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m Paper IF Citations

143 xvolutionaryLprogrammingLasLaLplatformLforLinLsilicoLmetabolicLengineeringaLBMCeBioinformaticsYL
2005YLiYLfck 3.6 312

142 OptyluxmLanLopenZsourceLsoftwareLplatformLforLinLsilicoLmetabolicLengineeringaLBMCeSystemse
BiologyYL2010YLgYLgh 3.5 258

141
zalactoZoligosaccharidesLproductionLduringLlactoseLhydrolysisLbyLfreeLtspergillusLoryzaeL
˛†ZgalactosidaseLandLimmobilizedLonLmagneticLpolysiloxaneZpolyvinylLalcoholaLFoodeChemistryYL2009YL
ddhYLleZll

8.5 148

140 MxMOTxLforLstandardizedLgenomeZscaleLmetabolicLmodelLtestingaLNatureeBiotechnologyYL2020YLfkYLejeZeji44.5 121

139 ModelingLformalismsLinLSystemsLuiologyaLAMBeExpressYL2011YLdYLgh 4.1 107

138 ReconstructingLgenomeZscaleLmetabolicLmodelsLwithLmerlinaLNucleiceAcidseResearchYL2015YLgfYLfkllZldc 20.1 82

137 –nLSilicoLvonstraintZuasedLStrainLOptimizationLMethodsmLtheLQuestLforLOptimalLvellLyactoriesaL
MicrobiologyeandeMoleculareBiologyeReviewsYL2016YLkcYLghZij 13.2 81

136 NaturalLcomputationLmetaZheuristicsLforLtheLinLsilicoLoptimizationLofLmicrobialLstrainsaLBMCe
BioinformaticsYL2008YLlYLgll 3.6 75

135 NewLimprovedLmethodLforLfructooligosaccharidesLproductionLbyLtureobasidiumLpullulansaL
CarbohydrateePolymersYL2012YLklYLddjgZl 10.3 60

134 MetabolicLresponsesLtoLrecombinantLbioprocessesLinLxscherichiaLcoliaLJournaleofeBiotechnologyYL
2013YLdigYLfliZgck 3.7 59

133 RandomLsamplingLofLelementaryLfluxLmodesLinLlargeZscaleLmetabolicLnetworksaLBioinformaticsYL2012
YLekYLihdhZihed 7.2 53

132 –ntegrationLofLuiomassLyormulationsLofLzenomeZScaleLMetabolicLModelsLwithLxxperimentalLwataL
RevealsLUniversallyLxssentialLvofactorsLinLProkaryotesaLMetaboliceEngineeringYL2017YLflYLeccZeck 9.7 51

131 vomparisonLofLadsorptionLequilibriumLofLfructoseYLglucoseLandLsucroseLonLpotassiumLgelZtypeLandL
macroporousLsodiumLionZexchangeLresinsaLAnalyticaeChimicaeActaYL2009YLihgYLjdZi 6.6 49

130 MonitoringLofLfedZbatchLxaLcoliLfermentationsLwithLsoftwareLsensorsaLBioprocesseandeBiosystemse
EngineeringYL2009YLfeYLfkdZk 3.7 43

129 SystemsLbiologyLperspectivesLonLminimalLandLsimplerLcellsaLMicrobiologyeandeMoleculareBiologye
ReviewsYL2014YLjkYLgkjZhcl 13.2 42

128 ’ybridLdynamicLmodelingLofLxscherichiaLcoliLcentralLmetabolicLnetworkLcombiningL
MichaelisZMentenLandLapproximateLkineticLequationsaLBioSystemsYL2010YLdccYLdhcZj 1.9 40

127 wesignLandLapplicationLofLgenomeZscaleLreconstructedLmetabolicLmodelsaLMethodseineMoleculare
BiologyYL2008YLgdiYLgclZfd 1.4 40
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126 OnZlineLsimultaneousLmonitoringLofLglucoseLandLacetateLwithLy–tLduringLhighLcellLdensityL
fermentationLofLrecombinantLxaLcoliaLAnalyticaeChimicaeActaYL2002YLgieYLelfZfcg 6.6 40

