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Characterization of the First SARS-CoV-2 Isolates from Aotearoa New Zealand as Part of a Rapid
Response to the COVID-19 Pandemic. Viruses, 2022, 14, 366.

Rapid Response to SARS-CoV-2 in Aotearoa New Zealand: Implementation of a Diagnostic Test and 3.3 4
Characterization of the First COVID-19 Cases in the South Island. Viruses, 2021, 13, 2222. ’
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Using compositional principal component analysis to describe childrena€™s gut microbiota in relation
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Substrate Use Prioritization by a Coculture of Five Species of Gut Bacteria Fed Mixtures of
Arabinoxylan, Xyloglucan, 12-Glucan, and Pectin. Applied and Environmental Microbiology, 2020, 86, .

Gut bacteria characteristic of the infant microbiota down-regulate inflammatory transcriptional

responses in HT-293€ cells. Anaerobe, 2020, 61, 102112. 21 8

Body composition of New Zealand European and Pacific women is associated with lower dietary fibre
intakRe and gut microbiota diversity. Proceedings of the Nutrition Society, 2020, 79, .

Ethnic diversity in infant gut microbiota is apparent before the introduction of complementary diets. 0.8 34
Gut Microbes, 2020, 11, 1362-1373. :

Compositional principal component analysis generates gut microbiota profiles that associate with
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Association between the faecal short-chain fatty acid propionate and infant sleep. European Journal
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Fecal Microbiotas of Indonesian and New Zealand Children Differ in Complexity and Bifidobacterial
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Oral bacteriome of HIVa€d a€infected children from Rio de Janeiro, Brazil: Nexta€generation DNA sequencing

analysis. Journal of Clinical Periodontology, 2019, 46, 1192-1204. 4.9 9

Predictors Linking Obesity and the Gut Microbiome (the PROMISE Study): Protocol and Recruitment
Strategy for a Cross-Sectional Study on Pathways That Affect the Gut Microbiome and Its Impact on
Obesity. JMIR Research Protocols, 2019, 8, e14529.

<i>tuf</i> Gene Sequence Variation in Bifidobacterium longum subsp. <i>infantis</i> Detected in the

Fecal Microbiota of Chinese Infants. Applied and Environmental Microbiology, 2018, 84, . 81 o

Bifidobacterium pseudolongum in the Ceca of Rats Fed Hi-Maize Starch Has Characteristics of a

Keystone Species in Bifidobacterial Blooms. Applied and Environmental Microbiology, 2018, 84, .

Mediation Analysis as a Means of Identifying Dietary Components That Differentially Affect the Fecal
Microbiota of Infants Weaned by Modified Baby-Led and Traditional Approaches. Applied and 3.1 35
Environmental Microbiology, 2018, 84, .
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SunGold Kiwifruit Supplementation of Individuals with Prediabetes Alters Gut Microbiota and

Improves Vitamin C Status, Anthropometric and Clinical Markers. Nutrients, 2018, 10, 895.

Analysis of 16S rRNA Gene Amplicon Sequences Using the QIIME Software Package. Methods in 0.9 61
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quantitative PCR using functional gene targets. Peer], 2017, 5, e3375.

Why Don't All Infants Have Bifidobacteria in Their Stool?. Frontiers in Microbiology, 2016, 7, 834. 3.5 36

Three-year follow-up of a randomised controlled trial to reduce excessive weight gain in the first
two years of life: protocol for the POI follow-up study. BMC Public Health, 2016, 16, 771.
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Nucleic Acid-based Methods to Assess the Composition and Function of the Bowel Microbiota.
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A new macrocyclic antibiotic, fidaxomicin (OPT-80), causes less alteration to the bowel microbiota of
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