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j Paper IF Citations

147 yvidenceLofLimmunometabolicLdysregulationLandLairwayLdysbiosisLinLathletesLsusceptibleLtoL
respiratoryLillnessbbLEBioMedicineYL2022YLkmYLedhdfh 8.8 1

146 vacterialLSignaturesLofLPaediatricLRespiratoryLxiseasenLunL“ndividualLParticipantLxataL
MetaaunalysisbbLFrontierslinlMicrobiologyYL2021YLefYLkeeegh 5.7 0

145 ORMxLgLregulatesLpolyL“nwLinducedLinflammatoryLresponsesLinLairwayLepithelialLcellsbLBMCl
PulmonarylMedicineYL2021YLfeYLejk 3.5 1

144 YLdisruptionYLautosomalLhypomethylationLandLpoorLmaleLlungLcancerLsurvivalbLScientificlReportsYL
2021YLeeYLefhig 4.9 3

143 TheLfungalLairwayLmicrobiomeLinLcysticLfibrosisLandLnonacysticLfibrosisLbronchiectasisbLJournallofl
CysticlFibrosisYL2021YLfdYLfmiagdf 4.1 16

142
uLlargeascaleLgenomeawideLassociationLanalysisLofLlungLfunctionLinLtheLwhineseLpopulationL
identifiesLnovelLlociLandLhighlightsLsharedLgeneticLaetiologyLwithLobesitybLEuropeanlRespiratoryl
JournalYL2021YLilYL

13.6 2

141 uirwayLmicrobialLcommunitiesYLsmokingLandLasthmaLinLaLgeneralLpopulationLsamplebLEBioMedicineYL
2021YLkeYLedgigl 8.8 5

140 “ntegratedLgenomicsLpointLtoLimmuneLvulnerabilitiesLinLpleuralLmesotheliomabLScientificlReportsYL
2021YLeeYLemegl 4.9 0

139 ystimatingLcellatypeaspecificLxNuLmethylationLeffectsLinLheterogeneousLcellularLpopulationsbL
EpigenomicsYL2021YLegYLlkamk 4.4 2

138 PresenceLofLpleomorphicLfeaturesLbutLnotLgrowthLpatternsLimprovesLprognosticLstratificationLofL
epithelioidLmalignantLpleuralLmesotheliomaLbyLfatierLnuclearLgradebLHistopathologyYL2020YLkkYLhfgahgj 7.3 5

137 SharedLgeneticLandLexperimentalLlinksLbetweenLobesityarelatedLtraitsLandLasthmaLsubtypesLinLUKL
viobankbLJournalloflAllergylandlClinicallImmunologyYL2020YLehiYLigkaihm 11.5 70

136
UtilityLofLNuclearLGradingLSystemLinLypithelioidLMalignantLPleuralLMesotheliomaLinLviopsyaheavyL
SettingnLunLyxternalLValidationLStudyLofLijgLwasesbLAmericanlJournalloflSurgicallPathologyYL2020YL
hhYLghkagij

6.7 15

135 TheLundiagnosedLdiseaseLburdenLassociatedLwithLalphaaeLantitrypsinLdeficiencyLgenotypesbL
EuropeanlRespiratorylJournalYL2020YLijYL 13.6 10

134
MetabolomicYLtranscriptomicLandLgeneticLintegrativeLanalysisLrevealsLimportantLrolesLofLadenosineL
diphosphateLinLhaemostasisLandLplateletLactivationLinLnonasmallacellLlungLcancerbLMolecularl
OncologyYL2019YLegYLfhdjafhfe

7.9 10

133 “nhaledLcorticosteroidLsuppressionLofLcathelicidinLdrivesLdysbiosisLandLbacterialLinfectionLinLchronicL
obstructiveLpulmonaryLdiseasebLSciencelTranslationallMedicineYL2019YLeeYL 17.5 35