125 OptimizationLofLfedZbatchLfermentationLprocessesLwithLbioZinspiredLalgorithmsaLExperteSystemse
WitheApplicationsYL2014YLgdYLedkiZedlh 7.8 39

124 VirtualLlaboratoriesLinLTbioUchemicalLengineeringLeducationaLEducationeforeChemicaleEngineersYL2010YL
hYLeeeZeej 2.4 38

123 RhodococcusLopacusLugmLaLpromisingLbacteriumLforLproductionLofLbiofuelsLandLbiobasedLchemicalsaL
AMBeExpressYL2016YLiYLfh 4.1 35

122 MethodsLforLautomatedLgenomeZscaleLmetabolicLmodelLreconstructionaLBiochemicaleSocietye
TransactionsYL2018YLgiYLlfdZlfi 5.1 33

121 zenomeZscaleLmodelingLofLyeastmLchronologyYLapplicationsLandLcriticalLperspectivesaLFEMSeYeaste
ResearchYL2017YLdjYL 3.1 33

120 –mprovingLtheLfluxLdistributionsLsimulatedLwithLgenomeZscaleLmetabolicLmodelsLofaLMetabolice
EngineeringeCommunicationsYL2016YLfYLdhfZdif 6.5 32

119 UVLspectrophotometryLmethodLforLtheLmonitoringLofLgalactoZoligosaccharidesLproductionaLFoode
ChemistryYL2009YLddfYLegiZehe 8.5 32

118 iOwlcjYLtheLfirstLgenomeZscaleLmetabolicLmodelLforLtheLmilkLyeastLΔluyveromycesLlactisaL
BiotechnologyeJournalYL2014YLlYLjjiZlc 5.6 31

117 vurrentLstateLandLchallengesLforLdynamicLmetabolicLmodelingaLCurrenteOpinioneineMicrobiologyYL
2016YLffYLljZdcg 7.9 30

116 MetaboliteLsecretionLinLmicroorganismsmLtheLtheoryLofLmetabolicLoverflowLputLtoLtheLtestaL
MetabolomicsYL2018YLdgYLgf 4.7 29

115 sNotemLaLworkbenchLforLbiomedicalLtextLminingaLJournaleofeBiomedicaleInformaticsYL2009YLgeYLjdcZec 10.2 28

114 MetabolicLfootprintLanalysisLofLrecombinantLxscherichiaLcoliLstrainsLduringLfedZbatchL
fermentationsaLMoleculareBioSystemsYL2011YLjYLkllZldc 27

113 StoichiometricLRepresentationLofLzeneZProteinZReactionLtssociationsLβeveragesLvonstraintZuasedL
tnalysisLfromLReactionLtoLzeneZβevelLPhenotypeLPredictionaLPLoSeComputationaleBiologyYL2016YLdeYLedcchdgc5 27

112 zenomeZscaleLbacterialLtranscriptionalLregulatoryLnetworksmLreconstructionLandLintegratedLanalysisL
withLmetabolicLmodelsaLBriefingseineBioinformaticsYL2014YLdhYLhleZidd 13.4 26

111 xxploringLtheLgapLbetweenLdynamicLandLconstraintZbasedLmodelsLofLmetabolismaLMetabolice
EngineeringYL2012YLdgYLddeZl 9.7 26

110 MemotemLtLcommunityLdrivenLeffortLtowardsLaLstandardizedLgenomeZscaleLmetabolicLmodelLtestLsuite 26

109 –mpactLofLtheLcultivationLstrategyLonLresveratrolLproductionLfromLglucoseLinLengineeredL
vorynebacteriumLglutamicumaLJournaleofeBiotechnologyYL2018YLeihYLjcZjh 3.7 24
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108 ’eterologousLproductionLofLresveratrolLinLbacterialLhostsmLcurrentLstatusLandLperspectivesaLWorlde
JournaleofeMicrobiologyeandeBiotechnologyYL2018YLfgYLdee 4.4 23

