNandNviochemicalNwharacterizationNofNaNGeneNOperonNforNauconiticNucid_NaNNovelNNematicideN
frombNJournalgofgBiologicalgChemistry_N2017_Nfmf_Ngiekagigd 5.4 23

106 NonomuraeaNwenchangensisNspbNnovb_NisolatedNfromNmangroveNrhizosphereNsoilbNInternationalg
JournalgofgSystematicgandgEvolutionarygMicrobiology_N2011_Nje_Negdhaegdl 2.2 23

105 PlasmidsNareNvectorsNforNredundantNchromosomalNgenesNinNtheNvacillusNcereusNgroupbNBMCgGenomics
_N2015_Nej_Nj 4.5 22

104 GenomicNandNtranscriptomicNinsightsNintoNtheNefficientNentomopathogenicityNofNvacillusN
thuringiensisbNScientificgReports_N2015_Ni_Nehefm 4.9 22

103 TheNvacillusNcereusNgroupNisNanNexcellentNreservoirNofNnovelNlanthipeptidesbNAppliedgandg
EnvironmentalgMicrobiology_N2015_Nle_Nekjiakh 4.8 22

102 ProteomicNanalysisNrevealsNtheNstrategiesNofNvacillusNthuringiensisNYvTaeifdNforNsurvivalNunderN
longatermNheatNstressbNProteomics_N2011_Nee_Nfildame 4.8 22

101 yxpressionNofNVitreoscillaNhemoglobinNinNvacillusNthuringiensisNimproveNtheNcellNdensityNandN
insecticidalNcrystalNproteinsNyieldbNAppliedgMicrobiologygandgBiotechnology_N2007_Nkh_Ngmdak 5.7 22

100 xeterminationNofNsporeNconcentrationNinNvacillusNthuringiensisNthroughNtheNanalysisNofNdipicolinateN
byNcapillaryNzoneNelectrophoresisbNJournalgofgChromatographygA_N2003_Nmmh_Nfdkaef 4.5 22

99 GenomeNsequenceNofNpoultryNpathogenNRiemerellaNanatipestiferNstrainNRuaYMbNJournalgofg
Bacteriology_N2011_Nemg_Neflhai 3.5 21

98 βaf_gadiaminopropionatenNoneNofNtheNbuildingNblocksNforNtheNbiosynthesisNofNZwittermicinNuNinN
vacillusNthuringiensisNsubspbNkurstakiNstrainNYvTaeifdbNFEBSgLetters_N2008_Nilf_Ngefiage 3.8 21

97 wrystalNstructureNofNwryieuaenNuNpotentialNnovelNinsecticidalNaerolysinatypeN˛†aporeaformingNtoxinN
fromNvacillusNthuringiensisbNBiochemicalgandgBiophysicalgResearchgCommunications_N2015_Nhjf_Nelham 3.4 20

96
TheNresolutionNandNregenerationNofNaNcointegrateNplasmidNrevealsNaNmodelNforNplasmidNevolutionN
mediatedNbyNconjugationNandNoriTNsiteaspecificNrecombinationbNEnvironmentalgMicrobiology_N2013_N
ei_Nggdiael

5.2 20

95 IdentificationNofNthreeNZwittermicinNuNbiosynthesisarelatedNgenesNfromNvacillusNthuringiensisNsubspbN
kurstakiNstrainNYvTaeifdbNArchivesgofgMicrobiology_N2007_Nelk_Ngegam 3 20

94 RestrainingNyrwiniaNvirulenceNbyNexpressionNofNNaacylNhomoserineNlactonaseNgeneNproguaaiiuNinN
vacillusNthuringiensisNsubspNleesisbNBiotechnologygandgBioengineering_N2006_Nmi_Nifjagf 4.9 20
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93 ThreeNNovelNβantibiotics_NTicinsNue_Nug_NandNuh_NôaveNyxtremelyNStableNPropertiesNandNureN
PromisingNzoodNviopreservativesbNAppliedgandgEnvironmentalgMicrobiology_N2015_Nle_Njmjhakf 4.8 19