132 LongitudinalLdevelopmentLofLtheLairwayLmicrobiotaLinLinfantsLwithLcysticLfibrosisbLScientificlReportsYL
2019YLmYLiehg 4.9 11

131 uLHaemophilusLspbLdominatesLtheLmicrobiotaLofLsputumLfromLUKLadultsLwithLnonasevereL
communityLacquiredLpneumoniaLandLchronicLlungLdiseasebLScientificlReportsYL2019YLmYLfgll 4.9 5
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130 GenomeawideLinteractionLstudyLofLearlyalifeLsmokingLexposureLonLtimeatoaasthmaLonsetLinL
childhoodbLClinicallandlExperimentallAllergyYL2019YLhmYLeghfaegie 4.1 4

129 yGzLreceptorLTyGzRULinhibitionLpromotesLaLslowatwitchLoxidativeYLoverLaLfastatwitchYLmuscleL
phenotypebLScientificlReportsYL2019YLmYLmfel 4.9 4

128 ViralLrespiratoryLinfectionsLandLtheLoropharyngealLbacterialLmicrobiotaLinLacutelyLwheezingL
childrenbLPLoSlONEYL2019YLehYLedffgmmd 3.7 6

127 TheLORMxLgLusthmaLGeneLRegulatesL“wuMeLandLHasLMultipleLyffectsLonLwellularL“nflammationbL
AmericanlJournalloflRespiratorylandlCriticallCarelMedicineYL2019YLemmYLhklahll 10.2 45

126 xNuLmethylationLinLchildhoodLasthmanLanLepigenomeawideLmetaaanalysisbLLancetlRespiratoryl
MedicineytheYL2018YLjYLgkmagll 35.1 119

125 MultiancestryLassociationLstudyLidentifiesLnewLasthmaLriskLlociLthatLcolocalizeLwithLimmuneacellL
enhancerLmarksbLNaturelGeneticsYL2018YLidYLhfaig 36.3 246

124 RoleLofLairwayLglucoseLinLbacterialLinfectionsLinLpatientsLwithLchronicLobstructiveLpulmonaryL
diseasebLJournalloflAllergylandlClinicallImmunologyYL2018YLehfYLleialfgbej 11.5 42

123 NewLopportunitiesLforLmanagingLacuteLandLchronicLlungLinfectionsbLNaturelReviewslMicrobiologyYL
2018YLejYLeeeaefd 22.2 46

122 uLnovelLroleLforLciliaryLfunctionLinLatopynLuxGRVeLandLxNuHiLinteractionsbLJournalloflAllergylandl
ClinicallImmunologyYL2018YLeheYLejimaejjkbeee 11.5 6

121 MetalLworkerSsLlungnLspatialLassociationLwithbLThoraxYL2018YLkgYLeieaeij 7.3 11

120 wOPxLisLaccompaniedLbyLcoaordinatedLtranscriptionalLperturbationLinLtheLquadricepsLaffectingLtheL
mitochondriaLandLextracellularLmatrixbLScientificlReportsYL2018YLlYLefeji 4.9 17

119 womparisonLofLtheLupperLandLlowerLairwayLmicrobiotaLinLchildrenLwithLchronicLlungLdiseasesbLPLoSl
ONEYL2018YLegYLedfdeeij 3.7 13

118 worticosteroidLsuppressionLofLantiviralLimmunityLincreasesLbacterialLloadsLandLmucusLproductionLinL
wOPxLexacerbationsbLNaturelCommunicationsYL2018YLmYLfffm 17.4 100

117 ManipulationLofLdipeptidylpeptidaseLedLinLmouseLandLhumanLandLmodelsLindicatesLaLprotectiveLroleL
inLasthmabLDMMlDiseaselModelslandlMechanismsYL2018YLeeYL 4.1 6

116 WholeavloodLGeneLyxpressionLinLPulmonaryLNontuberculousLMycobacterialL“nfectionbLAmericanl
JournalloflRespiratorylCelllandlMolecularlBiologyYL2018YLilYLiedaiel 5.7 17

