30

papers

33

all docs

516710

2,051 16
citations h-index
33 33
docs citations times ranked

454955
30

g-index

3960

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Inflammasome signaling affects anxiety- and depressive-like behavior and gut microbiome composition.
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Divergent Relationships between Fecal Microbiota and Metabolome following Distinct
Antibiotic-Induced Disruptions. MSphere, 2017, 2, .
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Inbred Mouse Populations Exhibit Intergenerational Changes in Intestinal Microbiota Composition and
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