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Transcriptome Analysis Reveals Genes Respond to Chlorophyll Deficiency in Green and Yellow Leaves

of Chrysanthemum morifolium Ramat. Horticulturae, 2022, 8, 14.

Genome-wide characterization of the UDP-glycosyltransferase gene family in upland cotton. 3 9.9 17
Biotech, 2019, 9, 453. )

Validation of reference genes for accurate normalization of gene expression with quantitative
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A cupin domain is involved in I+-amylase inhibitory activity. Plant Science, 2018, 277, 285-295.
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Small interfering <scp>RNA</[scp>s from bidirectional transcripts of <i>Ch<scp>MML<[scp>3_Al2<[i>
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Sequencing of allotetraploid cotton (Gossypium hirsutum L. acc. TM-1) provides a resource for fiber

improvement. Nature Biotechnology, 2015, 33, 531-537. 17.5 1,560

Genome-Wide Transcriptome Profiling Revealed Cotton Fuzz Fiber Development Having a Similar
Molecular Model as Arabidopsis Trichome. PLoS ONE, 2014, 9, e97313.

CarNAC2, a novel NAC transcription factor in chickpea (Cicer arietinum L.), is associated with
drought-response and various developmental processes in transgenic arabidopsis. Journal of Plant 2.1 24
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Genome-Wide Analysis of Small RNA and Novel MicroRNA Discovery during Fiber and Seed Initial
Development in Gossypium hirsutum. L. PLoS ONE, 2013, 8, e69743.

Effect of high desert surface layer temperature stress on Haloxylon ammodendron (C.A. Mey.) Bunge.
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Molecular cloning and characterization of an F-box family gene CarF-box1 from chickpea (Cicer) Tj ETQql 1 0.7843] 4 rgBT I(%\éerloch

Identification and characterization of a LEA family gene CarLEA4 from chickpea (Cicer arietinum L.). 9.3 17
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