115 ProfilingLmycobacterialLcommunitiesLinLpulmonaryLnontuberculousLmycobacterialLdiseasebLPLoSl
ONEYL2018YLegYLedfdldel 3.7 7

114 TheLGeneticsLandLGenomicsLofLusthmabLAnnuallReviewloflGenomicslandlHumanlGeneticsYL2018YLemYLffgafhj9.7 20

113 unLepigenomeawideLassociationLstudyLofLtotalLserumL“gyLinLHispanicLchildrenbLJournalloflAllergylandl
ClinicallImmunologyYL2017YLehdYLikeaikk 11.5 41

(2017-2019)
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112 HostaMicrobialL“nteractionsLinL“diopathicLPulmonaryLzibrosisbLAmericanlJournalloflRespiratorylandl
CriticallCarelMedicineYL2017YLemiYLejhdaejid 10.2 114

111 whangesLinLtheLrespiratoryLmicrobiomeLduringLacuteLexacerbationsLofLidiopathicLpulmonaryLfibrosisbL
RespiratorylResearchYL2017YLelYLfm 7.3 108

110 NetworkaassistedLanalysisLofLGWuSLdataLidentifiesLaLfunctionallyarelevantLgeneLmoduleLforL
childhoodaonsetLasthmabLScientificlReportsYL2017YLkYLmgl 4.9 11

109
uddressingLunmetLneedsLinLunderstandingLasthmaLmechanismsnLzromLtheLyuropeanLusthmaL
ResearchLandL“nnovationLPartnershipLTyuR“PULWorkLPackageLTWPUfLcollaboratorsbLEuropeanl
RespiratorylJournalYL2017YLhmYL

13.6 31

108
uLmechanisticLtargetLofLrapamycinLcomplexLecfLTmTORweUcVauktLmurineLthymomaLviralLoncogeneL
homologLeLTuKTeUccathepsinLHLaxisLcontrolsLfilaggrinLexpressionLandLprocessingLinLskinYLaLnovelL
mechanismLforLskinLbarrierLdisruptionLinLpatientsLwithLatopicLdermatitisbLJournalloflAllergylandl
ClinicallImmunologyYL2017YLegmYLefflaefhe

11.5 20

107 TheLimpactLofLpersistentLbacterialLbronchitisLonLtheLpulmonaryLmicrobiomeLofLchildrenbLPLoSlONEYL
2017YLefYLedemddki 3.7 19

106 VitaminLxLlevelsLandLsusceptibilityLtoLasthmaYLelevatedLimmunoglobulinLyLlevelsYLandLatopicL
dermatitisnLuLMendelianLrandomizationLstudybLPLoSlMedicineYL2017YLehYLeeddffmh 11.6 47

105 ValidationLofLaLifageneLriskLprofileLforLoutcomeLpredictionLinLpatientsLwithLidiopathicLpulmonaryL
fibrosisnLanLinternationalYLmulticentreYLcohortLstudybLLancetlRespiratorylMedicineytheYL2017YLiYLlikaljl 35.1 59

104 vacterialLmicrobiotaLofLtheLupperLrespiratoryLtractLandLchildhoodLasthmabLJournalloflAllergylandl
ClinicallImmunologyYL2017YLegmYLlfjalghbeeg 11.5 117

103 PulmonaryLORMxLgLisLcriticalLforLinductionLofLulternariaainducedLallergicLairwaysLdiseasebLJournall
oflAllergylandlClinicallImmunologyYL2017YLegmYLehmjaeidkbeg 11.5 61

102 LongitudinalLassessmentLofLsputumLmicrobiomeLbyLsequencingLofLtheLejSLrRNuLgeneLinLnonacysticL
fibrosisLbronchiectasisLpatientsbLPLoSlONEYL2017YLefYLedekdjff 3.7 70