107
ModulationLofLtheLcentralLcarbonLmetabolismLofLvorynebacteriumLglutamicumLimprovesL
malonylZvotLavailabilityLandLincreasesLplantLpolyphenolLsynthesisaLBiotechnologyeande
BioengineeringYL2019YLddiYLdfkcZdfld

4.9 22

106 YeastLmetabolicLchassisLdesignsLforLdiverseLbiotechnologicalLproductsaLScientificeReportsYL2016YLiYLelilg 4.9 22

105 ModelingLtheLvontributionLofLtllostericLRegulationLforLyluxLvontrolLinLtheLventralLvarbonL
MetabolismLofLxaLcoliaLFrontierseineBioengineeringeandeBiotechnologyYL2015YLfYLdhg 5.8 21

104 xstimationLofLmultipleLbiomassLgrowthLratesLandLbiomassLconcentrationLinLaLclassLofLbioprocessesaL
BioprocesseandeBiosystemseEngineeringYL2003YLehYLflhZgci 3.7 19

103 vriticalLperspectiveLonLtheLconsequencesLofLtheLlimitedLavailabilityLofLkineticLdataLinLmetabolicL
dynamicLmodellingaLIETeSystemseBiologyYL2011YLhYLdhjZif 1.4 17

102 –dentificationLandLMicrobialLProductionLofLtheLRaspberryLPhenolLSalidrosideLthatL–sLtctiveLagainstL
’untingtonSsLwiseaseaLPlantePhysiologyYL2019YLdjlYLlilZlkh 6.6 17

101 –dentificationLofLmetabolicLengineeringLtargetsLthroughLanalysisLofLoptimalLandLsubZoptimalLroutesaL
PLoSeONEYL2013YLkYLeidigk 3.7 15

100 tLcomputationalLtoolLforLtheLsimulationLandLoptimizationLofLmicrobialLstrainsLaccountingL
integratedLmetabolicbregulatoryLinformationaLBioSystemsYL2011YLdcfYLgfhZgd 1.9 15

99 OptimizationLapproachesLforLtheLinLsilicoLdiscoveryLofLoptimalLtargetsLforLgeneL
overbunderexpressionaLJournaleofeComputationaleBiologyYL2012YLdlYLdceZdg 1.7 13

98 SelectionLofLxlementaryLModesLforLuioprocessLvontrolaLIFACePostprinteVolumeseIPPVeveInternationale
FederationeofeAutomaticeControlYL2010YLgfYLdhiZdid 13

97 tLvomparisonLofLtlgorithmsLforLtheLOptimizationLofLyermentationLProcesses 13

96 uac’uerrymLutvterialL’ostsLforLproductionLofLuioactiveLphenolicsLfromLbxRRYLfruitsaL
PhytochemistryeReviewsYL2018YLdjYLeldZfei 7.7 12

95 ReconstructionLofLaLgenomeZscaleLmetabolicLmodelLforLtctinobacillusLsuccinogenesLdfcZaLBMCe
SystemseBiologyYL2018YLdeYLid 3.5 12

94 zenomeZwideLmetabolicLTreZULannotationLofLΔluyveromycesLlactisaLBMCeGenomicsYL2012YLdfYLhdj 4.5 12

93 MetabolicLmodelsLandLgeneLessentialityLdataLrevealLessentialLandLconservedLmetabolismLinL
prokaryotesaLPLoSeComputationaleBiologyYL2018YLdgYLedccihhi 5 12

92
zenomeZwideLmetabolicLreZannotationLofLtshbyaLgossypiimLnewLinsightsLintoLitsLmetabolismL
throughLaLcomparativeLanalysisLwithLSaccharomycesLcerevisiaeLandLΔluyveromycesLlactisaLBMCe
GenomicsYL2014YLdhYLkdc

4.5 11

91 StateLandLspecificLgrowthLestimationLinLheterologousLproteinLproductionLbyLPichiaLpastorisaLAICHEe
JournalYL2012YLhkYLeliiZeljl 3.6 11
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90 ReZannotationLofLtheLgenomeLsequenceLofL’elicobacterLpyloriLeiilhaLJournaleofeIntegrativee
BioinformaticsYL2013YLdcYLiiZjk 3.8 11