92 TheNxitylenchusNdestructorNgenomeNprovidesNnewNinsightsNintoNtheNevolutionNofNplantNparasiticN
nematodesbNProceedingsgofgthegRoyalgSocietygB:gBiologicalgSciences_N2016_Nflg_N 4.4 19

91 xiversityNinNSalayersbNProgressgingBiophysicsgandgMoleculargBiology_N2017_Nefg_Neaei 4.7 19

90 ynhancedNnematicidalNpotentialNofNtheNchitinaseNpachiNfromNPseudomonasNaeruginosaNinNassociationN
withNwryfeuabNScientificgReports_N2015_Ni_Nehgmi 4.9 18

89 SafetyNassessmentNofNtransgenicNvacillusNthuringiensisNwithNVIPNinsecticidalNproteinNgeneNbyNfeedingN
studiesbNFoodgandgChemicalgToxicology_N2007_Nhi_Neekmali 4.7 18

88 womparativeNproteomicNanalysisNrevealedNmetabolicNchangesNandNtheNtranslationalNregulationNofNwryN
proteinNsynthesisNinNvacillusNthuringiensisbNJournalgofgProteomics_N2012_Nki_Nefgiahj 3.9 17

87 GeneNclustersNlocatedNonNtwoNlargeNplasmidsNdetermineNsporeNcrystalNassociationNWSwuXNinNvacillusN
thuringiensisNsubspbNfinitimusNstrainNYvTadfdbNPLoSgONE_N2011_Nj_Nefkejh 3.7 17

86 wompleteNnucleotideNsequenceNofNpvMvjk_NaNjkakbNplasmidNfromNvacillusNthuringiensisNstrainN
YvTaeifdbNPlasmid_N2007_Nik_Nhhaih 3.3 17

85 warboxyaterminalNhalfNofNwryewNcanNhelpNvegetativeNinsecticidalNproteinNtoNformNinclusionNbodiesNinN
theNmotherNcellNofNvacillusNthuringiensisbNAppliedgMicrobiologygandgBiotechnology_N2008_Nld_Njhkaih 5.7 17

84 IsolationNandNcharacterizationNofNaNnovelNphageNXooaspfNthatNinfectsNXanthomonasNoryzaeNpvbN
oryzaebNJournalgofgGeneralgVirology_N2018_Nmm_Nehigaehjf 4.9 16

83 NematicidalNsporeaformingNvacilliNshareNsimilarNvirulenceNfactorsNandNmechanismsbNScientificgReports_N
2016_Nj_Ngeghe 4.9 16

82 uNvacillusNthuringiensisNhostNstrainNwithNhighNmelaninNproductionNforNpreparationNofNlightastableN
biopesticidesbNAnnalsgofgMicrobiology_N2013_Njg_Neegeaeegi 3.2 15

81 ProteomicNanalysisNofNvacillusNthuringiensisN˛�phawNmutantNvMvekecPôvWaeXNrevealsNthatNtheNPôvN
syntheticNpathwayNwarrantsNnormalNcarbonNmetabolismbNJournalgofgProteomics_N2012_Nki_Niekjall 3.9 15

80 StreptomycesNshenzhenensisNspbNnovb_NaNnovelNactinomyceteNisolatedNfromNmangroveNsedimentbN
AntoniegVangLeeuwenhoek_N2011_Nedd_Njgeak 2.1 15

79 PromotersNofNcrystalNproteinNgenesNdoNnotNcontrolNcrystalNformationNinsideNexosporiumNofNvacillusN
thuringiensisNsspbNfinitimusNstrainNYvTadfdbNFEMSgMicrobiologygLetters_N2009_Ngdd_Neeak 2.9 15

78 ulcaligenesNfaecalisNZxdf_NaNNovelNNematicidalNvacteriumNwithNanNyxtracellularNSerineNProteaseN
VirulenceNzactorbNAppliedgandgEnvironmentalgMicrobiology_N2016_Nlf_Nfeefafefd 4.8 14