101 “dentificationLofLaLnewLlocusLatLejqefLassociatedLwithLtimeLtoLasthmaLonsetbLJournalloflAllergylandl
ClinicallImmunologyYL2016YLeglYLedkeaedld 11.5 21

100 uirwayLMicrobiotaLinLSevereLusthmaLandLRelationshipLtoLusthmaLSeverityLandLPhenotypesbLPLoSl
ONEYL2016YLeeYLedeifkfh 3.7 104

99 GlobalLgeneLregulationLduringLactivationLofLimmunoglobulinLclassLswitchingLinLhumanLvLcellsbL
ScientificlReportsYL2016YLjYLgkmll 4.9 15

98 xNuLmethylationLwithinLmelatoninLreceptorLeuLTMTNReuULmediatesLpaternallyLtransmittedLgeneticL
variantLeffectLonLasthmaLplusLrhinitisbLJournalloflAllergylandlClinicallImmunologyYL2016YLeglYLkhlakig 11.5 17

97 eQTLLmappingLidentifiesLinsertionaLandLdeletionaspecificLeQTLsLinLmultipleLtissuesbLNaturel
CommunicationsYL2015YLjYLjlfe 17.4 11

96 yffectsLofLdifferentLantibioticLclassesLonLairwayLbacteriaLinLstableLwOPxLusingLcultureLandLmolecularL
techniquesnLaLrandomisedLcontrolledLtrialbLThoraxYL2015YLkdYLmgdal 7.3 45

95 “mputationLofLK“RLTypesLfromLSNPLVariationLxatabLAmericanlJournalloflHumanlGeneticsYL2015YLmkYLimgajdk11 44
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94 xysbiosisLanticipatingLnecrotizingLenterocolitisLinLveryLprematureLinfantsbLClinicallInfectiousl
DiseasesYL2015YLjdYLglmamk 11.6 118

93 iGWuSnL“ntegrativeLGenomeaWideLussociationLStudiesLofLGeneticLandLGenomicLxataLforLxiseaseL
SusceptibilityLUsingLMediationLunalysisbLGeneticlEpidemiologyYL2015YLgmYLghkaij 2.6 32

92 LateaOnsetLvloodstreamL“nfectionLandLPerturbedLMaturationLofLtheLGastrointestinalLMicrobiotaLinL
PrematureL“nfantsbLPLoSlONEYL2015YLedYLedegfmfg 3.7 56

91 unLepigenomeawideLassociationLstudyLofLtotalLserumLimmunoglobulinLyLconcentrationbLNatureYL
2015YLifdYLjkdajkh 50.4 162

90 TheLroleLofLbacteriaLinLtheLpathogenesisLandLprogressionLofLidiopathicLpulmonaryLfibrosisbLAmericanl
JournalloflRespiratorylandlCriticallCarelMedicineYL2014YLemdYLmdjaeg 10.2 320

89 NovelLchildhoodLasthmaLgenesLinteractLwithLinLuteroLandLearlyalifeLtobaccoLsmokeLexposurebL
JournalloflAllergylandlClinicallImmunologyYL2014YLeggYLllial 11.5 36

88 zunctionalLanalysisLofLaLnovelLyNUainducedLPHxLfingerLeeLTPhfeeULmouseLmutantbLMammalianl
GenomeYL2014YLfiYLikgalf 3.2 6

87 ReagentLandLlaboratoryLcontaminationLcanLcriticallyLimpactLsequenceabasedLmicrobiomeLanalysesbL
BMClBiologyYL2014YLefYLlk 7.3 1745

86 GraspingLnettlesnLcellularLheterogeneityLandLotherLconfoundersLinLepigenomeawideLassociationL
studiesbLHumanlMolecularlGeneticsYL2014YLfgYLRlgal 5.6 36

