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n Paper IF Citations

265 uumanHmetabolicHindividualityHinHbiomedicalHandHpharmaceuticalHresearchVHNatureTH2011THaddTHbaUcX 50.4 728

264 nnHatlasHofHgeneticHinfluencesHonHhumanHbloodHmetabolitesVHNaturecGeneticsTH2014THacTHba_UbbX 36.3 695

263 rl emogHaHnormalHmodeHwebHserverHforHproteinHmovementHanalysisHandHtheHgenerationHofH
templatesHforHmolecularHreplacementVHNucleiccAcidscResearchTH2004TH_ZTHWcYXUa 20.1 544

262 teneticsHmeetsHmetabolomicsgHaHgenomeUwideHassociationHstudyHofHmetaboliteHprofilesHinHhumanH
serumVHPLoScGeneticsTH2008THaTHeYXXXZeZ 6 538

261 tenomicHatlasHofHtheHhumanHplasmaHproteomeVHNatureTH2018THbbeTHd_Udf 50.4 529

260 nHgenomeUwideHperspectiveHofHgeneticHvariationHinHhumanHmetabolismVHNaturecGeneticsTH2010THaZTHY_dUaY36.3 515

259  ovelHbiomarkersHforHpreUdiabetesHidentifiedHbyHmetabolomicsVHMolecularcSystemscBiologyTH2012THeTHcYb 12.2 468

258 zetabolicHfootprintHofHdiabetesgHaHmultiplatformHmetabolomicsHstudyHinHanHepidemiologicalHsettingVH
PLoScONETH2010THbTHeY_fb_ 3.7 425

257 zetabolomicsHenablesHprecisionHmedicinegHJnHWhiteHPaperTHpommunityHPerspectiveJVHMetabolomicsTH
2016THYZTHYaf 4.7 327

256 qifferencesHbetweenHhumanHplasmaHandHserumHmetaboliteHprofilesVHPLoScONETH2011THcTHeZYZ_X 3.7 271

255 _qpoffeegHcombiningHproteinHsequencesHandHstructuresHwithinHmultipleHsequenceHalignmentsVH
JournalcofcMolecularcBiologyTH2004TH_aXTH_ebUfb 6.5 271

254 oiomarkersHforHtypeHZHdiabetesHandHimpairedHfastingHglucoseHusingHaHnontargetedHmetabolomicsH
approachVHDiabetesTH2013THcZTHaZdXUc 0.9 268

253 qiscoveryHofHsexualHdimorphismsHinHmetabolicHandHgeneticHbiomarkersVHPLoScGeneticsTH2011THdTHeYXXZZYb6 256

252 ponnectingHgeneticHriskHtoHdiseaseHendHpointsHthroughHtheHhumanHbloodHplasmaHproteomeVHNaturec
CommunicationsTH2017THeTHYa_bd 17.4 249

251 TheHdynamicHrangeHofHtheHhumanHmetabolomeHrevealedHbyHchallengesVHFASEBcJournalTH2012THZcTHZcXdUYf0.9 226

250 ProcedureHforHtissueHsampleHpreparationHandHmetaboliteHextractionHforHhighUthroughputHtargetedH
metabolomicsVHMetabolomicsTH2012THeTHY__UYaZ 4.7 217

249 taussianHgraphicalHmodelingHreconstructsHpathwayHreactionsHfromHhighUthroughputHmetabolomicsH
dataVHBMCcSystemscBiologyTH2011THbTHZY 3.5 207
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248 zetabolicHnetworkHfailuresHinHnlzheimerOsHdiseasegHnHbiochemicalHroad´ mapVHAlzheimerjscandc
DementiaTH2017THY_THfcbUfea 1.2 201

247 uumanHserumHmetabolicHprofilesHareHageHdependentVHAgingcCellTH2012THYYTHfcXUd 9.9 193

246 nHgenomeUwideHassociationHstudyHofHmetabolicHtraitsHinHhumanHurineVHNaturecGeneticsTH2011THa_THbcbUf 36.3 188

245 susionqogHaHdatabaseHforHinUdepthHanalysisHofHprokaryoticHgeneHfusionHeventsVHNucleiccAcidsc
ResearchTH2004TH_ZTHqZd_Uc 20.1 187

244 zassTRvXgHmassHtranslatorHintoHpathwaysVHNucleiccAcidscResearchTH2008TH_cTHWaeYUa 20.1 171

243 zetabolomicHmarkersHrevealHnovelHpathwaysHofHageingHandHearlyHdevelopmentHinHhumanH
populationsVHInternationalcJournalcofcEpidemiologyTH2013THaZTHYYYYUf 7.8 166

242 S iPngHanHinteractiveTHgeneticHvariantUcenteredHannotationHbrowserVHBioinformaticsTH2015TH_YTHY__aUc 7.2 160

241 rpigeneticsHmeetsHmetabolomicsgHanHepigenomeUwideHassociationHstudyHwithHbloodHserumH
metabolicHtraitsVHHumancMolecularcGeneticsTH2014THZ_THb_aUab 5.6 147

240 ReductiveHgenomeHevolutionHfromHtheHmotherHofHRickettsiaVHPLoScGeneticsTH2007TH_THeYa 6 142

239 zimivirusHandHtheHemergingHconceptHofHJgiantJHvirusVHViruscResearchTH2006THYYdTHY__Uaa 6.4 141

238 teneticHvariationHinHmetabolicHphenotypesgHstudyHdesignsHandHapplicationsVHNaturecReviewscGeneticsTH
2012THY_THdbfUcf 30.1 140

237 _qpoffeemigsgHaHwebHserverHforHcombiningHsequencesHandHstructuresHintoHaHmultipleHsequenceH
alignmentVHNucleiccAcidscResearchTH2004TH_ZTHW_dUaX 20.1 139

236 TropherymaHwhippleiHTwistgHaHhumanHpathogenicHnctinobacteriaHwithHaHreducedHgenomeVHGenomec
ResearchTH2003THY_THYeXXUf 9.7 132

235 tenomicHcorrelatesHofHhyperthermostabilityTHanHupdateVHJournalcofcBiologicalcChemistryTH2003THZdeTHYdYfeUZXZ5.4 131

234 tenderUspecificHpathwayHdifferencesHinHtheHhumanHserumHmetabolomeVHMetabolomicsTH2015THYYTHYeYbUYe__4.7 130

233 tenomeUwideHassociationHstudyHidentifiesHnovelHgeneticHvariantsHcontributingHtoHvariationHinHbloodH
metaboliteHlevelsVHNaturecCommunicationsTH2015THcTHdZXe 17.4 126

232 ziningHtheHunknowngHaHsystemsHapproachHtoHmetaboliteHidentificationHcombiningHgeneticHandH
metabolicHinformationVHPLoScGeneticsTH2012THeTHeYXX_XXb 6 126

231 nHzetabolomeUWideHnssociationHStudyHofHxidneyHsunctionHandHqiseaseHinHtheHteneralHPopulationVH
JournalcofcthecAmericancSocietycofcNephrology:cJASNTH2016THZdTHYYdbUee 12.7 119

(2016-2017)
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230 βverviewHofHtheHzesoU uHmodelHversionHbVaHandHitsHapplicationsVHGeoscientificcModelcDevelopmentTH
2018THYYTHYfZfUYfcf 6.3 114

229 tenomeUwideHmappingHofHplasmaHproteinHQTysHidentifiesHputativelyHcausalHgenesHandHpathwaysHforH
cardiovascularHdiseaseVHNaturecCommunicationsTH2018THfTH_Zce 17.4 111