77
ImprovementNofNcrystalNsolubilityNandNincreasingNtoxicityNagainstNwaenorhabditisNelegansNbyN
asparagineNsubstitutionNinNblockNgNofNvacillusNthuringiensisNcrystalNproteinNwryivabNAppliedgandg
EnvironmentalgMicrobiology_N2012_Nkl_Nkemkafdh

4.8 14

76 SingleNcysteineNsubstitutionNinNvacillusNthuringiensisNwrykvaeNimprovesNtheNcrystalNsolubilityNandN
producesNtoxicityNtoNPlutellaNxylostellaNlarvaebNEnvironmentalgMicrobiology_N2011_Neg_Nflfdage 5.2 14
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75 PrevalenceNandNdiversityNofNinsertionNsequencesNinNtheNgenomeNofNvacillusNthuringiensisNYvTaeifdN
andNcomparisonNwithNotherNvacillusNcereusNgroupNmembersbNFEMSgMicrobiologygLetters_N2010_Nged_Nmaej 2.9 14

74 wonstructionNofNanNyscherichiaNcoliNtoNvacillusNthuringiensisNshuttleNvectorNforNlargeNxNuNfragmentsbN
AppliedgMicrobiologygandgBiotechnology_N2009_Nlf_Nkjiakf 5.7 14

73 xisplayNofNavianNinfluenzaNvirusNnucleoproteinNonNvacillusNthuringiensisNcellNsurfaceNusingNwTwNasNaN
fusionNpartnerbNAppliedgMicrobiologygandgBiotechnology_N2008_Nkl_Njjmakj 5.7 14

72 NaucylNhomoserineNlactonaseNpromotesNpreventionNofNyrwiniaNvirulenceNwithNzwittermicinN
uaproducingNstrainNvacillusNcereusbNBiotechnologygandgBioengineering_N2008_Nedd_Nimmajdg 4.9 14

71 uNnewNgroupNofNparasporalNinclusionsNencodedNbyNtheNSalayerNgeneNofNvacillusNthuringiensisbNFEMSg
MicrobiologygLetters_N2008_Nflf_Neak 2.9 14

70 TwoNoverlappingNtwoacomponentNsystemsNinNXanthomonasNoryzaeNpvbNoryzaeNcontributeNtoNfullN
fitnessNinNriceNbyNregulatingNvirulenceNfactorsNexpressionbNScientificgReports_N2016_Nj_Nffkjl 4.9 14

69 GeneNexpressionNresponsesNtoNRiemerellaNanatipestiferNinfectionNinNtheNliverNofNducksbNAviang
Pathology_N2013_Nhf_Nefmagj 2.4 13

68 ynhancingNwryeucNtoxicityNbyNexpressionNofNtheNôelicoverpaNarmigeraNcadherinNfragmentNinNvacillusN
thuringiensisbNResearchgingMicrobiology_N2010_Neje_Nglgam 4 13

67 PolyamidoamineNfunctionalizedNwdTeSeNquantumNdotsNforNsensitiveNdetectionNofNwryeubNproteinNinN
vitroNandNinNvivobNSensorsgandgActuatorsgB:gChemical_N2015_Nfdj_Nlaeg 8.5 12

66 TheNexpressionNandNcrystallizationNofNwryjiuaNrequireNtwoNwatermini_NrevealingNaNnovelNevolutionaryN
strategyNofNvacillusNthuringiensisNwryNproteinsbNScientificgReports_N2015_Ni_Nlfme 4.9 12

65 wompleteNgenomeNsequenceNofNvacillusNthuringiensisNserovarNgalleriaeNstrainNôxafm_NaNtypicalNstrainN
ofNcommercialNbiopesticidebNJournalgofgBiotechnology_N2015_Nemi_Nedlam 3.7 12

64 MicromonosporaNwenchangensisNspbNnovb_NisolatedNfromNmangroveNsoilbNInternationalgJournalgofg
SystematicgandgEvolutionarygMicrobiology_N2013_Njg_Nfglmafgmi 2.2 12