85 PredictingLxNuLmethylationLlevelLacrossLhumanLtissuesbLNucleiclAcidslResearchYL2014YLhfYLgieiafl 20.1 81

84 zractionLofLexhaledLnitricLoxideLvaluesLinLchildhoodLareLassociatedLwithLekqeebfaqefLandLekqefaqfeL
variantsbLJournalloflAllergylandlClinicallImmunologyYL2014YLeghYLhjaii 11.5 27

83 uLfunctionalL“LajLreceptorLT“LjRULvariantLisLaLriskLfactorLforLpersistentLatopicLdermatitisbLJournallofl
AllergylandlClinicallImmunologyYL2013YLegfYLgkeak 11.5 65

82 MetaaanalysisLofLgenealevelLassociationsLforLrareLvariantsLbasedLonLsingleavariantLstatisticsbL
AmericanlJournalloflHumanlGeneticsYL2013YLmgYLfgjahl 11 49

81 SequencingLtheLhumanLmicrobiomeLinLhealthLandLdiseasebLHumanlMolecularlGeneticsYL2013YLffYLRllamh 5.6 89

80 GenomeawideLmetaaanalysisLidentifiesLeeLnewLlociLforLanthropometricLtraitsLandLprovidesLinsightsL
intoLgeneticLarchitecturebLNaturelGeneticsYL2013YLhiYLideaef 36.3 437

79 uLmolecularLcomparisonLofLmicrobialLcommunitiesLinLbronchiectasisLandLcysticLfibrosisbLEuropeanl
RespiratorylJournalYL2013YLheYLmmeag 13.6 12

78 OutgrowthLofLtheLbacterialLairwayLmicrobiomeLafterLrhinovirusLexacerbationLofLchronicLobstructiveL
pulmonaryLdiseasebLAmericanlJournalloflRespiratorylandlCriticallCarelMedicineYL2013YLellYLeffhage 10.2 262

77 uLcrossaplatformLanalysisLofLehYekkLexpressionLquantitativeLtraitLlociLderivedLfromLlymphoblastoidL
cellLlinesbLGenomelResearchYL2013YLfgYLkejafj 9.7 117

(2013-2015)
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76 uLgenomeawideLassociationLstudyLofLatopicLdermatitisLidentifiesLlociLwithLoverlappingLeffectsLonL
asthmaLandLpsoriasisbLHumanlMolecularlGeneticsYL2013YLffYLhlheaij 5.6 140

75 unalgesiaLandLcentralLsideaeffectsnLtwoLseparateLdimensionsLofLmorphineLresponsebLBritishlJournall
oflClinicallPharmacologyYL2013YLkiYLeghdaid 3.8 31

74 uLpolymorphismLaffectingLMYvLbindingLwithinLtheLpromoterLofLtheLPxwxhLgeneLisLassociatedLwithL
severeLasthmaLinLchildrenbLHumanlMutationYL2013YLghYLeegeam 4.7 16

73 SeventyafiveLgeneticLlociLinfluencingLtheLhumanLredLbloodLcellbLNatureYL2012YLhmfYLgjmaki 50.4 257

72 “mpactLofLcollectionLandLstorageLofLlungLtumorLtissueLonLwholeLgenomeLexpressionLprofilingbL
JournalloflMolecularlDiagnosticsYL2012YLehYLehdal 5.1 30

71 “mprovedLdetectionLofLbifidobacteriaLwithLoptimisedLejSLrRNuageneLbasedLpyrosequencingbLPLoSl
ONEYL2012YLkYLegfihg 3.7 143

70 TheLoriginYLglobalLdistributionYLandLfunctionalLimpactLofLtheLhumanLlpfgLinversionLpolymorphismbL
GenomelResearchYL2012YLffYLeehhaig 9.7 48

69 “ntegratingLpathwayLanalysisLandLgeneticsLofLgeneLexpressionLforLgenomeawideLassociationLstudyL
ofLbasalLcellLcarcinomabLHumanlGeneticsYL2012YLegeYLjeiafg 6.3 26