228 nHgenomeUwideHmetabolicHQTyHanalysisHinHruropeansHimplicatesHtwoHlociHshapedHbyHrecentHpositiveH
selectionVHPLoScGeneticsTH2011THdTHeYXXZZdX 6 109

227 phildhoodHobesityHisHassociatedHwithHchangesHinHtheHserumHmetaboliteHprofileVHObesitycFactsTH2012TH
bTHccXUdX 5.1 106

226 nssociationsHofHcirculatingHplasmaHmicroR nsHwithHageTHbodyHmassHindexHandHsexHinHaH
populationUbasedHstudyVHBMCcMedicalcGenomicsTH2015THeTHcY 3.7 105

225 oioinformaticsHanalysisHofHtargetedHmetabolomicsUUuncoveringHoldHandHnewHtalesHofHdiabeticHmiceH
underHmedicationVHEndocrinologyTH2008THYafTH_adeUef 4.8 104

224 zouseHphenotypingVHMethodsTH2011THb_THYZXU_b 4.6 103

223 SetYHisHrequiredHforHmeioticHSUphaseHonsetTHdoubleUstrandHbreakHformationHandHmiddleHgeneH
expressionVHEMBOcJournalTH2004THZ_THYfbdUcd 13 103

222
 βRzngHaHtoolHforHflexibleHfittingHofHhighUresolutionHproteinHstructuresHintoHlowUresolutionH
electronUmicroscopyUderivedHdensityHmapsVHActacCrystallographicacSectioncD:cBiologicalc
CrystallographyTH2006THcZTHYXfeUYXX

99

221 yeveragingHcrossUspeciesHtranscriptionHfactorHbindingHsiteHpatternsgHfromHdiabetesHriskHlociHtoH
diseaseHmechanismsVHCellTH2014THYbcTH_a_Ube 56.2 96

220 TargetedHmetabolomicsHprofilesHareHstronglyHcorrelatedHwithHnutritionalHpatternsHinHwomenVH
MetabolomicsTH2013THfTHbXcUbYa 4.7 93

219 zetabolicHprofilingHrevealsHdistinctHvariationsHlinkedHtoHnicotineHconsumptionHinHhumansUUfirstH
resultsHfromHtheHxβRnHstudyVHPLoScONETH2008TH_THe_ec_ 3.7 92

218 βnHtheHpotentialHofHnormalUmodeHanalysisHforHsolvingHdifficultHmolecularUreplacementHproblemsVH
ActacCrystallographicacSectioncD:cBiologicalcCrystallographyTH2004THcXTHdfcUf 85

217 SerumHmetaboliteHconcentrationsHandHdecreasedHtsRHinHtheHgeneralHpopulationVHAmericancJournalc
ofcKidneycDiseasesTH2012THcXTHYfdUZXc 7.4 84

216 zetabolitesHassociateHwithHkidneyHfunctionHdeclineHandHincidentHchronicHkidneyHdiseaseHinHtheH
generalHpopulationVHNephrologycDialysiscTransplantationTH2013THZeTHZY_YUe 4.3 84

215 paspRgHaHwebHserverHforHautomatedHmolecularHreplacementHusingHhomologyHmodellingVHNucleicc
AcidscResearchTH2004TH_ZTHWcXcUf 20.1 81

214 teneticsHofHhumanHmetabolismgHanHupdateVHHumancMolecularcGeneticsTH2015THZaTHRf_URYXY 5.6 79

213 pomprehensiveHtranscriptomicHandHproteomicHcharacterizationHofHhumanHmesenchymalHstemHcellsH
revealsHsourceHspecificHcellularHmarkersVHScientificcReportsTH2016THcTHZYbXd 4.9 79
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212 teneHandHtenomeHquplicationHinHncanthamoebaHpolyphagaHzimivirusVHJournalcofcVirologyTH2005THdfTHYbbfYUYbbfY6.6 78

211 rffectsHofHsmokingHandHsmokingHcessationHonHhumanHserumHmetaboliteHprofilegHresultsHfromHtheH
xβRnHcohortHstudyVHBMCcMedicineTH2013THYYTHcX 11.4 77

210 zetabolomicsHplatformsHforHgenomeHwideHassociationHstudiesUUlinkingHtheHgenomeHtoHtheH
metabolomeVHCurrentcOpinioncincBiotechnologyTH2013THZaTH_fUad 11.4 77

209 oodyHfatHfreeHmassHisHassociatedHwithHtheHserumHmetaboliteHprofileHinHaHpopulationUbasedHstudyVH
PLoScONETH2012THdTHeaXXXf 3.7 77

208 rffectsHofHmetforminHonHmetaboliteHprofilesHandHyqyHcholesterolHinHpatientsHwithHtypeHZHdiabetesVH
DiabetescCareTH2015TH_eTHYebeUcd 14.6 76

207 rpigeneticHassociationsHofHtypeHZHdiabetesHandHozvHinHanHnrabHpopulationVHClinicalcEpigeneticsTH2016TH
eTHY_ 7.7 76

206 zetabolicHprofilingHinHdiabetesVHJournalcofcEndocrinologyTH2014THZZYTHRdbUeb 4.7 73

205 uighHTpRHdiversityHensuresHoptimalHfunctionHandHhomeostasisHofHsoxp_SHregulatoryHTHcellsVH
EuropeancJournalcofcImmunologyTH2011THaYTH_YXYUY_ 6.1 71

204 zassTRvXHreloadedgHcombinedHanalysisHandHvisualizationHofHtranscriptomeHandHmetabolomeHdataVH
PLoScONETH2012THdTHe_fecX 3.7 71

203 βnHtheHhypothesisUfreeHtestingHofHmetaboliteHratiosHinHgenomeUwideHandHmetabolomeUwideH
associationHstudiesVHBMCcBioinformaticsTH2012THY_THYZX 3.6 70

202 nHfirstHgeneticHmapHofHdateHpalmHPPhoenixHdactyliferaQHrevealsHlongUrangeHgenomeHstructureH
conservationHinHtheHpalmsVHBMCcGenomicsTH2014THYbTHZeb 4.5 68

201
βRvynzTHaHthreeUmomentHlognormalHaerosolHschemeHforHmesoscaleHatmosphericHmodelgHβnlineH
couplingHintoHtheHzesoU uUpHmodelHandHvalidationHonHtheHrscompteHcampaignVHJournalcofc
GeophysicalcResearchTH2005THYYXTH

68

200 tenomeUWideHnssociationHStudyHwithHTargetedHandH onUtargetedH zRHzetabolomicsHvdentifiesHYbH
 ovelHyociHofHUrinaryHuumanHzetabolicHvndividualityVHPLoScGeneticsTH2015THYYTHeYXXbaed 6 66

199 nssociationHofHq nHmethylationHwithHageTHgenderTHandHsmokingHinHanHnrabHpopulationVHClinicalc
EpigeneticsTH2015THdTHc 7.7 65

198 zvPSgHcuratedHdatabasesHandHcomprehensiveHsecondaryHdataHresourcesHinHZXYXVHNucleiccAcidsc
ResearchTH2011TH_fTHqZZXUa 20.1 65

197 TheHuumanHoloodHzetabolomeUTranscriptomeHvnterfaceVHPLoScGeneticsTH2015THYYTHeYXXbZda 6 65

196 QuestionnaireUbasedHselfUreportedHnutritionHhabitsHassociateHwithHserumHmetabolismHasHrevealedHbyH
quantitativeHtargetedHmetabolomicsVHEuropeancJournalcofcEpidemiologyTH2011THZcTHYabUbc 12.1 64