63 MicrocalorimetricNinvestigationNofNtheNeffectNofNmanganeseWIIXNonNtheNgrowthNofNTetrahymenaN
shanghaiensisNSemmbNBiologicalgTracegElementgResearch_N2003_Nmf_Nkealf 4.5 12

62 TheNwRISPRawasNsystemsNwereNselectivelyNinactivatedNduringNevolutionNofNvacillusNcereusNgroupNforN
adaptationNtoNdiverseNenvironmentsbNISMEgJournal_N2020_Neh_Nehkmaehmg 11.9 11

61 WholeaGenomeNunalysisNofNvacillusNthuringiensisNRevealingNPartialNGenesNasNaNSourceNofNNovelNwryN
ToxinsbNAppliedgandgEnvironmentalgMicrobiology_N2018_Nlh_N 4.8 11

60
wyclodextrinNglycosyltransferaseNencodedNbyNaNgeneNofNPaenibacillusNazotofixansNYUPPaiNexhibitedN
aNnewNfunctionNtoNhydrolyzeNpolysaccharidesNwithN˛†ae_hNlinkagebNEnzymegandgMicrobialgTechnology_N
2012_Nid_Neieak

3.8 11

59 MolecularNcharacterizationNofNaNxNuNfragmentNharboringNtheNrepliconNofNpvMvejiNfromNvacillusN
thuringiensisNsubspbNtenebrionisbNBMCgGenomics_N2006_Nk_Nfkd 4.5 11

58 ImprovedNproductionNofNinsecticidalNproteinsNinNvacillusNthuringiensisNstrainsNcarryingNanNadditionalN
cryewNgeneNinNitsNchromosomebNBiotechnologygandgBioengineering_N2005_Nmf_Neak 4.9 11

Ming Sun

6



57 wrystalNstructureNofNwryjuanNuNnovelNnematicidalNwlyuatypeN˛–aporeaformingNtoxinNfromNvacillusN
thuringiensisbNBiochemicalgandgBiophysicalgResearchgCommunications_N2016_Nhkl_Ngdkageg 3.4 11

56 unalysisNôighlightsNtheNxiversityNandNNoveltyNofNwircularNvacteriocinsNinNSequencedNMicrobialN
GenomesbNMSystems_N2020_Ni_N 7.6 10

55 xisplayingNtheNproteinNofNMycoplasmaNgallisepticumNagglutininNonNtheNcellNsurfaceNofNvacillusN
thuringiensisNwithNtheNSalayerNproteinbNVeterinarygMicrobiology_N2008_Negd_Nmmaedj 3.3 10

54 ProtectionNofNmiceNinfectedNwithNPlasmodiumNbergheiNbyNvacillusNthuringiensisNcrystalNproteinsbN
ParasitologygResearch_N2004_Nmf_Nigak 2.4 10

53 xifferentiationNofNvacillusNanthracis_NvbNcereus_NandNvbNthuringiensisNonNtheNbasisNofNtheNcsavNgeneN
reflectsNhostNsourcebNAppliedgandgEnvironmentalgMicrobiology_N2013_Nkm_Ngljdag 4.8 9

52 wapacityNofNvacillusNthuringiensisNSalayerNproteinNdisplayingNpolyhistidineNpeptidesNonNtheNcellN
surfacebNAppliedgBiochemistrygandgBiotechnology_N2004_Neem_Neggahg 3.2 9

51 zunctionNofNglobalNregulatorNwodYNinNvacillusNthuringiensisNvMvekeNbyNcomparativeNproteomicN
analysisbNJournalgofgMicrobiologygandgBiotechnology_N2015_Nfi_Neifaje 3.3 9

50 vacillusNthuringiensisNtargetsNtheNhostNintestinalNepithelialNjunctionsNforNsuccessfulNinfectionNofN
waenorhabditisNelegansbNEnvironmentalgMicrobiology_N2019_Nfe_Nedljaedml 5.2 9

49 TheNcompleteNgenomeNsequenceNofNulcaligenesNfaecalisNZxdf_NaNnovelNpotentialNbionematocidebN
JournalgofgBiotechnology_N2016_Nfel_Nkgah 3.7 8