68 wopyLnumberLvariationLleadsLtoLconsiderableLdiversityLforLvLbutLnotLuLhaplotypesLofLtheLhumanLK“RL
genesLencodingLNKLcellLreceptorsbLGenomelResearchYL2012YLffYLelhiaih 9.7 127

67 SignificanceLofLtheLmicrobiomeLinLobstructiveLlungLdiseasebLThoraxYL2012YLjkYLhijajg 7.3 161

66 GeneticLandLgenomicLapproachesLtoLasthmanLnewLinsightsLforLtheLoriginsbLCurrentlOpinionlinl
PulmonarylMedicineYL2012YLelYLjaeg 3 75

65 GeneticLrisksLandLchildhoodaonsetLasthmabLJournalloflAllergylandlClinicallImmunologyYL2011YLeflYL
fjjakdoLquizLfkeaf 11.5 22

64 GeneaenvironmentLinteractionLinLchronicLdiseasenLaLyuropeanLScienceLzoundationLzorwardLLookbL
JournalloflAllergylandlClinicallImmunologyYL2011YLeflYLSfkahm 11.5 25

63 GenomeawideLassociationLstudyLidentifiesLlociLinfluencingLconcentrationsLofLliverLenzymesLinL
plasmabLNaturelGeneticsYL2011YLhgYLeegeal 36.3 415

62 GeneaenvironmentLinteractionsLinLchronicLinflammatoryLdiseasebLNaturelImmunologyYL2011YLefYLfkgak 19.1 124

61 GeneticsLofLcomplexLairwayLdiseasebLProceedingsloflthelAmericanlThoraciclSocietyYL2011YLlYLehmaig 19

60 yxposureLtoLenvironmentalLmicroorganismsLandLchildhoodLasthmabLNewlEnglandlJournallofl
MedicineYL2011YLgjhYLkdeam 59.2 1060

59 whromosomeLekqfeLSNPLandLsevereLasthmabLJournalloflHumanlGeneticsYL2011YLijYLmkal 4.3 40
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58 OpportunitiesLandLchallengesLinLtheLgeneticsLofLwOPxLfdednLanL“nternationalLwOPxLGeneticsL
wonferenceLreportbLCOPD:lJournalloflChroniclObstructivelPulmonarylDiseaseYL2011YLlYLefeagi 2 38

57 MetaaanalysisLofLfdLgenomeawideLlinkageLstudiesLevidencedLnewLregionsLlinkedLtoLasthmaLandL
atopybLEuropeanlJournalloflHumanlGeneticsYL2010YLelYLkddaj 5.3 44

56 PolymorphismsLofLPHzeeLandLxPPedLareLassociatedLwithLasthmaLandLrelatedLtraitsLinLaLwhineseL
populationbLRespirationYL2010YLkmYLekafh 3.7 19

55 uLgenomeawideLassociationLstudyLonLufricanaancestryLpopulationsLforLasthmabLJournalloflAllergyl
andlClinicallImmunologyYL2010YLefiYLggjaghjbeh 11.5 179

54 PxyeeuLassociationsLwithLasthmanLresultsLofLaLgenomeawideLassociationLscanbLJournalloflAllergylandl
ClinicallImmunologyYL2010YLefjYLlkealkgbem 11.5 39

53 VariantsLofLxyNNxevLassociatedLwithLasthmaLinLchildrenbLNewlEnglandlJournalloflMedicineYL2010YL
gjfYLgjahh 59.2 261

52 uLlargeascaleYLconsortiumabasedLgenomewideLassociationLstudyLofLasthmabLNewlEnglandlJournallofl
MedicineYL2010YLgjgYLefeeaeffe 59.2 1431

51 GeneLexpressionLinLskinLandLlymphoblastoidLcellsnLRefinedLstatisticalLmethodLrevealsLextensiveL
overlapLinLcisaeQTLLsignalsbLAmericanlJournalloflHumanlGeneticsYL2010YLlkYLkkmalm 11 144