195 tenomeUwideHassociationHstudyHofHcaffeineHmetabolitesHprovidesHnewHinsightsHtoHcaffeineH
metabolismHandHdietaryHcaffeineUconsumptionHbehaviorVHHumancMolecularcGeneticsTH2016THZbTHbadZUbaeZ5.6 64
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194 nHsystemsHviewHofHtypeHZHdiabetesUassociatedHmetabolicHperturbationsHinHsalivaTHbloodHandHurineHatH
differentHtimescalesHofHglycaemicHcontrolVHDiabetologiaTH2015THbeTHYebbUcd 10.3 63

193 zetabolomicHidentificationHofHaHnovelHpathwayHofHbloodHpressureHregulationHinvolvingH
hexadecanedioateVHHypertensionTH2015THccTHaZZUf 8.5 63

192 zimivirusHgeneHpromotersHexhibitHanHunprecedentedHconservationHamongHallHeukaryotesVH
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2005THYXZTHYacefUf_ 11.5 63

191 teneHandHgenomeHduplicationHinHncanthamoebaHpolyphagaHzimivirusVHJournalcofcVirologyTH2005THdfTHYaXfbUYXY6.6 63

190 pharacterizationHofHmissingHvaluesHinHuntargetedHzSUbasedHmetabolomicsHdataHandHevaluationHofH
missingHdataHhandlingHstrategiesVHMetabolomicsTH2018THYaTHYZe 4.7 63

189 teneticsHmeetsHproteomicsgHperspectivesHforHlargeHpopulationUbasedHstudiesVHNaturecReviewsc
GeneticsTH2021THZZTHYfU_d 30.1 62

188 nlcoholUinducedHmetabolomicHdifferencesHinHhumansVHTranslationalcPsychiatryTH2013TH_THeZdc 8.6 61

187 vndigenousHnrabsHareHdescendantsHofHtheHearliestHsplitHfromHancientHrurasianHpopulationsVHGenomec
ResearchTH2016THZcTHYbYUcZ 9.7 60

186 YTbUnnhydroglucitolHinHsalivaHisHaHnoninvasiveHmarkerHofHshortUtermHglycemicHcontrolVHJournalcofc
ClinicalcEndocrinologycandcMetabolismTH2014THffTHradfUe_ 5.6 58

185 vntegrativeHgeneticHandHmetaboliteHprofilingHanalysisHsuggestsHalteredHphosphatidylcholineH
metabolismHinHasthmaVHAllergy:cEuropeancJournalcofcAllergycandcClinicalcImmunologyTH2013THceTHcZfU_c 9.3 57

184 qevelopmentHofHaHreducedHchemicalHschemeHforHuseHinHmesoscaleHmeteorologicalHmodelsVH
AtmosphericcEnvironmentTH2000TH_aTHZc__UZcaa 5.3 57

183 tenusUwideHsequencingHsupportsHaHtwoUlocusHmodelHforHsexUdeterminationHinHPhoenixVHNaturec
CommunicationsTH2018THfTH_fcf 17.4 57

182 vnternalHandHexternalHmixingHinHatmosphericHaerosolsHbyHcoagulationgHvmpactHonHtheHopticalHandH
hygroscopicHpropertiesHofHtheHsulphateUsootHsystemVHAtmosphericcEnvironmentTH1997TH_YTHY_f_UYaXZ 5.3 54

181 zetabolomicHprofilesHindicateHdistinctHphysiologicalHpathwaysHaffectedHbyHtwoHlociHwithHmajorH
divergentHeffectHonHoosHtaurusHgrowthHandHlipidHdepositionVHPhysiologicalcGenomicsTH2010THaZnTHdfUee 3.6 53

180 metaPUservergHaHwebUbasedHmetabolomicsHdataHanalysisHtoolVHJournalcofcBiomedicinecandc
BiotechnologyTH2011THZXYYTH 52

179 StructuralHgenomicsHofHhighlyHconservedHmicrobialHgenesHofHunknownHfunctionHinHsearchHofHnewH
antibacterialHtargetsVHJournalcofcStructuralcandcFunctionalcGenomicsTH2003THaTHYaYUbd 52

178 zultiUomicHsignatureHofHbodyHweightHchangegHresultsHfromHaHpopulationUbasedHcohortHstudyVHBMCc
MedicineTH2015THY_THae 11.4 51

177 zetabolomicsHapproachHrevealsHeffectsHofHantihypertensivesHandHlipidUloweringHdrugsHonHtheH
humanHmetabolismVHEuropeancJournalcofcEpidemiologyTH2014THZfTH_ZbU_c 12.1 51
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176 yongHtermHconservationHofHhumanHmetabolicHphenotypesHandHlinkHtoHheritabilityVHMetabolomicsTH
2014THYXTHYXXbUYXYd 4.7 50

175 tsscoregHaHgeneralHnonlinearHconsensusHscoringHfunctionHforHhighUthroughputHdockingVHJournalcofc
ChemicalcInformationcandcModelingTH2006THacTHYdXaUYZ 6.1 49

174 PhydbacHJteneHsunctionHPredictorJgHaHgeneHannotationHtoolHbasedHonHgenomicHcontextHanalysisVH
BMCcBioinformaticsTH2005THcTHZad 3.6 49

173 VariationHinHtheHhumanHlipidomeHassociatedHwithHcoffeeHconsumptionHasHrevealedHbyHquantitativeH
targetedHmetabolomicsVHMolecularcNutritioncandcFoodcResearchTH2009THb_THY_bdUcb 5.9 48

172 teneticHvnfluencesHonHzetaboliteHyevelsgHnHpomparisonHacrossHzetabolomicHPlatformsVHPLoScONETH
2016THYYTHeXYb_cdZ 3.7 48

171 PhysicoUchemicalHmodelingHofHtheHsirstHnerosolHpharacterizationHrxperimentHPnprHYQHyagrangianHogH
YVHnHmovingHcolumnHapproachVHJournalcofcGeophysicalcResearchTH1998THYX_THYca__UYcabb 47

170 nnnotationHofHbacterialHgenomesHusingHimprovedHphylogenomicHprofilesVHBioinformaticsTH2003THYfH
SupplHYTHiYXbUd 7.2 45

169 ProtezgHaHframeworkHforHtheHprioritizationHofHcandidateHcausalHgenesHatHmolecularHquantitativeH
traitHlociVHNucleiccAcidscResearchTH2019THadTHe_ 20.1 45

168 nHpilotHstudyHcomparingHtheHmetabolicHprofilesHofHeliteUlevelHathletesHfromHdifferentHsportingH
disciplinesVHSportscMedicinecpcOpenTH2018THaTHZ 6.1 44

167 βzoneUrichHtransientsHinHtheHupperHequatorialHntlanticHtroposphereVHNatureTH1997TH_eeTHccYUcc_ 50.4 44

166 nHsystemsHbiologyHapproachHusingHmetabolomicHdataHrevealsHgenesHandHpathwaysHinteractingHtoH
modulateHdivergentHgrowthHinHcattleVHBMCcGenomicsTH2013THYaTHdfe 4.5 42

165 UrineHzetaboliteHProfilesHPredictiveHofHuumanHxidneyHnllograftHStatusVHJournalcofcthecAmericanc
SocietycofcNephrology:cJASNTH2016THZdTHcZcU_c 12.7 41

164 rstimationHofHprokaryoteHgenomicHq nHtSpHcontentHbyHsequencingHuniversallyHconservedHgenesVH
InternationalcJournalcofcSystematiccandcEvolutionarycMicrobiologyTH2006THbcTHYXZbUYXZf 2.2 41

163 zesenchymalHcellHinteractionHwithHovarianHcancerHcellsHtriggersHproUmetastaticHpropertiesVHPLoSc
ONETH2012THdTHe_e_aX 3.7 41

