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k Paper IF Citations

90 †rittedNtipNcapillaryNcolumnNwithNnegligibleNdeadNvolumeNfacilitatedNultrasensitiveNandNdeepN
proteomicsccNAnalyticakChimicakActaaN2022aNfgefaNhhnkfj 6.6 0

89 ZwitterbionicNMonolithbbasedNSpintipNxolumnNxoupledNwithNzvosepNOneNLiquidNxhromatographyNforN
αighbthroughputNProteomicNvnalysiscNJournalkofkChromatographykAaN2022aNikhfgg 4.5

88 MassNspectrometrybbasedNgangliosideNprofilingNprovidesNpotentialNinsightsNintoNvlzheimerUsNdiseaseN
developmentcNJournalkofkChromatographykAaN2022aNikhfnk 4.5 0

87 yynamicNcrotonylationNofNzwfNbyNTβPkeNensuresNaccurateNspindleNpositioningNinNmitosiscNNaturek
ChemicalkBiologyaN2021aNflaNfhfibfhgh 11.7 5

86 xombiningNMetabolicNvlkyneNLabelingNandNxlickNxhemistryNforNSecretomeNvnalysisNofN
SerumbxontainingNxonditionedNMediumâ� cNChinesekJournalkofkChemistryaN2021aNhnaNfmihbfmim 4.9 1

85 PhosphorylationbregulatedNαM–vfabPjhNinteractionNunveilsNtheNfunctionNofNαM–vfaNacidicNtailN
phosphorylationsNviaNsyntheticNproteinscNCellkChemicalkBiologyaN2021aNgmaNlggblhgcem 8.2 3

84 yissectingNtheNmultibomicsNatlasNofNtheNexosomesNreleasedNbyNhumanNlungNadenocarcinomaN
stemblikeNcellscNNpjkGenomickMedicineaN2021aNkaNim 6.2 1

83 StableNandNz–†bβnducedNTemporalNβnteractomeNProfilingNofNxwLNandNxwLwNαighlightsNTheirNSignalingN
xomplexNyiversitycNJournalkofkProteomekResearchaN2021aNgeaNhlenbhlfn 5.6 0

82 †eedbackNcontrolNofNPLKfNbyNvpolofNensuresNaccurateNchromosomeNsegregationcNCellkReportsaN2021aN
hkaNfenhih 10.6 2

81 MassNSpectrometrybwasedNProteinNxomplexNProfilingNinNTimeNandNSpacecNAnalyticalkChemistryaN2021aN
nhaNjnmbkfn 7.8 3

80 xaMKββ˛–bdrivenaNphosphatasebcheckedNpostsynapticNplasticityNviaNphaseNseparationcNCellkResearchaN
2021aNhfaNhlbjf 24.7 13

79
SynergisticNoptimizationNofNLiquidNxhromatographyNandNMassNSpectrometryNparametersNonNOrbitrapN
TribridNmassNspectrometerNforNhighNefficientNdatabdependentNproteomicscNJournalkofkMassk
SpectrometryaN2021aNjkaNeikjh

2.2 6

78 SpatialNproteomicsNforNunderstandingNtheNtissueNmicroenvironmentcNAnalystxkTheaN2021aNfikaNhlllbhlnm 5 5

77 vNrobustNandNscalableNactivebmatrixNdrivenNdigitalNmicrofluidicNplatformNbasedNonNprintedbcircuitN
boardNtechnologycNLabkonkAkChipaN2021aNgfaNfmmkbfmnk 7.2 5

76 SpatiotemporalNprofilingNofNcytosolicNsignalingNcomplexesNinNlivingNcellsNbyNselectiveNproximityN
proteomicscNNaturekCommunicationsaN2021aNfgaNlf 17.4 12

75 †ullyNβntegratedNandNMultiplexedNSampleNPreparationNTechnologyNforNSensitiveNβnteractomeN
ProfilingcNAnalyticalkChemistryaN2021aNnhaNhegkbhehi 7.8 3

74 xombinatoryNstrategyNusingNnanoscaleNproteomicsNandNmachineNlearningNforNTNcellNsubtypingNinN
peripheralNbloodNofNsingleNmultipleNmyelomaNpatientscNAnalyticakChimicakActaaN2021aNfflhaNhhmklg 6.6 2
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73 vutoProteomeNxhipNSystemNforN†ullyNvutomatedNandNβntegratedNProteomicsNSampleNPreparationN
andNPeptideN†ractionationcNAnalyticalkChemistryaN2020aNngaNmmnhbmnee 7.8 7

