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solutions: From protein buffer capacity prediction to bioprocess applications. Biotechnology Journal, 3.5 23
2015, 10, 610-622.

Boosting antibody developability through rational sequence optimization. MAbs, 2015, 7, 505-515.

Subvisible (2-100 1%4m) Particle Analysis During Biotherapeutic Drug Product Development: Part 1,

Considerations and Strategy. Journal of Pharmaceutical Sciences, 2015, 104, 1899-1908. 3.3 64

Stability of buffer-free freeze-dried formulations: A feasibility study of a monoclonal antibody at high
protein concentrations. European Journal of Pharmaceutics and Biopharmaceutics, 2015, 97, 125-139.

Resolving power of dynamic light scattering for protein and polystyrene nanoparticles.

Pharmaceutical Development and Technology, 2015, 20, 84-89. 2.4 87

Buffer capacity of biologicsa€”from buffer salts to buffering by antibodies. Biotechnology Progress,
2013, 29, 480-492.

Viscosity measurements of antibody solutions by photon correlation sclaectroscopr: an indirect
aﬁproach a€“ limitations and applicability for high-concentration liquid protein solutions. 2.4 16
Pharmaceutical Development and Technology, 2013, 18, 963-970.

Biophysical Mechanisms of the Neutralization of Endotoxins by Lipopolyamines. The Open Biochemistry
Journal, 2013, 7, 82-93.

The electrokinetic potential of therapeutic proteins and its modulation: Impact on protein stability.

Colloids and Surfaces A: Physicochemical and Engineering Aspects, 2012, 415, 421-430. 47 16

Systematic Investigation of the Effect of Lyophilizate Collapse on Pharmaceutically Relevant Proteins,
Part 2: Stability During Storage at Elevated Temperatures. Journal of Pharmaceutical Sciences, 2012,
101, 2288-2306.

Strategies for the Assessment of Protein Aggregates in Pharmaceutical Biotech Product Development. 35 312
Pharmaceutical Research, 2011, 28, 920-933. :

A critical evaluation of self-interaction chromatography as a predictive tool for the assessment of
proteind€“protein interactions in protein formulation development: A case study of a therapeutic
monoclonal antibody. European Journal of Pharmaceutics and Biopharmaceutics, 2010, 75, 16-25.

Correlation of protein-protein interactions as assessed by affinity chromatogra(fhy with colloidal
protein stability: A case study with lysozyme. Pharmaceutical Development and Technology, 2010, 15, 2.4 30
421-430.

Insights into proteind€“polysorbate interactions analysed by means of isothermal titration and
differential scanning calorimetry. European Biophysics Journal, 2009, 38, 557-568.

A thermodynamic analysis of the binding interaction between polysorbate 20 and 80 with human
serum albumins and immunoglobulins: A contribution to understand colloidal protein stabilisation. 2.8 99
Biophysical Chemistry, 2009, 143, 70-78.

Lysozymea€lysozyme selfa€interactions as assessed by the osmotic second virial coefficient: Impact for

physical protein stabilization. Biotechnology Journal, 2009, 4, 1305-1319.

An Infrared Reflection-Absorption Spectroscopic (IRRAS) Study of the Interaction of Lipid A and

Lipopolysaccharide Re with Endotoxin-Binding Proteins. Medicinal Chemistry, 2009, 5, 535-542. L5 13



56

58

60

62

64

PATRICK GARIDEL

ARTICLE IF CITATIONS

A rapid, sensitive and economical assessment of monoclonal antibody conformational stability by

intrinsic tryptophan fluorescence spectroscopy. Biotechnology Journal, 2008, 3, 1201-1211.

Conformational analysis of protein secondary structure during spray-drying of antibody/mannitol

formulations. European Journal of Pharmaceutics and Biopharmaceutics, 2007, 65, 1-9. 4.3 22

Membranolytic Activity of Bile Salts: Influence of Biological Membrane Properties and Composition.
Molecules, 2007, 12, 2292-2326.

Hydrophobic interactions are the driving force for the binding of peptide mimotopes and
Staphylococcal protein A to recombinant human IgG1. European Biophysics Journal, 2007, 36, 647-660.

Structural organisation and phase behaviour of a stratum corneum lipid analogue: ceramide 3A.
Physical Chemistry Chemical Physics, 2006, 8, 2265.

Mechanisms of endotoxin neutralization by synthetic cationic compounds. Journal of Endotoxin

Research, 2006, 12, 261-277. 2:5 48

1,2-Dimyristoyl-sn-glycero-3-phosphoglycerol (DMPG) monolayers: influence of temperature, pH, ionic
strength and binding of alkaline earth cations. Chemistry and Physics of Lipids, 2005, 138, 50-59.

Divalent cations affect chain mobility and aggregate structure of lipopolysaccharide from
Salmonella minnesota reflected in a decrease of its biological activity. Biochimica Et Biophysica Acta - 2.6 81
Biomembranes, 2005, 1715, 122-131.

Thermodynamics of Demicellization of Mixed Micelles Composed of Sodium Oleate and Bile Salts.

Langmuir, 2004, 20, 320-328.

Thermodynamics of Lipid Organization and Domain Formation in Phospholipid Bilayers. Journal of

Liposome Research, 2000, 10, 131-158. 3.3 38