162 zetabolicHswitchHduringHadipogenesisgHsromHbranchedHchainHaminoHacidHcatabolismHtoHlipidH
synthesisVHArchivescofcBiochemistrycandcBiophysicsTH2016THbefTHf_UYXd 4.1 40

161 phangingHmetabolicHsignaturesHofHaminoHacidsHandHlipidsHduringHtheHprediabeticHperiodHinHaHpigH
modelHwithHimpairedHincretinHfunctionHandHreducedH˛†UcellHmassVHDiabetesTH2012THcYTHZYccUdb 0.9 40

160 TheHSalivaHzetabolomeHinHnssociationHtoHβralHuealthHStatusVHJournalcofcDentalcResearchTH2019THfeTHcaZUcbY8.1 39

159 nHtenomeUWideHSurveyHofHqateHPalmHpultivarsHSupportsHTwoHzajorHSubpopulationsHinHPhoenixH
dactyliferaVHGw:cGenesocGenomesocGeneticsTH2015THbTHYaZfU_e 3.2 39
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158 ncceleratedHlipidHcatabolismHandHautophagyHareHcancerHsurvivalHmechanismsHunderHinhibitedH
glutaminolysisVHCancercLettersTH2018THa_XTHY__UYad 9.9 38

157 pohortHprofilegHtreifswaldHapproachHtoHindividualizedHmedicineHPtn v_zrqQVHJournalcofc
TranslationalcMedicineTH2014THYZTHYaa 8.5 37

156 zetaboliteHprofilingHrevealsHnewHinsightsHintoHtheHregulationHofHserumHurateHinHhumansVH
MetabolomicsTH2014THYXTHYaYUYbY 4.7 36

155 oiochemicalHinsightsHfromHpopulationHstudiesHwithHgeneticsHandHmetabolomicsVHArchivescofc
BiochemistrycandcBiophysicsTH2016THbefTHYceUdc 4.1 34

154 rpigeneticsHmeetsHproteomicsHinHanHepigenomeUwideHassociationHstudyHwithHcirculatingHbloodH
plasmaHproteinHtraitsVHNaturecCommunicationsTH2020THYYTHYb 17.4 34

153  etworkUbasedHapproachHforHanalyzingHintraUHandHinterfluidHmetaboliteHassociationsHinHhumanH
bloodTHurineTHandHsalivaVHJournalcofcProteomecResearchTH2015THYaTHYYe_Ufa 5.6 33

152 WholeUexomeHsequencingHidentifiesHcommonHandHrareHvariantHmetabolicHQTysHinHaHziddleHrasternH
populationVHNaturecCommunicationsTH2018THfTH___ 17.4 33

151 teneticHstudiesHofHurinaryHmetabolitesHilluminateHmechanismsHofHdetoxificationHandHexcretionHinH
humansVHNaturecGeneticsTH2020THbZTHYcdUYdc 36.3 32

150 zetabolomicsHofHdatesHPPhoenixHdactyliferaQHrevealsHaHhighlyHdynamicHripeningHprocessHaccountingH
forHmajorHvariationHinHfruitHcompositionVHBMCcPlantcBiologyTH2015THYbTHZfY 5.3 32

149 ponformationalHflexibilityHofHzycobacteriumHtuberculosisHthioredoxinHreductasegHcrystalHstructureH
andHnormalUmodeHanalysisVHActacCrystallographicacSectioncD:cBiologicalcCrystallographyTH2005THcYTHYcX_UYY 31

148 rffectHofHinducedHhypoglycemiaHonHinflammationHandHoxidativeHstressHinHtypeHZHdiabetesHandHcontrolH
subjectsVHScientificcReportsTH2020THYXTHadbX 4.9 30

147 zetforminHrffectHonH ontargetedHzetaboliteHProfilesHinHPatientsHWithHTypeHZHqiabetesHandHinH
zultipleHzurineHTissuesVHDiabetesTH2016THcbTH_ddcU_deb 0.9 30

146 vncreasedHaminoHacidsHlevelsHandHtheHriskHofHdevelopingHofHhypertriglyceridemiaHinHaHdUyearH
followUupVHJournalcofcEndocrinologicalcInvestigationTH2014TH_dTH_cfUda 5.2 30

145 zetforminHsupportsHtheHantidiabeticHeffectHofHaHsodiumHglucoseHcotransporterHZHinhibitorHbyH
suppressingHendogenousHglucoseHproductionHinHdiabeticHmiceVHDiabetesTH2015THcaTHZeaUfX 0.9 29

144 qefiningHtheHgeneticHcontrolHofHhumanHbloodHplasmaH UglycomeHusingHgenomeUwideHassociationH
studyVHHumancMolecularcGeneticsTH2019THZeTHZXcZUZXdd 5.6 28

143 pomplementarityHofHSβznscanHtoHypUzSWzSHandHR nUseqHforHquantitativeHprofilingHofHhumanH
embryonicHandHmesenchymalHstemHcellsVHJournalcofcProteomicsTH2017THYbXTHecUfd 3.9 28

142 RoleHofHmediumUHandHshortUchainHyU_UhydroxyacylUponHdehydrogenaseHinHtheHregulationHofHbodyH
weightHandHthermogenesisVHEndocrinologyTH2011THYbZTHacaYUbY 4.8 28

141 vmprovementHofHmyocardialHinfarctionHriskHpredictionHviaHinflammationUassociatedHmetaboliteH
biomarkersVHHeartTH2017THYX_THYZdeUYZeb 5.1 27
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140 pirculatingHProteinHSignaturesHandHpausalHpandidatesHforHTypeHZHqiabetesVHDiabetesTH2020THcfTHYea_UYeb_0.9 27

139 zappingHtheHgeneticHarchitectureHofHgeneHregulationHinHwholeHbloodVHPLoScONETH2014THfTHef_eaa 3.7 27

138 PhydbacZgHimprovedHinferenceHofHgeneHfunctionHusingHinteractiveHphylogenomicHprofilingHandH
chromosomalHlocationHanalysisVHNucleiccAcidscResearchTH2004TH_ZTHW__cUf 20.1 26

137
SystemsHbiologyHanalysisHmergingHphenotypeTHmetabolomicHandHgenomicHdataHidentifiesH onUSzpH
pondensinHvHpomplexTHSubunitHtHP pnPtQHandHcellularHmaintenanceHprocessesHasHmajorHcontributorsH
toHgeneticHvariabilityHinHbovineHfeedHefficiencyVHPLoScONETH2015THYXTHeXYZabda

3.7 26

136 zetabolicHsignaturesHdifferentiateHovarianHfromHcolonHcancerHcellHlinesVHJournalcofcTranslationalc
MedicineTH2015THY_THZZ_ 8.5 25

135 zesenchymalHcellHinteractionHwithHovarianHcancerHcellsHinducesHaHbackgroundHdependentH
proUmetastaticHtranscriptomicHprofileVHJournalcofcTranslationalcMedicineTH2014THYZTHbf 8.5 25

134 teneticHassociationsHwithHlipoproteinHsubfractionsHprovideHinformationHonHtheirHbiologicalHnatureVH
HumancMolecularcGeneticsTH2012THZYTHYa__Ua_ 5.6 25

133 vdentificationHofHaHpotentialHbiomarkerHforHsnoPaHinhibitiongHtheHpowerHofHlipidomicsHinHpreclinicalH
drugHtestingVHJournalcofcBiomolecularcScreeningTH2011THYcTHacdUdb 25