72 αighbThroughputNandNβntegratedNxhemicalNProteomicNvpproachNforNProfilingNPhosphotyrosineN
SignalingNxomplexescNAnalyticalkChemistryaN2020aNngaNmnhhbmnig 7.8 3

71 SpatialNproteomeNprofilingNbyNimmunohistochemistrybbasedNlaserNcaptureNmicrodissectionNandN
databindependentNacquisitionNproteomicscNAnalyticakChimicakActaaN2020aNffglaNfiebfim 6.6 10

70 xombinatoryNyatabβndependentNvcquisitionNandNParallelNReactionNMonitoringNMethodNforNyeepN
ProfilingNofN–angliosidescNAnalyticalkChemistryaN2020aNngaNfemhebfemhm 7.8 5

69 OPvbwasedNwifunctionalNLinkerNforNProteinNLabelingNandNProfilingcNBiochemistryaN2020aNjnaNfljbflm 3.2 2

68 xhimericNvntigenNReceptorNyesignedNtoNPreventNUbiquitinationNandNyownregulationNShowedN
yurableNvntitumorNzfficacycNImmunityaN2020aNjhaNijkbilecek 32.3 35

67 MultiomicNanalysisNofNaNdriedNsinglebdropNplasmaNsampleNusingNanNintegratedNmassNspectrometryN
approachcNAnalystxkTheaN2020aNfijaNkiifbkiik 5 0

66 βntegratedNproteomicsNsampleNpreparationNandNfractionationoNMethodNdevelopmentNandN
applicationscNTrACkykTrendskinkAnalyticalkChemistryaN2019aNfgeaNffjkkl 14.6 18

65 vN†ullyNβntegratedNSpintipbwasedNvpproachNforNSensitiveNandNQuantitativeNProfilingNofN
RegionbResolvedNinNVivoNwrainN–lycoproteomecNAnalyticalkChemistryaN2019aNnfaNnfmfbnfmn 7.8 9

64 zvolutionNofNNucleicNvcidNvptamersNxapableNofNSpecificallyNTargetingN–liomaNStemNxellsNviaN
xellbSzLzXcNAnalyticalkChemistryaN2019aNnfaNmelebmell 7.8 18

63 vnNintegratedNstrategyNforNhighbsensitiveNandNmultiblevelNglycoproteomeNanalysisNfromNlowN
microgramsNofNproteinNsamplescNJournalkofkChromatographykAaN2019aNfkeeaNikbji 4.5 8

62 TargetingNLβ†bmediatedNparacrineNinteractionNforNpancreaticNcancerNtherapyNandNmonitoringcNNatureaN
2019aNjknaNfhfbfhj 50.4 155

61 αighbThroughputNPhosphotyrosineNProteinNxomplexesNScreeningNbyNPhotoaffinitybzngineeredN
ProteinNScaffoldbwasedN†orwardbPhaseNProteinNvrraycNAnalyticalkChemistryaN2019aNnfaNfeegkbfeehg 7.8 2

60 SpatialbResolutionNxellNTypeNProteomeNProfilingNofNxancerNTissueNbyN†ullyNβntegratedNProteomicsN
TechnologycNAnalyticalkChemistryaN2018aNneaNjmlnbjmmk 7.8 20

59
αighNthroughputNandNaccurateNserumNproteomeNprofilingNbyNintegratedNsampleNpreparationN
technologyNandNsinglebrunNdataNindependentNmassNspectrometryNanalysiscNJournalkofkProteomicsaN
2018aNfliaNnbfk

3.9 40

58 MitosisbspecificNacetylationNtunesNRanNeffectorNbindingNforNchromosomeNsegregationcNJournalkofk
MolecularkCellkBiologyaN2018aNfeaNfmbhg 6.3 20

57 wrutonUsNtyrosineNkinaseNpotentiatesNvLKNsignalingNandNservesNasNaNpotentialNtherapeuticNtargetNofN
neuroblastomacNOncogeneaN2018aNhlaNkfmebkfni 9.2 15

56 vnNintegratedNstrategyNforNhighlyNsensitiveNphosphoproteomeNanalysisNfromNlowNmicrogramsNofN
proteinNsamplescNAnalystxkTheaN2018aNfihaNhknhbhlef 5 12

(2018-2020)
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55 vcetylationNofNvxvPiNregulatesNxxLfmbelicitedNbreastNcancerNcellNmigrationNandNinvasioncNJournalkofk
MolecularkCellkBiologyaN2018aNfeaNjjnbjlg 6.3 17

54 †astNquantitativeNurinaryNproteomicNprofilingNworkflowNforNbiomarkerNdiscoveryNinNkidneyNcancercN
ClinicalkProteomicsaN2018aNfjaNig 5 13