50 xisorderedLmicrobialLcommunitiesLinLasthmaticLairwaysbLPLoSlONEYL2010YLiYLelikl 3.7 1085

49 xynamicLandLphysicalLclusteringLofLgeneLexpressionLduringLepidermalLbarrierLformationLinL
differentiatingLkeratinocytesbLPLoSlONEYL2009YLhYLekjie 3.7 23

48 GenomeawideLassociationLstudiesLinLtheLgeneticsLofLasthmabLCurrentlAllergylandlAsthmalReportsYL
2009YLmYLgam 5.6 19

47 MappingLcomplexLdiseaseLtraitsLwithLglobalLgeneLexpressionbLNaturelReviewslGeneticsYL2009YLedYLelhamh 30.1 658

46 GenomeawideLassociationLanalysisLidentifiesLPxyhxLasLanLasthmaasusceptibilityLgenebLAmericanl
JournalloflHumanlGeneticsYL2009YLlhYLileamg 11 264

45 yNULmutagenesisLasLaLtoolLforLunderstandingLlungLdevelopmentLandLdiseasebLBiochemicallSocietyl
TransactionsYL2009YLgkYLlglahf 5.1 10

44 GenomeawideLscanLonLtotalLserumL“gyLlevelsLidentifiesLzwyReuLasLnovelLsusceptibilityLlocusbLPLoSl
GeneticsYL2008YLhYLeedddejj 6 218

43 uLgenomeawideLassociationLstudyLofLglobalLgeneLexpressionbLNaturelGeneticsYL2007YLgmYLefdfak 36.3 801

42 zilaggrinLmutationsLinLchildrenLwithLsevereLatopicLdermatitisbLJournalloflInvestigativelDermatologyYL
2007YLefkYLejjkakf 4.3 160

41 GeneticLvariantsLregulatingLORMxLgLexpressionLcontributeLtoLtheLriskLofLchildhoodLasthmabLNatureYL
2007YLhhlYLhkdag 50.4 1201

(2007-2011)
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40 utopicLsensitizationLandLtheLinternationalLvariationLofLasthmaLsymptomLprevalenceLinLchildrenbL
AmericanlJournalloflRespiratorylandlCriticallCarelMedicineYL2007YLekjYLijiakh 10.2 223

39 GeneticLandLenvironmentalLeffectsLonLcomplexLtraitsLinLmicebLGeneticsYL2006YLekhYLmimalh 4 134

38 TheLgeneticsLofLatopicLdermatitisbLJournalloflAllergylandlClinicallImmunologyYL2006YLeelYLfhaghoLquizLgiaj 11.5 194

37 GeneticLvariationLinLtheLbetaLsubunitLofLtheLhighLaffinityL“gyLreceptorLandLatopyLandLasthmabLClinicall
andlExperimentallAllergyYL2006YLgjYLliiak 4.1 5

36 GenomeawideLgeneticLassociationLofLcomplexLtraitsLinLheterogeneousLstockLmicebLNaturelGeneticsYL
2006YLglYLlkmalk 36.3 442

35 “nvestigationLofLtheLchromosomeLekqfiLPSORSfLlocusLinLatopicLdermatitisbLJournalloflInvestigativel
DermatologyYL2006YLefjYLjdgaj 4.3 13

34 uLprotocolLforLhighathroughputLphenotypingYLsuitableLforLquantitativeLtraitLanalysisLinLmicebL
MammalianlGenomeYL2006YLekYLefmahj 3.2 88

33 ussociationLbetweenLaLcomplexLinsertioncdeletionLpolymorphismLinLNOxeLTwuRxhULandL
susceptibilityLtoLinflammatoryLbowelLdiseasebLHumanlMolecularlGeneticsYL2005YLehYLefhiaid 5.6 260