132 rvidenceHforHStressUlikeHnlterationsHinHtheHuPnUnxisHinHWomenHTakingHβralHpontraceptivesVHScientificc
ReportsTH2017THdTHYaYYY 4.9 24

131 rthnicHandHgenderHdifferencesHinHadvancedHglycationHendHproductsHmeasuredHbyHskinH
autoUfluorescenceVHDermatopEndocrinologyTH2013THbTH_ZbU_X 24

130
qvUvpRUsTUzSUbasedHhighUthroughputHdeepHmetabotypinggHaHcaseHstudyHofHtheHpaenorhabditisH
elegansUPseudomonasHaeruginosaHinfectionHmodelVHAnalyticalcandcBioanalyticalcChemistryTH2015TH
aXdTHYXbfUd_

4.4 23

129 zetabolomicHprofilesHinHindividualsHwithHnegativeHaffectivityHandHsocialHinhibitiongHaH
populationUbasedHstudyHofHTypeHqHpersonalityVHPsychoneuroendocrinologyTH2013TH_eTHYZffU_Xf 5 23

128  ovelHgeneticHassociationsHwithHserumHlevelHmetabolitesHidentifiedHbyHphenotypeHsetHenrichmentH
analysesVHHumancMolecularcGeneticsTH2014THZ_THbeadUbd 5.6 23

127 qeterminationHofHstronglyHoverlappingHsignalingHactivityHfromHmicroarrayHdataVHBMCcBioinformaticsTH
2006THdTHff 3.6 23

126 vnferenceHofHgeneHfunctionHbasedHonHgeneHfusionHeventsgHtheHrosettaUstoneHmethodVHMethodscinc
MolecularcBiologyTH2007TH_fcTH_YUaY 1.4 22

125 nlterationsHinHyipidHandHvnositolHzetabolismsHinHTwoHqopaminergicHqisordersVHPLoScONETH2016THYYTHeXYadYZf3.7 22

124 qeepHmolecularHphenotypesHlinkHcomplexHdisordersHandHphysiologicalHinsultHtoHpptHmethylationVH
HumancMolecularcGeneticsTH2018THZdTHYYXcUYYZY 5.6 21

123 zetaboliteHratiosHasHpotentialHbiomarkersHforHtypeHZHdiabetesgHaHqvRrpTHstudyVHDiabetologiaTH2018TH
cYTHYYdUYZf 10.3 21

(2018-2020)

9



122 sromHqiscoveryHtoHTranslationgHpharacterizationHofHpUzannosyltryptophanHandHPseudouridineHasH
zarkersHofHxidneyHsunctionVHScientificcReportsTH2017THdTHYdaXX 4.9 21

121 zetabolomicsHprofilingHrevealsHnovelHmarkersHforHleukocyteHtelomereHlengthVHAgingTH2016THeTHddUfa 5.6 21

120  estingHofHcolonHandHovarianHcancerHcellsHinHtheHendothelialHnicheHisHassociatedHwithHalterationsHinH
glycanHandHlipidHmetabolismVHScientificcReportsTH2017THdTH_ffff 4.9 20

119 vdentificationHandHzSUassistedHinterpretationHofHgeneticallyHinfluencedH zRHsignalsHinHhumanH
plasmaVHGenomecMedicineTH2013THbTHY_ 14.4 20

118 TheHassociationHbetweenHvariousHsmokingHbehaviorsTHcotinineHbiomarkersHandHskinH
autofluorescenceTHaHmarkerHforHadvancedHglycationHendHproductHaccumulationVHPLoScONETH2017THYZTHeXYdf__X3.7 20

117
pomparisonHofHmetabolicHprofilesHofHacutelyHillHandHshortUtermHweightHrecoveredHpatientsHwithH
anorexiaHnervosaHrevealsHalterationsHofH__HoutHofHYc_HmetabolitesVHJournalcofcPsychiatriccResearchTH
2012THacTHYcXXUf

5.2 19

116
pharacteristicsHofHmutantsHdesignedHtoHincorporateHaHnewHionHpairHintoHtheHstructureHofHaHcoldH
adaptedHsubtilisinUlikeHserineHproteinaseVHBiochimicacEtcBiophysicacActacpcProteinscandcProteomicsTH
2009THYdfaTHbYZUe

4 19

115 nssociationsHbetweenHthyroidHhormonesHandHserumHmetaboliteHprofilesHinHanHeuthyroidHpopulationVH
MetabolomicsTH2014THYXTHYbZUYca 4.7 18

114 oayesianHindependentHcomponentHanalysisHrecoversHpathwayHsignaturesHfromHbloodHmetabolomicsH
dataVHJournalcofcProteomecResearchTH2012THYYTHaYZXU_Y 5.6 18

113
zimivirusHTyrRSgHpreliminaryHstructuralHandHfunctionalHcharacterizationHofHtheHfirstHaminoUacylHtR nH
synthetaseHfoundHinHaHvirusVHActacCrystallographicacSectioncF:cStructuralcBiologycCommunicationsTH
2005THcYTHZYZUb

18

112 ntlanticHsubtropicalHpotentialHvorticityHbarrierHasHseenHbyHzeasurementsHofHβzoneHbyHnirbusH
vnUServiceHnircraftHPzβZnvpQHflightsVHJournalcofcGeophysicalcResearchTH1998THYX_THZbceYUZbcf_ 18

111 TypeHZHdiabetesHisHassociatedHwithHpostprandialHaminoHacidHmeasuresVHArchivescofcBiochemistrycandc
BiophysicsTH2016THbefTHY_eUaa 4.1 17

110  ovelHsubpopulationsHinHdateHpalmHPPhoenixHdactyliferaQHidentifiedHbyHpopulationUwideHorganellarH
genomeHsequencingVHBMCcGenomicsTH2019THZXTHafe 4.5 17

109 zetabolomicsHofHqynamicHphangesHinHvnsulinHResistanceHoeforeHandHnfterHrxerciseHinHPpβSVH
FrontierscincEndocrinologyTH2019THYXTHYYc 5.7 17

108 zeasurementHofHYTbUanhydroglucitolHinHbloodHandHsalivagHfromHnonUtargetedHmetabolomicsHtoH
biochemicalHassayVHJournalcofcTranslationalcMedicineTH2016THYaTHYaX 8.5 17

107 zetabolomicsHofHRamadanHfastinggHanHopportunityHforHtheHcontrolledHstudyHofHphysiologicalH
responsesHtoHfoodHintakeVHJournalcofcTranslationalcMedicineTH2014THYZTHYcY 8.5 17

106 PSrngHPhenotypeHSetHrnrichmentHnnalysisUUaHnewHmethodHforHanalysisHofHmultipleHphenotypesVH
GeneticcEpidemiologyTH2012TH_cTHZaaUbZ 2.6 17

105 qiscoveryHofHproteinUcodingHpalindromicHrepeatsHinHWolbachiaVHTrendscincMicrobiologyTH2005THY_THZb_Ub 12.4 17
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104 zetabolomicsHprofilingHofHxenobioticsHinHeliteHathletesgHrelevanceHtoHsupplementHconsumptionVH
JournalcofcthecInternationalcSocietycofcSportscNutritionTH2018THYbTHae 4.5 17

103
tenomeUWideHnssociationHStudyHRevealsHaH ovelHnssociationHoetweenHzYoPp_HteneH
PolymorphismTHrnduranceHnthleteHStatusTHnerobicHpapacityHandHSteroidHzetabolismVHFrontierscinc
GeneticsTH2020THYYTHbfb