53 βntegratedNandNQuantitativeNProteomicNvpproachNforNxhartingNTemporalNandNzndogenousNProteinN
xomplexescNAnalyticalkChemistryaN2018aNneaNfgjlibfgjmh 7.8 12

52
PhotoaffinitybengineeredNproteinNscaffoldNforNsystematicallyNexploringNnativeNphosphotyrosineN
signalingNcomplexesNinNtumorNsamplescNProceedingskofkthekNationalkAcademykofkScienceskofkthek
UnitedkStateskofkAmericaaN2018aNffjaNzmmkhbzmmlg

11.5 7

51 MixedbmodeNionNexchangebbasedNintegratedNproteomicsNtechnologyNforNfastNandNdeepNplasmaN
proteomeNprofilingcNJournalkofkChromatographykAaN2018aNfjkiaNlkbmi 4.5 16

50 SαgNyomainsNasNvffinityNReagentsNforNPhosphotyrosineNProteinNznrichmentNandNProteomicNvnalysiscN
MethodskinkMolecularkBiologyaN2017aNfjjjaNhnjbiek 1.4 2

49
hybSβSPROToNvNsimpleNandNintegratedNspintipbbasedNproteinNdigestionNandNthreebdimensionalN
peptideNfractionationNtechnologyNforNdeepNproteomeNprofilingcNJournalkofkChromatographykAaN2017aN
finmaNgelbgfi

4.5 17

48 ProteomicNvnalysisNofNSecretedNProteinsNfromNxellNMicroenvironmentcNMethodskinkMolecularkBiologyaN
2017aNfkkgaNijbjm 1.4 4

47 yeepNMetaproteomicsNvpproachNforNtheNStudyNofNαumanNMicrobiomescNAnalyticalkChemistryaN2017aN
mnaNnielbnifj 7.8 54

46 KindlinbgNvssociationNwithNRhoN–yPbyissociationNβnhibitorNSuppressesNRacfNvctivationNandNPodocyteN
βnjurycNJournalkofkthekAmericankSocietykofkNephrology:kJASNaN2017aNgmaNhjijbhjkg 12.7 29

45 MSTiNkinaseNphosphorylatesNvxvPiNproteinNtoNorchestrateNapicalNmembraneNremodelingNduringN
gastricNacidNsecretioncNJournalkofkBiologicalkChemistryaN2017aNgngaNfkflibfkfml 5.4 12

44 †acileNsynthesisNofNcarboxymethylb˛†bcyclodextrinNconjugatedNmagneticNnanoparticlesNforNselectiveN
enrichmentNofNglycopeptidescNRapidkCommunicationskinkMasskSpectrometryaN2016aNheNSupplNfaNfnebj 2.2 8

43
MutationalNvnalysisNofN–lycogenNSynthaseNKinaseNh˛†NProteinNKinaseNTogetherNwithNKinomebWideN
windingNandNStabilityNStudiesNSuggestsNxontextbyependentNRecognitionNofNKinasesNbyNtheN
xhaperoneNαeatNShockNProteinNnecNMolecularkandkCellularkBiologyaN2016aNhkaNfeelbfm

4.8 8

42 βdentificationaNQuantificationaNandNSiteNLocalizationNofNProteinNPosttranslationalNModificationsNviaN
MassNSpectrometrybwasedNProteomicscNAdvanceskinkExperimentalkMedicinekandkBiologyaN2016aNnfnaNhijbhmg3.6 36

41 SimpleNandNβntegratedNSpintipbwasedNTechnologyNvppliedNforNyeepNProteomeNProfilingcNAnalyticalk
ChemistryaN2016aNmmaNimkiblf 7.8 74

40 PhosphorylationNofNPPfNRegulatorNSdsggNbyNPLKfNznsuresNvccurateNxhromosomeNSegregationcN
JournalkofkBiologicalkChemistryaN2016aNgnfaNgffghbgffhk 5.4 10

39
xombinatorialNproteomicNanalysisNofNintercellularNsignalingNappliedNtoNtheNxygmNTbcellNcostimulatoryN
receptorcNProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaaN2015aN
ffgaNzfjnibkeh

11.5 44

38 ProgressNandNvpplicationNofNLxbMSNTechnologiesNforNxharacterizingNProteinNPostNTranslationalN
ModificationscNChinesekJournalkofkAnalyticalkChemistryaN2015aNihaNfilnbfimn 1.6 2
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37 xore†lowoNaNcomputationalNplatformNforNintegrationaNanalysisNandNmodelingNofNcomplexNbiologicalN
datacNJournalkofkProteomicsaN2014aNfeeaNfklblh 3.9 8

