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i Paper IF Citations

37 CompositionalRPropertiesRofRAlignmentsiRMathematicsninnComputernSciencegR2021gRmqgRrlu 0.5 2

36 SuperbubblesRasRanRempiricalRcharacteristicRofRdirectedRnetworksiRNetworknSciencegR2021gRugRpuhqt 2.9

35 SSShtestvRaRnovelRtestRforRdetectingRpositiveRselectionRonRRNARsecondaryRstructureiRBMCn
BioinformaticsgR2019gRnlgRmqm 3.6 7

34 SelectionRPressuresRonRRNARSequencesRandRStructuresiREvolutionarynBioinformaticsgR2019gRmqgRmmsruopomutsmumu1.9 5

33 flowEMMivRanRautomatedRmodelhbasedRclusteringRtoolRforRmicrobialRcytometricRdataiRBMCn
BioinformaticsgR2019gRnlgRrpo 3.6 10

32 ExpansionRofRgeneRclustersgRcircularRordersgRandRtheRshortestRHamiltonianRpathRproblemiRJournalnofn
MathematicalnBiologygR2018gRssgRomohopm 2 1

31 CMVvRvisualizationRforRRNARandRproteinRfamilyRmodelsRandRtheirRcomparisonsiRBioinformaticsgR2018gR
opgRnrsrhnrst 7.2 5

30 TemporalRorderingRofRsubstitutionsRinRRNARevolutionvRUncoveringRtheRstructuralRevolutionRofRtheR
HumanRAcceleratedRRegionRmiRJournalnofnTheoreticalnBiologygR2018gRpotgRmpohmql 2.3 7

29 CoordinateRsystemsRforRsupergenomesiRAlgorithmsnfornMolecularnBiologygR2018gRmogRmq 1.8 8

28 PartiallyRlocalRthreehwayRalignmentsRandRtheRsequenceRsignaturesRofRmitochondrialRgenomeR
rearrangementsiRAlgorithmsnfornMolecularnBiologygR2017gRmngRnn 1.8 5

27
microRNAhmnnRtargetRsitesRinRtheRhepatitisRCRvirusRRNARNSqBRcodingRregionRandRobRuntranslatedR
regionvRfunctionRinRreplicationRandRinfluenceRofRRNARsecondaryRstructureiRCellularnandnMolecularnLifen
SciencesgR2017gRspgRspshsrl

10.3 25

26 AccurateRannotationRofRproteinhcodingRgenesRinRmitochondrialRgenomesiRMolecularnPhylogeneticsn
andnEvolutiongR2017gRmlrgRnluhnmr 4.1 13

25 AlgebraicRDynamicRProgrammingRonRTreesiRAlgorithmsgR2017gRmlgRmoq 1.8 3

24 AlgebraicRdynamicRprogrammingRforRmultipleRcontexthfreeRgrammarsiRTheoreticalnComputernSciencegR
2016gRrougRumhmlu 1.1 6

23 RNAlienRhRUnsupervisedRRNARfamilyRmodelRconstructioniRNucleicnAcidsnResearchgR2016gRppgRtpoohpm 20.1 23

22 TowardsRaRcomprehensiveRpictureRofRalloacceptorRtRNARremoldingRinRmetazoanRmitochondrialR
genomesiRNucleicnAcidsnResearchgR2015gRpogRtlpphqr 20.1 16

21 PredictingRRNARoDRstructureRusingRaRcoarsehgrainRhelixhcenteredRmodeliRRnagR2015gRnmgRmmmlhnm 5.8 52
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20 AlgebraicRDynamicRProgrammingRoverRgeneralRdataRstructuresiRBMCnBioinformaticsgR2015gRmrRSupplR
mugRSn 3.6 10

19 RNARoDRModulesRinRGenomehWideRPredictionsRofRRNARnDRStructureiRPLoSnONEgR2015gRmlgRelmouull 3.7 8

18 ProductRGrammarsRforRAlignmentRandRFoldingiRIEEE/ACMnTransactionsnonnComputationalnBiologynandn
BioinformaticsgR2015gRmngRqlshmu 3 9

17 ProcessedRSmallRRNAsRinRArchaeaRandRBHBRElementsiRGenomicsnandnComputationalnBiologygR2015gRmgRmt 2

16 DynamicRProgrammingRforRSetRDataRTypesiRLecturenNotesninnComputernSciencegR2014gRqshrp 0.9 4

15 nDRmeetsRpGvRGhquadruplexesRinRRNARsecondaryRstructureRpredictioniRIEEE/ACMnTransactionsnonn
ComputationalnBiologynandnBioinformaticsgR2013gRmlgRtonhpp 3 31

14 AutomatedRidentificationRofRRNARoDRmodulesRwithRdiscriminativeRpowerRinRRNARstructuralR
alignmentsiRNucleicnAcidsnResearchgR2013gRpmgRuuuuhmlllu 20.1 11

13 ComputationalRdesignRofRRNAsRwithRcomplexRenergyRlandscapesiRBiopolymersgR2013gRuugRmmnphor 2.2 22

12 HowRtoRMultiplyRDynamicRProgrammingRAlgorithmsiRLecturenNotesninnComputernSciencegR2013gRtnhuo 0.9 3

11 DeepRsequencingRofRsmallRRNAsRconfirmsRanRannelidRaffinityRofRMyzostomidaiRMolecularn
PhylogeneticsnandnEvolutiongR2012gRrpgRmuthnlo 4.1 23

10 SneakingRaroundRconcatMapR2012gR 9

9 SneakingRaroundRconcatMapiRACMnSIGPLANnNoticesgR2012gRpsgRnmqhnnr 0.2 6

8 RNARFoldingRAlgorithmsRwithRGhQuadruplexesiRLecturenNotesninnComputernSciencegR2012gRpuhrl 0.9 6

7 ViennaRNARPackageRniliRAlgorithmsnfornMolecularnBiologygR2011gRrgRnr 1.8 2351

6 SemanticsRandRambiguityRofRstochasticRRNARfamilyRmodelsiRIEEE/ACMnTransactionsnonnComputationaln
BiologynandnBioinformaticsgR2011gRtgRpuuhqmr 3 12

5
NexthgenerationRsequencingRofRtheRChineseRhamsterRovaryRmicroRNARtranscriptomevRIdentificationgR
annotationRandRprofilingRofRmicroRNAsRasRtargetsRforRcellularRengineeringiRJournalnofnBiotechnologygR
2011gRmqogRrnhsq

3.7 95

4 AnimalRsnoRNAsRandRscaRNAsRwithRexceptionalRstructuresiRRNAnBiologygR2011gRtgRuothpr 4.8 27

3 ARfoldingRalgorithmRforRextendedRRNARsecondaryRstructuresiRBioinformaticsgR2011gRnsgRimnuhor 7.2 46
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2 DiscriminatoryRpowerRofRRNARfamilyRmodelsiRBioinformaticsgR2010gRnrgRipqohu 7.2 16

1 DiscoveringRBiomarkersRforRMyocardialRInfarctionRfromRSELDIhTOFRSpectraiRStudiesninnClassification,n
DatanAnalysis,nandnKnowledgenOrganizationgR2007gRqruhqsr 0.2 1
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