4.5 16

102 zetabolicHsingerprintsHofHpirculatingHvtsUYHandHtheHvtsUYWvtsoPU_HRatiogHnHzultifluidHzetabolomicsH
StudyVHJournalcofcClinicalcEndocrinologycandcMetabolismTH2016THYXYTHad_XUadaZ 5.6 16

101 yargeHScaleHzetabolicHProfilingHidentifiesH ovelHSteroidsHlinkedHtoHRheumatoidHnrthritisVHScientificc
ReportsTH2017THdTHfY_d 4.9 16

100 qecipheringHtheHPlasmaHProteomeHofHTypeHZHqiabetesVHDiabetesTH2020THcfTHZdccUZdde 0.9 15

99 vdentificationHofHputativeHbiomarkersHforHtypeHZHdiabetesHusingHmetabolomicsHinHtheHxoreaH
nssociationHRrsourceHPxnRrQHcohortVHMetabolomicsTH2016THYZTHY 4.7 15

98 UnravelingHtheHfunctionalHroleHofHtheHorphanHsoluteHcarrierTHSypZZnZaHinHtheHtransportHofHsteroidH
conjugatesHthroughHmetabolomicHandHgenomeUwideHassociationHstudiesVHPLoScGeneticsTH2019THYbTHeYXXeZXe6 14

97 zetabolomicsHvdentifiesH ovelHoloodHoiomarkersHofHPulmonaryHsunctionHandHpβPqHinHtheHteneralH
PopulationVHMetabolitesTH2019THfTH 5.6 14

96 SexHdifferencesHinHurineHmetabolitesHrelatedHwithHriskHofHdiabetesHusingH zRHspectroscopygHresultsH
ofHtheHstudyHofHhealthHinHpomeraniaVHMetabolomicsTH2015THYYTHYaXbUYaYb 4.7 14

95 nHcomprehensiveHmetabolomicHdataHsetHofHdateHpalmHfruitVHDatacincBriefTH2018THYeTHY_Y_UY_ZY 1.2 14

94 pharacterizationHofHtheHmetabolicHprofileHassociatedHwithHserumHZbUhydroxyvitaminHqgHaH
crossUsectionalHanalysisHinHpopulationUbasedHdataVHInternationalcJournalcofcEpidemiologyTH2016THabTHYacfUYaeY7.8 14

93 pomparativeHanalysisHofHplasmaHmetabolomicsHresponseHtoHmetabolicHchallengeHtestsHinHhealthyH
subjectsHandHinfluenceHofHtheHsTβHobesityHriskHalleleVHMetabolomicsTH2014THYXTH_ecUaXY 4.7 14

92 vnterrogatingHcausalHpathwaysHlinkingHgeneticHvariantsTHsmallHmoleculeHmetabolitesTHandHcirculatingH
lipidsVHGenomecMedicineTH2014THcTHZb 14.4 14

91 WholeHgenomeHsequencingHinHtheHziddleHrasternHQatariHpopulationHidentifiesHgeneticHassociationsH
withHabHclinicallyHrelevantHtraitsVHNaturecCommunicationsTH2021THYZTHYZbX 17.4 14

90 RevealingHtheHroleHofHtheHhumanHbloodHplasmaHproteomeHinHobesityHusingHgeneticHdriversVHNaturec
CommunicationsTH2021THYZTHYZdf 17.4 14

89 nutomatedHworkflowUbasedHexploitationHofHpathwayHdatabasesHprovidesHnewHinsightsHintoHgeneticH
associationsHofHmetaboliteHprofilesVHBMCcGenomicsTH2013THYaTHecb 4.5 13

88 PutativeHgeneHpromoterHsequencesHinHtheHchlorellaHvirusesVHVirologyTH2008TH_eXTH_eeUf_ 3.6 13

87
vsolationTHcharacterizationTHandHbioinformaticHanalysisHofHcalmodulinUbindingHproteinHcmboHrevealsHaH
novelHtandemHvPZZHrepeatHcommonHtoHmanyHqictyosteliumHandHzimivirusHproteinsVHBiochemicalcandc
BiophysicalcResearchcCommunicationsTH2006TH_acTHedfUee

3.4 13

(2006-2018)

11



86 WhereHcancerHgenomicsHshouldHgoHnextgHaHclinicianOsHperspectiveVHHumancMolecularcGeneticsTH2014TH
Z_THRcfUdb 5.6 12

85 PhenotypeUdrivenHidentificationHofHmodulesHinHaHhierarchicalHmapHofHmultifluidHmetabolicH
correlationsVHNpjcSystemscBiologycandcApplicationsTH2017TH_THZe 5 12

84 zixingHofHboundaryHlayerHandHupperHtroposphericHozoneHduringHaHdeepHconvectiveHeventHoverH
WesternHruropeVHAtmosphericcEnvironmentTH2002TH_cTHaafYUabXY 5.3 12

83 nlterationsHinHlongHnoncodingHR nsHinHwomenHwithHandHwithoutHpolycysticHovarianHsyndromeVH
ClinicalcEndocrinologyTH2019THfYTHdf_Udfd 3.4 11

82 βnHtheHpotentialHofHmodelsHforHlocationHandHscaleHforHgenomeUwideHq nHmethylationHdataVHBMCc
BioinformaticsTH2014THYbTHZ_Z 3.6 11

81 rvaluationHofHS PHcallingHusingHsingleHandHmultipleUsampleHcallingHalgorithmsHbyHvalidationHagainstH
arrayHbaseHgenotypingHandHzendelianHinheritanceVHBMCcResearchcNotesTH2014THdTHdad 2.3 11

80 teneticHvariantsHincludingHmarkersHfromHtheHexomeHchipHandHmetaboliteHtraitsHofHtypeHZHdiabetesVH
ScientificcReportsTH2017THdTHcX_d 4.9 10

79 PhydbacHPphylogenomicHdisplayHofHbacterialHgenesQgHnnHinteractiveHresourceHforHtheHannotationHofH
bacterialHgenomesVHNucleiccAcidscResearchTH2003TH_YTH_dZXUZ 20.1 10

78 ponsequencesHofHnaturalHperturbationsHinHtheHhumanHplasmaHproteome 10

77 zetabolicHprofilingHofHeliteHathletesHwithHdifferentHcardiovascularHdemandVHScandinaviancJournalcofc
MedicinecandcSciencecincSportsTH2019THZfTHf__Ufa_ 4.6 9

76 zoqentifygHphenotypeUdrivenHmoduleHidentificationHinHmetabolomicsHnetworksHatHdifferentH
resolutionsVHBioinformaticsTH2019TH_bTHb_ZUb_a 7.2 9

75 nHSystemsUlevelHpharacterizationHofHtheHqifferentiationHofHuumanHrmbryonicHStemHpellsHintoH
zesenchymalHStemHpellsVHMolecularcandcCellularcProteomicsTH2019THYeTHYfbXUYfcc 7.6 9

74 SexUspecificHmetabolicHprofilesHofHandrogensHandHitsHmainHbindingHproteinHSuotHinHaHmiddleHagedH
populationHwithoutHdiabetesVHScientificcReportsTH2017THdTHZZ_b 4.9 9

73 TheHPharmacogeneticHsootprintHofHnprHvnhibitiongHnHPopulationUoasedHzetabolomicsHStudyVHPLoSc
ONETH2016THYYTHeXYb_Yc_ 3.7 9

72 pharacterizationHofHoulkHPhosphatidylcholineHpompositionsHinHuumanHPlasmaHUsingHSideUphainH
ResolvingHyipidomicsVHMetabolitesTH2019THfTH 5.6 8

71 SingleHnucleotideHvariantHcountsHcomputedHfromHR nHsequencingHandHcellularHtrafficHintoHhumanH
kidneyHallograftsVHAmericancJournalcofcTransplantationTH2018THYeTHZaZfUZaaZ 8.7 8