36 zxploringNintercellularNsignalingNbyNproteomicNapproachescNProteomicsaN2014aNfiaNinmbjfg 4.8 13

35 TimebofbdaybNandNlightbdependentNexpressionNofNubiquitinNproteinNligaseNzhNcomponentNNbrecogninN
iNVUwRiWNinNtheNsuprachiasmaticNnucleusNcircadianNclockcNPLoSkONEaN2014aNnaNefehfeh 3.7 6

34
PhosphorylationNofNtheNwinaNvmphiphysinaNandNRSVfkfdfklNVwvRWNdomainNofNvxvPiNregulatesN
membraneNtubulationcNProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofk
AmericaaN2013aNffeaNffeghbm

11.5 19

33 RapidNandNsensitiveNMRMbbasedNmassNspectrometryNapproachNforNsystematicallyNexploringN
gangliosidebproteinNinteractionscNProteomicsaN2013aNfhaNfhhibm 4.8 8

32 SolubleN†LTfNbindsNlipidNmicrodomainsNinNpodocytesNtoNcontrolNcellNmorphologyNandNglomerularN
barrierNfunctioncNCellaN2012aNfjfaNhmibnn 56.2 115

31 SequencebspecificNrecognitionNofNaNPxLPxβdLNmotifNbyNanNankyrinNrepeatNtumblerNlockcNSciencek
SignalingaN2012aNjaNrahn 8.8 33

30 vNnovelNwholebcellNlysateNkinaseNassayNidentifiesNsubstratesNofNtheNphmNMvPKNinNdifferentiatingN
myoblastscNSkeletalkMuscleaN2012aNgaNj 5.1 30

29 vnNenhancedNchemicallyNdefinedNSβLvxNcultureNsystemNforNquantitativeNproteomicsNstudyNofNhumanN
embryonicNstemNcellscNProteomicsaN2011aNffaNieiebk 4.8 9

28 yevelopmentNofNaNmultiplexedNmicrofluidicNproteomicNreactorNandNitsNapplicationNforNstudyingN
proteinbproteinNinteractionscNAnalyticalkChemistryaN2011aNmhaNienjbfeg 7.8 32

27
RareNcellNproteomicNreactorNappliedNtoNstableNisotopeNlabelingNbyNaminoNacidsNinNcellNcultureN
VSβLvxWbbasedNquantitativeNproteomicsNstudyNofNhumanNembryonicNstemNcellNdifferentiationcN
MolecularkandkCellularkProteomicsaN2011aNfeaNMffeceeekln

7.6 50

26 UncoveringNtheNproteomeNresponseNofNtheNmasterNcircadianNclockNtoNlightNusingNanNvutoProteomeN
systemcNMolecularkandkCellularkProteomicsaN2011aNfeaNMffeceelgjg 7.6 24

25 vnalysisNofNtheNsubcellularNphosphoproteomeNusingNaNnovelNphosphoproteomicNreactorcNJournalkofk
ProteomekResearchaN2010aNnaNfglnbmm 5.6 25

24 vnalysisNofNlowbabundanceNproteinsNusingNtheNproteomicNreactorNwithNpαNfractionationcNTalantaaN
2010aNmeaNfjgkbhf 6.2 14

23 SelectiveNenrichmentNofNendogenousNpeptidesNbyNchemicallyNmodifiedNporousNnanoparticlesNforN
peptidomeNanalysiscNJournalkofkChromatographykAaN2009aNfgfkaNfglebm 4.5 56

22 ProteomicsoNfromNtechnologyNdevelopmentsNtoNbiologicalNapplicationscNAnalyticalkChemistryaN2009aN
mfaNijmjbnn 7.8 40

21 LargebscaleNphosphoproteomeNanalysisNofNhumanNliverNtissueNbyNenrichmentNandNfractionationNofN
phosphopeptidesNwithNstrongNanionNexchangeNchromatographycNProteomicsaN2008aNmaNfhikbkf 4.8 180

20 xhemicalNproteomicNstudyNofNisoprenoidNchainNinteractomeNwithNaNsyntheticNphotoaffinityNprobecN
ProteomicsaN2008aNmaNhenibfei 4.8 15

(2008-2014)

5



19 βmprovementNofNperformanceNinNlabelbfreeNquantitativeNproteomeNanalysisNwithNmonolithicN
electrosprayNionizationNemittercNJournalkofkSeparationkScienceaN2008aNhfaNgjmnbnl 3.4 12

18
TheNhighlyNselectiveNcaptureNofNphosphopeptidesNbyNzirconiumNphosphonatebmodifiedNmagneticN
nanoparticlesNforNphosphoproteomeNanalysiscNJournalkofkthekAmericankSocietykforkMasskSpectrometry
aN2008aNfnaNfflkbmk