89 –MPβxMxNTtT–ONLOyLtLSPxv–y–vLRtTxLvONTROββxRL–NLtLyxwZutTv’LxaLvOβ–LyxRMxNTtT–ONaL
IFACePostprinteVolumeseIPPVeveInternationaleFederationeofeAutomaticeControlYL2008YLgdYLdhhihZdhhjc 11

88 zenomeZWideLSemiZtutomatedLtnnotationLofLTransporterLSystemsaLIEEEvACMeTransactionseone
ComputationaleBiologyeandeBioinformaticsYL2017YLdgYLggfZghi 3 10

87 wietaryLSugarsLtnalysismLQuantificationLofLyructooligossacharidesLduringLyermentationLbyL’PβvZR–L
MethodaLFrontierseineNutritionYL2014YLdYLdd 6.2 10

86 SalmonellaLtyphimuriumLandLxscherichiaLcoliLdissimilaritymLvloselyLrelatedLbacteriaLwithLdistinctL
metabolicLprofilesaLBiotechnologyeProgressYL2015YLfdYLdedjZeh 2.8 10

85 tssessmentLofLphysiologicalLconditionsLinLxaLcoliLfermentationsLbyLepifluorescentLmicroscopyLandL
imageLanalysisaLBiotechnologyeProgressYL2009YLehYLkkeZld 2.8 10

84 xvolutionaryLtlgorithmsLforLOptimalLvontrolLinLyedZuatchLyermentationLProcessesaLLectureeNoteseine
ComputereScienceYL2004YLkgZlf 0.9 10

83 ReZannotationLofLtheLgenomeLsequenceLofL’elicobacterLpyloriLeiilhaLJournaleofeIntegrativee
BioinformaticsYL2013YLdcYLeff 3.8 10

82 ReconstructingL’ighZQualityLβargeZScaleLMetabolicLModelsLwithLmerlinaLMethodseineMoleculare
BiologyYL2018YLdjdiYLdZfi 1.4 10

81 tnLadsorptiveLbioprocessLforLproductionLandLrecoveryLofLresveratrolLwithLvorynebacteriumL
glutamicumaLJournaleofeChemicaleTechnologyeandeBiotechnologyYL2018YLlfYLdiidZdiik 3.5 10

80 wiscoveryLandLimplementationLofLaLnovelLpathwayLforLZbutanolLproductionLviaLeZoxoglutarateaL
BiotechnologyeforeBiofuelsYL2019YLdeYLefc 7.8 9

79 StringentLresponseLofLxscherichiaLcolimLrevisitingLtheLbibliomeLusingLliteratureLminingaLMicrobiale
InformaticseandeExperimentationYL2011YLdYLdg 9

78 uiowRmLSemanticLindexingLnetworksLforLbiomedicalLdocumentLretrievalaLExperteSystemseWithe
ApplicationsYL2010YLfjYLfgggZfghf 7.8 9

77 –nfluenceLofLtheLReltLtctivityLonLxaLcoliLMetabolismLbyLMetaboliteLProfilingLofLzlucoseZβimitedL
vhemostatLvulturesaLMetabolitesYL2012YLeYLjdjZfe 5.6 8

76 xvaluatingLevolutionaryLmultiobjectiveLalgorithmsLforLtheLinLsilicoLoptimizationLofLmutantLstrainsL
2008YL 8

75 wevelopmentLandLapplicationLofLefficientLpathwayLenumerationLalgorithmsLforLmetabolicL
engineeringLapplicationsaLComputereMethodseandeProgramseineBiomedicineYL2015YLddkYLdfgZgi 6.9 7

74 tLkineticLmodelLforLcurcuminLproductionLinLxscherichiaLcoliaLBioSystemsYL2014YLdehYLdiZed 1.9 7

73 tLStudyLofLtheLShortLandLβongZtermLRegulationLofLxaLcoliLMetabolicLPathwaysaLJournaleofeIntegrativee
BioinformaticsYL2011YLkYLdlhZecl 3.8 7
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72 –dentificationLofLminimalLmetabolicLpathwayLmodelsLconsistentLwithLphenotypicLdataaLJournaleofe
ProcesseControlYL2011YLedYLdgkfZdgle 3.9 7