48 upnI_NaNtransmembraneNproteinNresponsibleNforNsubtilomycinNimmunity_NunveilsNaNnovelNmodelNforN
lantibioticNimmunitybNAppliedgandgEnvironmentalgMicrobiology_N2014_Nld_Njgdgaei 4.8 8

47 xraftNgenomeNsequenceNofNvacillusNfirmusNxSebNJournalgofgBiotechnology_N2014_Nekk_Nfdae 3.7 8

46 vroadeningNtheNinsecticidalNspectrumNofNβepidopteraaspecificNvacillusNthuringiensisNstrainsNbyN
chromosomalNintegrationNofNcrygubNBiotechnologygandgBioengineering_N2005_Nme_Nfmjagdg 4.9 8

45 NematodeaspecificNcadherinNwxôalNactsNasNaNreceptorNforNwryivNtoxinNinNwaenorhabditisNelegansbN
AppliedgMicrobiologygandgBiotechnology_N2018_Nedf_Ngjjgagjkg 5.7 7

44 SmallNRNuamediatedNwryNtoxinNsilencingNallowsNvacillusNthuringiensisNtoNevadeNwaenorhabditisN
elegansNavoidanceNbehavioralNdefensesbNNucleicgAcidsgResearch_N2018_Nhj_Neimaekg 20.1 7

43 wompleteNgenomeNsequenceNofNvacillusNthuringiensisNwTwauNtypicalNstrainNwithNhighNproductionNofN
SalayerNproteinsbNJournalgofgBiotechnology_N2016_Nffd_Neddae 3.7 7

42 ythanolNtolerance_NyieldNofNmelanin_NswarmingNmotilityNandNgrowthNareNcorrelatedNwithNtheN
expressionNlevelsNofNaiiuNgeneNinNvacillusNthuringiensisbNEnzymegandgMicrobialgTechnology_N2006_Ngl_Nmjkamkh3.8 7

41 wompleteNgenomeNsequenceNofNzictibacillusNarsenicusNGfiaih_NaNstrainNwithNtoxicityNtoNnematodesbN
JournalgofgBiotechnology_N2017_Nfhe_Nmlaedd 3.7 6

40 MobcoriT_NaNmobilizableNsiteaspecificNrecombinationNsystemNforNunmarkedNgeneticNmanipulationNinN
vacillusNthuringiensisNandNvacillusNcereusbNMicrobialgCellgFactories_N2016_Nei_Nedl 6.4 6

(2016-2016)
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39 wloningNandNcharacterizationNofNpvMvmkhe_NaNnativeNplasmidNofNvacillusNthuringiensisNsubspbN
kurstakiNstrainNYvTaeifdbNCurrentgMicrobiology_N2007_Nii_Ngdfak 2.4 6

38 wompleteNgenomeNsequenceNofNvacillusNthuringiensisNserovarNalestiNvGSwNhwe_NaNtypicalNstrainNwithN
toxicityNtoNβepidopteraNinsectsbNJournalgofgBiotechnology_N2016_Nfgm_Njeajh 3.7 6

37 SingleNuminoNucidNSubstitutionNinNôomogentisateNxioxygenaseNuffectsNMelaninNProductionNinbN
FrontiersgingMicrobiology_N2018_Nm_Nffhf 5.7 6

36 wompleteNgenomeNsequenceNofNvacillusNthuringiensisNtenebrionisNhuue_NaNtypicalNstrainNwithNtoxicityN
toNwoleopteranNinsectsbNJournalgofgBiotechnology_N2015_Nfdh_Neiaj 3.7 5

35 xissimilarNwrystalNProteinsNwryiwaeNandNwryixaeNSynergisticallyNuctNagainstNMeloidogyneNincognitaN
andNxelayNwryivaavasedNNematodeNResistancebNAppliedgandgEnvironmentalgMicrobiology_N2017_Nlg_N 4.8 5

34 uNtwoadomainNproteinNtriggersNheatNshockNpathwayNandNnecrosisNpathwayNbothNinNmodelNplantNandN
nematodebNEnvironmentalgMicrobiology_N2015_Nek_Nhihkaji 5.2 5