3.5 61

17 yevelopmentNofNefficientNproteinNextractionNmethodsNforNshotgunNproteomeNanalysisNofN
formalinbfixedNtissuescNJournalkofkProteomekResearchaN2007aNkaNfehmbil 5.6 85

16 SelectiveNextractionNofNpeptidesNfromNhumanNplasmaNbyNhighlyNorderedNmesoporousNsilicaNparticlesN
forNpeptidomeNanalysiscNAngewandtekChemiekykInternationalkEditionaN2007aNikaNnkgbj 16.4 168

15 SelectiveNzxtractionNofNPeptidesNfromNαumanNPlasmaNbyNαighlyNOrderedNMesoporousNSilicaNParticlesN
forNPeptidomeNvnalysiscNAngewandtekChemieaN2007aNffnaNnmebnmh 3.6 27

14 αighlyNspecificNenrichmentNofNphosphopeptidesNbyNzirconiumNdioxideNnanoparticlesNforN
phosphoproteomeNanalysiscNElectrophoresisaN2007aNgmaNggefbfj 3.6 132

13 SeparationNofNbasicNandNacidicNcompoundsNbyNcapillaryNelectrochromatographyNusingNmonolithicN
silicaNcapillaryNcolumnsNwithNzwitterionicNstationaryNphasecNJournalkofkSeparationkScienceaN2007aNheaNmnfbn 3.4 23

12 SelectiveNextractionNofNpeptidesNinNacidicNhumanNplasmaNbyNporousNsilicaNnanoparticlesNforN
peptidomeNanalysisNwithNgbyNLxbMSdMScNJournalkofkSeparationkScienceaN2007aNheaNggeibn 3.4 32

11 vdvancesNinNchromatographicNtechniquesNandNmethodsNinNshotgunNproteomeNanalysiscNTrACkykTrendsk
inkAnalyticalkChemistryaN2007aNgkaNmebmi 14.6 44

10 vutomatedNinjectionNofNuncleanedNsamplesNusingNaNtenbportNswitchingNvalveNandNaNstrongN
cationbexchangeNtrapNcolumnNforNproteomeNanalysiscNJournalkofkChromatographykAaN2007aNfflfaNjkbkg 4.5 20

9 vutomationNofNnanoflowNliquidNchromatographybtandemNmassNspectrometryNforNproteomeNanalysisN
byNusingNaNstrongNcationNexchangeNtrapNcolumncNProteomicsaN2007aNlaNjgmbjhn 4.8 35

8 LargebporeNmesoporousNSwvbfjNsilicaNparticlesNwithNsubmicrometerNsizeNasNstationaryNphasesNforN
highbspeedNxzxNseparationcNElectrophoresisaN2006aNglaNligbm 3.6 47

7 αybridNsilicaNmonolithicNcolumnNforNcapillaryNelectrochromatographyNwithNenhancedNcathodicN
electroosmoticNflowcNElectrophoresisaN2006aNglaNigkkblg 3.6 30

6 wiologicalNfingerprintingNanalysisNofNtheNinteractomeNofNaNkinaseNinhibitorNinNhumanNplasmaNbyNaN
chemiproteomicNapproachcNJournalkofkChromatographykAaN2006aNffhiaNfhibig 4.5 14

5 UltrafastNenzymeNimmobilizationNoverNlargebporeNnanoscaleNmesoporousNsilicaNparticlescNChemicalk
CommunicationsaN2006aNfhggbi 5.8 107

4 xharacterizationNofNsmallbmoleculeâ��biomacromoleculeNinteractionsoN†romNsimpleNtoNcomplexcNTrACkyk
TrendskinkAnalyticalkChemistryaN2005aNgiaNmfebmgj 14.6 35

3 zlectrochromatographicNevaluationNofNaNsilicaNmonolithNcapillaryNcolumnNforNseparationNofNbasicN
pharmaceuticalscNElectrophoresisaN2005aNgkaNlnebl 3.6 47

2 xapillaryNelectrochromatographyNwithNaNneutralNmonolithicNcolumnNforNclassificationNofNanalytesNandN
determinationNofNbasicNdrugsNinNhumanNserumcNElectrophoresisaN2005aNgkaNhijgbn 3.6 36
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1 PreparationNofNmonolithicNsilicaNcolumnNwithNstrongNcationbexchangeNstationaryNphaseNforNcapillaryN
electrochromatographycNJournalkofkSeparationkScienceaN2005aNgmaNljfbk 3.4 48
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