71 tLwynamicalLModelLforLtheLyermentativeLProductionLofLyructooligosaccharidesaLComputereAidede
ChemicaleEngineeringYL2009YLdkejZdkfe 0.6 7

70 ReconstructionLofLtheLRegulatoryLNetworkLforLuacillusLsubtilisLandLReconciliationLwithLzeneL
xxpressionLwataaLFrontierseineMicrobiologyYL2016YLjYLejh 5.7 7

69 vomputingLandLtpplyingLttomicLRegulonsLtoLUnderstandLzeneLxxpressionLandLRegulationaL
FrontierseineMicrobiologyYL2016YLjYLdkdl 5.7 7

68 iwSfjeYLaLPhenotypicallyLReconciledLModelLforLtheLMetabolismLofLStrainLRiaLFrontierseine
MicrobiologyYL2019YLdcYLdekf 5.7 6

67 vuytmLphenotypeLpredictionLintegratingLmetabolicLmodelsLwithLconstraintsLderivedLfromL
experimentalLdataaLBMCeSystemseBiologyYL2014YLkYLdef 3.5 6

66 xvolutionaryLtlgorithmsLforLStaticLandLwynamicLOptimizationLofLyedZbatchLyermentationLProcessesL
2005YLekkZeld 6

65 MetaheuristicsLforLStrainLOptimizationLUsingLTranscriptionalL–nformationLxnrichedLMetabolicL
ModelsaLLectureeNoteseineComputereScienceYL2010YLechZedi 0.9 6

64 tLreviewLofLmethodsLforLtheLreconstructionLandLanalysisLofLintegratedLgenomeZscaleLmodelsLofL
metabolismLandLregulationaLBiochemicaleSocietyeTransactionsYL2020YLgkYLdkklZdlcf 5.1 6

63 zenomeZScaleLMetabolicLModelLofLtheL’umanLPathogenLmLtLPromisingLPlatformLforLwrugLTargetL
PredictionaLJournaleofeFungienBaselseSwitzerlandoYL2020YLiYL 5.6 6

62 ProductionLofLmannosylglycerateLinLSaccharomycesLcerevisiaeLbyLmetabolicLengineeringLandL
bioprocessLoptimizationaLMicrobialeCelleFactoriesYL2018YLdjYLdjk 6.4 6

61 MetabolicLengineeringLstrategiesLforLbutanolLproductionLinLxscherichiaLcoliaLBiotechnologyeande
BioengineeringYL2020YLddjYLehjdZehkj 4.9 5

60 ΔeyLvhallengesLinLwesigningLv’OLvhassisLPlatformsaLProcessesYL2020YLkYLigf 2.9 5

59 SemanticLannotationLofLbiologicalLconceptsLinterplayingLmicrobialLcellularLresponsesaLBMCe
BioinformaticsYL2011YLdeYLgic 3.6 5

58 wifferentialLxvolutionLforLtheLOfflineLandLOnlineLOptimizationLofLyedZuatchLyermentationL
ProcessesaLStudieseineComputationaleIntelligenceYL2008YLellZfdj 0.8 5

57 zenomeZwideLsequencingLandLmetabolicLannotationLofLPythiumLirregulareLvuSLglgakimL
understandingLxicosapentaenoicLacidLproductionaLBMCeBiotechnologyYL2019YLdlYLgd 3.5 4

56 vhallengesLinLintegratingLxscherichiaLcoliLmolecularLbiologyLdataaLBriefingseineBioinformaticsYL2011YL
deYLldZdcf 13.4 4

55 tnLintegratedLcomputationalLenvironmentLforLelementaryLmodesLanalysisLofLbiochemicalLnetworksaL
InternationaleJournaleofeDataeMiningeandeBioinformaticsYL2012YLiYLfkeZlh 0.5 4
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54 xstimationLofLbiomassLcompositionLfromLgenomicLandLtranscriptomicLinformationaLJournaleofe
IntegrativeeBioinformaticsYL2016YLdfYLekh 3.8 4