70 zendelianHinheritanceHofHtrimodalHpptHmethylationHsitesHsuggestsHdistalHcisUactingHgeneticHeffectsVH
ClinicalcEpigeneticsTH2016THeTHYZa 7.7 8

69 nssociationHofHchildhoodHtraumatizationHandHneuropsychiatricHoutcomesHwithHalteredHplasmaHmicroH
R nUlevelsVHNeuropsychopharmacologyTH2019THaaTHZX_XUZX_d 8.7 8
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68 popyHnumberHvariationsHinHtheHgenomeHofHtheHQatariHpopulationVHBMCcGenomicsTH2015THYcTHe_a 4.5 8

67 UrinaryHcellHtranscriptomicsHandHacuteHrejectionHinHhumanHkidneyHallograftsVHJCIcInsightTH2020THbTH 9.9 8

66  onUtruncatingHyvsRHmutationgHcausalHforHprominentHcongenitalHpainHinsensitivityHphenotypeHwithH
progressiveHvertebralHdestructionlVHClinicalcGeneticsTH2016THefTHZYXUc 4 8

65 zetabolicHtWnSHofHeliteHathletesHrevealsHnovelHgeneticallyUinfluencedHmetabolitesHassociatedHwithH
athleticHperformanceVHScientificcReportsTH2019THfTHYfeef 4.9 8

64 zetabolicHchangesHofHtheHbloodHmetabolomeHafterHaHdateHfruitHchallengeVHJournalcofcFunctionalc
FoodsTH2018THafTHZcdUZdc 5.1 8

63 ydlrHandHnporHmiceHbetterHmimicHtheHhumanHmetaboliteHsignatureHofHincreasedHcarotidHintimaHmediaH
thicknessHcomparedHtoHotherHanimalHmodelsHofHcardiovascularHdiseaseVHAtherosclerosisTH2018THZdcTHYaXUYad3.1 7

62 sineUzappingHofHtheHuumanHoloodHPlasmaH UtlycomeHontoHvtsHProteomeVHMetabolitesTH2019THfTH 5.6 7

61
ResponseHtoHpommentHonHXuHetHalVHrffectsHofHzetforminHonHzetaboliteHProfilesHandHyqyH
pholesterolHinHPatientsHWithHTypeHZHqiabetesVHqiabetesHpareHZXYbh_egYebeUYecdVHDiabetescCareTH
2015TH_eTHeZYcUd

14.6 6

60 zetabolicHSignaturesHofHTumorHResponsesHtoHqoxorubicinHrlucidatedHbyHzetabolicHProfilingVH
MetabolitesTH2020THYXTH 5.6 6

59 ndvancingHpancerHTreatmentHbyHTargetingHtlutamineHzetabolismUnHRoadmapVVHCancersTH2022THYaTH 6.6 6

58 zetabolicHandHproteomicHsignaturesHofHhypoglycaemiaHinHtypeHZHdiabetesVHDiabetesocObesitycandc
MetabolismTH2019THZYTHfXfUfYf 6.7 6

57 ProteomeUwideHassessmentHofHdiabetesHmellitusHinHQatariHidentifiesHvtsoPUZHasHaHriskHfactorHalreadyH
withHearlyHglycaemicHdisturbancesVHArchivescofcBiochemistrycandcBiophysicsTH2020THcefTHYXeadc 4.1 5

56 tenomeUwideHscanHidentifiesHnovelHgeneticHlociHregulatingHsalivaryHmetaboliteHlevelsVHHumanc
MolecularcGeneticsTH2020THZfTHecaUedb 5.6 5

55 pomputingHmultipleHsequenceWstructureHalignmentsHwithHtheHTUcoffeeHpackageVHCurrentcProtocolscinc
BioinformaticsTH2004THphapterH_THUnit_Ve 24.2 5

54 zachineHyearningHnpproachesHRevealHzetabolicHSignaturesHofHvncidentHphronicHxidneyHqiseaseHinH
vndividualsHWithHPrediabetesHandHTypeHZHqiabetesVHDiabetesTH2020THcfTHZdbcUZdcb 0.9 5

53 nHstrategyHtoHincorporateHpriorHknowledgeHintoHcorrelationHnetworkHcutoffHselectionVHNaturec
CommunicationsTH2020THYYTHbYb_ 17.4 5

52 tenotypingUbyUsequencingHidentifiesHdateHpalmHcloneHpreferenceHinHagronomicsHofHtheHStateHofH
QatarVHPLoScONETH2018THY_THeXZXdZff 3.7 5

51 nctionableHgenomicHvariantsHinHcXabHparticipantsHfromHtheHQatarHtenomeHProgramVHHumanc
MutationTH2021THaZTHYbea 4.7 5

(2021-2015)
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50 nHpopulationHstudyHofHclinicallyHactionableHgeneticHvariationHaffectingHdrugHresponseHfromHtheH
ziddleHrastVVHNpjcGenomiccMedicineTH2022THdTHYX 6.2 5

49 zetabolomicHprofilingHidentifiesHnovelHassociationsHwithHrlectrolyteHandHncidUoaseHuomeostaticH
patternsVHScientificcReportsTH2019THfTHYbXee 4.9 4

48 PopPnnTegHpopulationHandHpedigreeHassociationHtestingHforHquantitativeHdataVHBMCcGenomicsTH2017TH
YeTHYbX 4.5 4

47 QatarHtenomegHvnsightsHonHtenomicsHfromHtheHziddleHrastVVHHumancMutationTH2022TH 4.7 4

46 ThousandsHofHQatariHgenomesHinformHhumanHmigrationHhistoryHandHimproveHimputationHofHnrabH
haplotypesVHNaturecCommunicationsTH2021THYZTHbfZf 17.4 4

45 tenomeUwideHnssociationHStudyHβfHPlasmaHProteinsHvdentifiesHPutativelyHpausalHtenesTHProteinsTH
nndHPathwaysHsorHpardiovascularHqisease 4

44 qeletionHofHbetaUfructofuranosidaseHPinvertaseQHgenesHisHassociatedHwithHsucroseHcontentHinHqateH
PalmHfruitVHPlantcDirectTH2020THaTHeXXZYa 3.3 4

43 zetabolicHsyndromeHandHtheHplasmaHproteomegHfromHassociationHtoHcausationVHCardiovascularc
DiabetologyTH2021THZXTHYYY 8.7 4

42 βverviewHofHtheHzesoU uHmodelHversionHbVaHandHitsHapplicationsH2018TH 4

41 oipolarHdisordersHinHtheHnrabHworldgHaHcriticalHreviewVHAnnalscofcthecNewcYorkcAcademycofcSciencesTH
2015THY_abTHbfUcc 6.5 3

40 oayesianHdecompositionHanalysisHofHbacterialHphylogenomicHprofilesVHMolecularcDiagnosiscandc
TherapyTH2005THbTHc_UdX 3

39 TropherymaHWhippleiHtenomeHatHtheHoeginningHofHtheHPostUtenomicHrraVHCurrentcGenomicsTH2005TH
cTHYfbUZXb 2.6 3

38 qefiningHtheHlandscapeHofHmetabolicHdysregulationsHinHcancerHmetastasisVVHClinicalcandcExperimentalc
MetastasisTH2021TH_fTH_ab 4.7 3

37 SpecificHzetabolicHzarkersHnreHnssociatedHwithHsutureHWaistUtainingHPhenotypeHinHWomenVHPLoSc
ONETH2016THYYTHeXYbdd__ 3.7 3