33 xraftNGenomeNSequenceNofNβisteriaNmonocytogenesNβMfde_NIsolatedNfromNzoodstuffbNGenomeg
Announcements_N2015_Ng_N 5

32 uNnovelNcrypticNplasmidNpvMvekiNfromNvacillusNthuringiensisNsubspbNtenebrionisNYvTaekjibNArchivesg
ofgMicrobiology_N2007_Nell_Nhkaig 3 5

31 TwoNgroupsNofNSalayerNproteins_NSβPesNandNSβPfs_NinNvacillusNthuringiensisNcoaexistNinNtheNSalayerNandN
inNparasporalNinclusionsbNBMBgReports_N2011_Nhh_Ngfgal 5.5 5

30 wompleteNgenomeNsequenceNofNzictibacillusNphosphorivoransNGfiafm_NaNstrainNtoxicNtoNnematodesbN
JournalgofgBiotechnology_N2016_Nfgm_Nfdaff 3.7 5

29 vacillusNthuringiensisNproducesNtheNlipopeptideNthumolycinNtoNantagonizeNmicrobesNandNnematodesbN
MicrobiologicalgResearch_N2018_Nfei_Nffafl 5.3 4

28 vacillusNthuringiensisNcrystalNproteinNtoxicityNagainstNplantaparasiticNnematodesbNChinesegJournalgofg
AgriculturalgBiotechnology_N2008_Ni_Negaek 4

27 uNfundamentalNdualNregulatoryNroleNofNcitrateNonNtheNbiosynthesesNofNthuringiensinNandN
polyabetaahydroxybutyrateNinNvacillusNthuringiensisNYvTadgfbNBiotechnologygLetters_N2007_Nfm_Nkkmalh 3 4

26 StudyNofNtheNthermokineticNpropertiesNofNcopperWIIXNonNyscherichiaNcoliNgrowthbNBiologicalgTraceg
ElementgResearch_N2003_Nmf_Njeakd 4.5 4

25 wloningNandNanalysisNofNaNlargeNplasmidNpvMvejiNfromNvacillusNthuringiensisNrevealedNaNnovelN
plasmidNorganizationbNPLoSgONE_N2013_Nl_Nelekhj 3.7 4

24 vtToxin_xiggernNaNcomprehensiveNandNhighathroughputNpipelineNforNminingNtoxinNproteinNgenesN
fromNvacillusNthuringiensis 4

23 vtToxin_xiggernNaNcomprehensiveNandNhighathroughputNpipelineNforNminingNtoxinNproteinNgenesN
fromNvacillusNthuringiensisbNBioinformatics_N2021_N 7.2 4

22 vuildNaNvioinformaticNunalysisNPlatformNandNupplyNitNtoNRoutineNunalysisNofNMicrobialNGenomicsNandN
womparativeNGenomics 4
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21 TheNwaenorhabditisNelegansNwUvalikeadomainNcontainingNproteinNRvTaeNfunctionsNasNaNreceptorNforN
vacillusNthuringiensisNwryjuaNtoxinbNPLoSgPathogens_N2020_Nej_Needdlide 7.6 3

20 ôighaqualityNdraftNgenomeNsequenceNofNnematocidalNvacillusNthuringiensisNSbtddgbNStandardsging
GenomicgSciences_N2014_Nm_Njfhage 3

19 uNfundamentalNregulatoryNroleNofNformateNonNthuringiensinNproductionNbyNrestingNcellNofNvacillusN
thuringiensisNYvTadgfbNBioprocessgandgBiosystemsgEngineering_N2007_Ngd_Nffiam 3.7 3

18 vuildNaNvioinformaticsNunalysisNPlatformNandNupplyNitNtoNRoutineNunalysisNofNMicrobialNGenomicsNandN
womparativeNGenomics 3

17 wuringNofNplasmidNpvMvflNfromNvacillusNthuringiensisNYvTadfdNusingNanNunstableNreplicationNregionbN
JournalgofgBasicgMicrobiology_N2016_Nij_Nfdjaed 2.7 3