53 xvaluatingLxvolutionaryLtlgorithmsLandLwifferentialLxvolutionLforLtheLOnlineLOptimizationLofL
yermentationLProcessesL2007YLefiZegi 4

52 xnhancingLaceticLacidLandLhZhydroxymethylLfurfuralLtoleranceLofLvaLsaccharoperbutylacetonicumL
throughLadaptiveLlaboratoryLevolutionaLProcesseBiochemistryYL2021YLdcdYLdjlZdkl 4.8 4

51 SamPlerLZLaLnovelLmethodLforLselectingLparametersLforLgeneLfunctionalLannotationLroutinesaLBMCe
BioinformaticsYL2019YLecYLghg 3.6 3

50 tnLintegratedLframeworkLforLstrainLoptimizationL2013YL 3

49 MerlinmLMetabolicLModelsLReconstructionLusingLzenomeZScaleL–nformationVaLIFACePostprinteVolumese
IPPVeveInternationaleFederationeofeAutomaticeControlYL2010YLgfYLdecZdeh 3

48 ModellingLyedZuatchLyermentationLProcessesmLtnLtpproachLuasedLonLtrtificialLNeuralLNetworksaL
AdvanceseineSofteComputingYL2009YLfcZfl 3

47 xstimationLofLbiomassLcompositionLfromLgenomicLandLtranscriptomicLinformationaLJournaleofe
IntegrativeeBioinformaticsYL2016YLdfYLdZdg 3.8 3

46 tLvomparativeLProteomeLtnalysisLofL˛�tLMutantLvellsaLFrontierseineBioengineeringeandeBiotechnology
YL2016YLgYLjk 5.8 3

45 tnalyzingLandLwesigningLvellLyactoriesLwithLOptyluxaLMethodseineMoleculareBiologyYL2018YLdjdiYLfjZji 1.4 3

44 ModelZguidedLdevelopmentLofLanLevolutionarilyLstableLyeastLchassisaLMoleculareSystemseBiologyYL
2021YLdjYLedcehf 12.2 3

43 QuantitativeLphysiologyLandLelementalLcompositionLofLΔluyveromycesLlactisLvuSLefhlLduringL
growthLonLglucoseLatLdifferentLspecificLgrowthLratesaLAntonieeVaneLeeuwenhoekYL2018YLdddYLdkfZdlh 2.1 2

42 tLvomputationLToolLforLtheLxstimationLofLuiomassLvompositionLfromLzenomicLandLTranscriptomicL
–nformationaLAdvanceseineIntelligenteSystemseandeComputingYL2016YLdidZdil 0.4 2

41 tLnewLrepresentationLinLevolutionaryLalgorithmsLforLtheLoptimizationLofLbioprocesses 2

40
tpplicationLofLaLgenomeZscaleLmetabolicLmodelLtoLtheLinferenceLofLnutritionalLrequirementsLandL
metabolicLbottlenecksLduringLrecombinantLproteinLproductionLinLxscherichiaLcoliaLMicrobialeCelle
FactoriesYL2006YLhYLPhe

6.4 2

39
wxS–zNLOyLONZβ–NxLSTtTxLxST–MtTORSLyORLtLRxvOMu–NtNTLxaLvOβ–LyxwZutTv’L
yxRMxNTtT–ONaLIFACePostprinteVolumeseIPPVeveInternationaleFederationeofeAutomaticeControlYL2005YL
fkYLijZje

2

38 MicrobialL’ostsLasLaLPromisingLPlatformLforLPolyphenolLProductionL2019YLjdZdcf 2

37 YeastLmetabolomicsmLsampleLpreparationLforLaLzvbMSZbasedLanalysisaLMethodseineMoleculareBiologyYL
2014YLddheYLdljZecj 1.4 2

(2014-2016)
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36 xvolutionaryLtpproachesLforLStrainLOptimizationLUsingLwynamicLModelsLunderLaLMetabolicL
xngineeringLPerspectiveaLLectureeNoteseineComputereScienceYL2009YLdgcZdhd 0.9 2