36 zetabolicHandHzetaboUplinicalHSignaturesHofHTZqTHβbesityTHRetinopathyHandHqyslipidemiaVHDiabetesTH
2021TH 0.9 3

35 vdentificationHofHgeneticHvariantsHcontrollingHR nHeditingHandHtheirHeffectHonHR nHstructureH
stabilizationVHEuropeancJournalcofcHumancGeneticsTH2020THZeTHYdb_UYdcZ 5.3 3

34 tenomeUwideHinvestigationHidentifiesHaHrareHcopyUnumberHvariantHburdenHassociatedHwithHhumanH
spinaHbifidaVHGeneticscincMedicineTH2021THZ_THYZYYUYZYe 8.1 3

33 SignalHTransducerHandHnctivatorHofHTranscriptionH_HPSTnT_QHSuppressesHSTnTYWvnterferonHSignalingH
PathwayHandHvnflammationHinHSenescentHPreadipocytesVHAntioxidantsTH2021THYXTH 7.1 3
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32 SystemsHbiologyHanalysisHofHhumanHgenomesHpointsHtoHkeyHpathwaysHconferringHspinaHbifidaHriskVVH
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaTH2021THYYeTH 11.5 3

31 qiagnosticHandHPrognosticHzetabolitesHvdentifiedHforHwointHSymptomsHinHtheHxβRnHPopulationVH
JournalcofcProteomecResearchTH2016THYbTHbbaUcZ 5.6 2

30 rpigeneticHscoresHforHtheHcirculatingHproteomeHasHtoolsHforHdiseaseHpredictionVVHELifeTH2022THYYTH 8.9 2

29  etworkUbasedHmetaboliteHratiosHforHanHimprovedHfunctionalHcharacterizationHofHgenomeUwideH
associationHstudyHresults 2

28 rpigeneticHscoresHforHtheHcirculatingHproteomeHasHtoolsHforHdiseaseHprediction 2

27 ProtezgHnHframeworkHforHtheHprioritisationHofHcandidateHcausalHgenesHatHmolecularHquantitativeH
traitHloci 2

26 RobustHuuberUynSSβHforHimprovedHpredictionHofHproteinTHmetaboliteHandHgeneHexpressionHlevelsH
relyingHonHindividualHgenotypeHdataVHBriefingscincBioinformaticsTH2021THZZTH 13.4 2

25 SalivaryHmetabolitesHassociatedHwithHaHbUyearHtoothHlossHidentifiedHinHaHpopulationUbasedHsettingVH
BMCcMedicineTH2021THYfTHYcY 11.4 2

24 nHgraphHbasedHmethodHforHdepictingHpopulationHcharacteristicsHusingHtenomeHWideHqataVHJournalcofc
ComputationalcScienceTH2016THYbTHYYUYd 3.4 1

23 zetaR nUSeqgHnnHvnteractiveHToolHtoHorowseHandHnnnotateHzetadataHfromHR nUSeqHStudiesVH
BioMedcResearchcInternationalTH2015THZXYbTH_YeXca 3 1

22 tenomeUWideHnssociationHStudiesHwithHzetabolomicsH2012THZcbUZdf 1

21 pharacterizationHofHmissingHvaluesHinHuntargetedHzSUbasedHmetabolomicsHdataHandHevaluationHofH
missingHdataHhandlingHstrategies 1

20 qefiningHtheHgeneticHcontrolHofHhumanHbloodHplasmaH UglycomeHusingHgenomeUwideHassociationHstudy 1

19 qeletionHofHbetaUfructofuranosidaseHPinvertaseQHgenesHisHassociatedHwithHsucroseHcontentHinHqateH
PalmHfruit 1

18 tenomeUwideHscanHidentifiesHnovelHgeneticHlociHregulatingHsalivaryHmetaboliteHlevels 1

17 rvidenceHofHRecombinationHSuppressionHolocksHonHtheHYHphromosomeHofHqateHPalmHPQVHFrontierscinc
PlantcScienceTH2021THYZTHc_afXY 6.2 1

16 ponnectingHtheHepigenomeTHmetabolomeHandHproteomeHforHaHdeeperHunderstandingHofHdiseaseVH
JournalcofcInternalcMedicineTH2021THZfXTHbZdUbae 10.8 1

15 PlasmaHProteomicsHofHRenalHsunctiongHnHTransUethnicHzetaUanalysisHandHzendelianHRandomizationH
StudyVHJournalcofcthecAmericancSocietycofcNephrology:cJASNTH2021TH 12.7 1

(2021-2021)
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14 QatarHtenomegHvnsightsHonHtenomicsHfromHtheHziddleHrast 1

13 nnalysisHofHincidentalHfindingsHinHQatarHgenomeHparticipantsHrevealsHnovelHfunctionalHvariantsHinH
yz nHandHqSPVVHHumancMolecularcGeneticsTH2022TH 5.6 1

12 zatchingHqrugHzetabolitesHfromH onUTargetedHzetabolomicsHtoHSelfUReportedHzedicationHinHtheH
QatarHoiobankHStudyVVHMetabolitesTH2022THYZTH 5.6 1

11 ndvancedHglycationHendHproductsHamongHpatientsHmaintainedHonHantipsychoticsVHInternationalc
ClinicalcPsychopharmacologyTH2017TH_ZTHZbcUZcY 2.2 0

10 pulvergHanHRHpackageHforHparallelHultraUrapidHpUvalueHcomputationHforHlinearHregressionHinteractionH
termsVHBMCcBioinformaticsTH2017THYeTHaZf 3.6 0

9 TheHProteomicHSignatureHofHRecombinantHtrowthHuormoneHinHRecreationalHnthletesVHJournalcofcthec
EndocrinecSocietyTH2021THbTHbvabYbc 0.4 0

8 ProteomeUwideHassociationsHwithHshortUHandHlongUtermHweightHlossHandHregainHafterHRouxUenUYH
gastricHbypassHsurgeryVHObesityTH2021TH_XTHYZf 8 0

7 TheHmetabolicHfootprintHofHcompromisedHinsulinHsensitivityHunderHfastingHandH
hyperinsulinemicUeuglycemicHclampHconditionsHinHanHnrabHpopulationVHScientificcReportsTH2020THYXTHYdYca 4.9 0

6 STXoPcTHreciprocallyHregulatedHwithHautophagyTHreducesHtripleHnegativeHbreastHcancerH
aggressivenessVHClinicalcandcTranslationalcMedicineTH2020THYXTHeYad 5.7 0

5 ProteomicHnnalysisHofHPlasmaHzarkersHinHPatientsHzaintainedHonHnntipsychoticsgHpomparisonHtoH
PatientsHβffHnntipsychoticsHandH ormalHpontrolsVVHFrontierscincPsychiatryTH2022THY_THeXfXdY 5 0

4 RatiosHofHncetaminophenHzetabolitesHvdentifyH ewHyociHofHPharmacogeneticHRelevanceHinHaH
tenomeUWideHnssociationHStudyVHMetabolitesTH2022THYZTHafc 5.6 0

3 qetectionHofHinfiltratingHfibroblastsHbyHsingleUcellHtranscriptomicsHinHhumanHkidneyHallograftsVHPLoSc
ONETH2022THYdTHeXZcddXa 3.7 0

2 qeepHsequencingHofHq nHfromHurineHofHkidneyHallograftHrecipientsHtoHestimateH
donorWrecipientUspecificHq nHfractionsVHPLoScONETH2021THYcTHeXZaff_X 3.7

1 βmicsHResourcesHandHnpplicationsHinHqateHPalmVHCompendiumcofcPlantcGenomesTH2021THd_Ue_ 0.8
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