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of Phytoremediation, 2017, 19, 805-812

Changes in photosynthetic carbon allocation in algal assemblages of Arctic sea ice with decreasing

nutrient concentrations and irradiance. Marine Ecology - Progress Series, 2000, 202, 1-11 26 28

In situ primary production in young Antarctic sea ice. Hydrobiologia, 2002, 470, 127-132

Bacteria in sea ice and underlying brackish water at 54[26[5"N (Baltic Sea, Kiel Bight). Marine

Ecology - Progress Series, 1997, 158, 23-40 2.6 24

The Seminavis robusta genome provides insights into the evolutionary adaptations of benthic
diatoms. Nature Communications, 2020, 11, 3320

Biotic interactions as drivers of algal origin and evolution. New Phytologist, 2017, 216, 670-681 98 18

Global discovery and characterization of small non-coding RNAs in marine microalgae. BMC
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