32 HaplotypesLandLasthmabLAmericanlJournalloflRespiratorylandlCriticallCarelMedicineYL2005YLekeYLedjjak 10.2 1

31 NOxeLvariationYLimmunoglobulinLyLandLasthmabLHumanlMolecularlGeneticsYL2005YLehYLmgiahe 5.6 219

30 TheLimmunogeneticsLofLasthmaLandLeczemanLaLnewLfocusLonLtheLepitheliumbLNaturelReviewsl
ImmunologyYL2004YLhYLmklall 36.5 309

29 LxLmappingLofLmaternallyLandLnonamaternallyLderivedLallelesLandLatopyLinLzcepsilonR“abetabLHumanl
MolecularlGeneticsYL2003YLefYLfikkali 5.6 40

28 venignLasbestosLpleuralLdiseasesbLCurrentlOpinionlinlPulmonarylMedicineYL2003YLmYLfjjake 3 46

27 uLnewLgeneLforLasthmanLwouldLyouLuxuMLandLyveLitsbLTrendslinlGeneticsYL2003YLemYLejmakf 8.5 23

26 PositionalLcloningLofLaLquantitativeLtraitLlocusLonLchromosomeLegqehLthatLinfluencesL
immunoglobulinLyLlevelsLandLasthmabLNaturelGeneticsYL2003YLghYLeleaj 36.3 263

25 PositionalLcloningLofLaLnovelLgeneLinfluencingLasthmaLfromLchromosomeLfqehbLNaturelGeneticsYL
2003YLgiYLfilajg 36.3 283

24 wompetingLfunctionsLencodedLinLtheLallergyaassociatedLzTcUepsilonR“betaLgenebLImmunityYL2003YLelYLjjiakh32.3 59

23 utopyYLrespiratoryLfunctionLandLHLuaxRLinLuboriginalLuustraliansbLHumanlMolecularlGeneticsYL2003YL
efYLjfiagd 5.6 5
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22 GeneticsLandLgenomicsLofLasthmaLandLallergicLdiseasesbLImmunologicallReviewsYL2002YLemdYLemiafdj 11.3 89

21 MerlinaarapidLanalysisLofLdenseLgeneticLmapsLusingLsparseLgeneLflowLtreesbLNaturelGeneticsYL2002YL
gdYLmkaede 36.3 2878

20 PositiveLassociationLtoL“gyLlevelsLandLaLphysicalLmapLofLtheLegqehLatopyLlocusbLEuropeanlJournallofl
HumanlGeneticsYL2002YLedYLfjjakd 5.3 25

19 uLdetailedLgeneticLmapLofLtheLchromosomeLkLbronchialLhyperaresponsivenessLlocusbLEuropeanl
JournalloflHumanlGeneticsYL2002YLedYLekkalf 5.3 16

18 GeneticLandLperinatalLriskLfactorsLforLasthmaLonsetLandLseveritynLaLreviewLandLtheoreticalLanalysisbL
EpidemiologiclReviewsYL2002YLfhYLekjalm 4.1 58

17 ullergyLtoLdermatophagoidesLinLaLgroupLofLSpanishLgypsiesnLgeneticLrestrictionsbLInternationall
ArchivesloflAllergylandlImmunologyYL2001YLefiYLfmkagdj 3.7 17

16 ullergyaassociatedLpolymorphismsLofLtheLzcLepsilonLR“LbetaLsubunitLdoLnotLimpactLitsLtwoL
amplificationLfunctionsbLJournalloflImmunologyYL2000YLejiYLgmekaff 5.3 53

15 uLgenomeawideLscreenLforLasthmaaassociatedLquantitativeLtraitLlociLinLaLmouseLmodelLofLallergicL
asthmabLHumanlMolecularlGeneticsYL1999YLlYLjdeai 5.6 59

14 TheLallianceLofLgenesLandLenvironmentLinLasthmaLandLallergybLNatureYL1999YLhdfYLviaee 50.4 249

13 GermlineLTwRauLrestrictionLofLimmunoglobulinLyLresponsesLtoLallergenbLImmunogeneticsYL1997YLhjYLffjagd3.2 42
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