16 xataNonNgenomeNanalysisNofNβSjmbNDatagingBrief_N2017_Neg_Neai 1.2 2

15 xistributionNofNfakbNminiplasmidNpvMvfdjfNfromNvacillusNthuringiensisNkurstakiNYvTaeifdNstrainNinN
vacillusNspeciesbNAnnalsgofgMicrobiology_N2013_Njg_Nejgmaejhh 3.2 2

14 ToxicologicalNsafetyNassessmentNofNgeneticallyNmodifiedNvacillusNthuringiensisNwithNadditionalNNaacylN
homoserineNlactonaseNgenebNEnvironmentalgToxicologygandgChemistry_N2008_Nfk_Nellami 3.8 2

13 vuildNaNvioinformaticsNunalysisNPlatformNandNupplyNitNtoNRoutineNunalysisNofNMicrobialNGenomicsNandN
womparativeNGenomics 2

12 vuildNaNvioinformaticsNunalysisNPlatformNandNupplyNitNtoNRoutineNunalysisNofNMicrobialNGenomicsNandN
womparativeNGenomics 2

11 uNminirepliconNofNplasmidNpvMvfjNrepresentsNaNnewNtypicalNrepliconNinNtheNmegaplasmidsNofN
vacillusNcereusNgroupbNJournalgofgBasicgMicrobiology_N2018_Nil_Nfjgafkf 2.7 1

10 MicrocalorimetricNStudyNofNtheNviologicalNyffectsNofNZnfZNonNvacillusNthuringiensisNGrowthbNChineseg
JournalgofgChemistry_N2010_Nfd_Nkhjakif 4.9 1

9 RecentNdevelopmentsNinNtheNbiotechnologyNofNvacillusNthuringiensisbNBiotechnologygAdvances_N2000_N
el_Nehgai 17.8 1

8 PopulationNgenomicsNandNpathotypicNevaluationNofNtheNbacterialNleafNblightNpathogenNofNriceNrevealsN
rapidNevolutionaryNdynamicsNofNaNplantNpathogen 1

7 ylucidationNofNtheNPathogenicityaussociatedNRegulatoryNNetworkNinNXanthomonasNoryzaeNpvbN
oryzaebNMSystems_N2021_Nj_N 7.6 1

6 OceanomicrobiumNpacificusNgenbNnovb_NspbNnovb_NaNmemberNofNtheNfamilyNRhodobacteraceaeNisolatedN
fromNseawaterNofNtropicalNwesternNPacificbNAntoniegVangLeeuwenhoek_N2021_Neeh_Ngdgagee 2.1 1

5 MultiacopyNalphaaamylaseNgenesNareNcrucialNforNxitylenchusNdestructorNtoNparasitizeNtheNplantNhostbN
PLoSgONE_N2020_Nei_Nedfhdldi 3.7 0

4 SystemicNmitochondrialNdisruptionNisNaNkeyNeventNinNtheNtoxicityNofNbacterialNporeaformingNtoxinsNtoN
waenorhabditisNelegansbNEnvironmentalgMicrobiology_N2021_Nfg_Nhlmjahmdk 5.2 0

(2021-2020)
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3 yxpressingNactivatorNproteinNupgjNinNvacillusNthuringiensisNandNtheNfunctionNofNtheNrecombinedN
strainNonNdiseaseNresistancebNChinesegJournalgofgAgriculturalgBiotechnology_N2008_Ni_Nefeaefj

2 InfluenceNofNformateNonNbioactivityNmaterialathuringiensinNsynthesizedNbyNvacillusNthuringiensisN
YvTadgfbNJournalgWuhangUniversitygofgTechnologyugMaterialsgSciencegEdition_N2008_Nfg_Njmeajmg 1

1 xisplayNofNôiNeNuvianNinfluenzaNvirusNhaemagglutininNôueNonNvacillusNthuringiensisNcellNsurfaceNandN
itsNimmunogenicityNforNmicebNChinesegJournalgofgAgriculturalgBiotechnology_N2007_Nh_Nffeaffl
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