35 ixvjkjdLQuercusLsuberLmodelmLtheLfirstLmultiZtissueLdielLcycleLgenomeZscaleLmetabolicLmodelLofLaL
woodyLtree 2

34 tLvomparativeLtnalysisLofLwynamicLModelsLofLtheLventralLvarbonLMetabolismLofLxscherichiaLcoliaL
IFACtPapersOnLineYL2016YLglYLejcZeji 0.7 2

33 wevelopmentLofLaLyrameworkLforLMetabolicLPathwayLtnalysisZwrivenLStrainLOptimizationLMethodsaL
InterdisciplinaryeSciencesseComputationaleLifeeSciencesYL2017YLlYLgiZhh 3.5 1

32 –dentificationLofLrobustLstrainLdesignsLviaLtandemLpyutbβMOMtLphenotypeLpredictionL2017YL 1

31 wevelopmentLofLanL–ntegratedLyrameworkLforLMinimalLvutLSetLxnumerationLinLvonstraintZuasedL
ModelsaLAdvanceseineIntelligenteSystemseandeComputingYL2016YLdlfZecd 0.4 1

30 vomparisonLofLpathwayLanalysisLandLconstraintZbasedLmethodsLforLcellLfactoryLdesignaLBMCe
BioinformaticsYL2019YLecYLfhc 3.6 1

29 TNtgOptyluxZZaLsoftwareLtoolLforLtheLanalysisLofLstrainLoptimizationLstrategiesaLBMCeResearche
NotesYL2013YLiYLdjh 2.3 1

28 xvolutionaryLcomputationLforLpredictingLoptimalLreactionLknockoutsLandLenzymeLmodulationL
strategiesL2013YL 1

27 zenomeLscaleLmetabolicLnetworkLreconstructionLofLtheLpathogenLxnterococcusLfaecalisaLIFACe
PostprinteVolumeseIPPVeveInternationaleFederationeofeAutomaticeControlYL2013YLgiYLdfdZdfi 1

26 tLSystematicLModelingLtpproachLtoLxlucidateLtheLTriggeringLofLtheLStringentLResponseLinL
RecombinantLxaLcoliLSystemsaLAdvanceseineIntelligenteandeSofteComputingYL2011YLfdfZfec 1

25 tLvriticalLReviewLonLModellingLyormalismsLandLSimulationLToolsLinLvomputationalLuiosystemsaL
LectureeNoteseineComputereScienceYL2009YLdcifZdcjc 0.9 1

24
OptimizationLofLcultureLconditionsLtoLimproveL’elicobacterLpyloriLgrowthLinL’amSsLyZdeLmediumLbyL
responseLsurfaceLmethodologyaLInternationaleJournaleofeImmunopathologyeandePharmacologyYL2012YL
ehYLlcdZl

3 1

23 βargeLScaleLwynamicLModelLReconstructionLforLtheLventralLvarbonLMetabolismLofLxscherichiaLcoliaL
LectureeNoteseineComputereScienceYL2009YLdcjlZdckf 0.9 1

22 tpplyingLaLMetabolicLyootprintingLtpproachLtoLvharacterizeLtheL–mpactLofLtheLRecombinantL
ProteinLProductionLinLxscherichiaLcoliaLAdvanceseineIntelligenteandeSofteComputingYL2010YLdlfZecc 1

21 OptimizationLofLuacterialLStrainsLwithLVariableZSizedLxvolutionaryLtlgorithmsL2007YL 1

20 xvaluatingLSimulatedLtnnealingLtlgorithmsLinLtheLOptimizationLofLuacterialLStrainsL2007YLgjfZgkg 1

19 wataL–ntegrationL–ssuesLinLtheLReconstructionLofLtheLzenomeZScaleLMetabolicLModelLofLZymomonasL
MobillisaLAdvanceseineSofteComputingYL2009YLleZdcd 1
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18 vomputationalLToolsLforLStrainLOptimizationLbyLTuningLtheLOptimalLβevelLofLzeneLxxpressionaL
AdvanceseineIntelligenteandeSofteComputingYL2012YLehdZehk 1

17 MappingLSalmonellaLtyphimuriumLpathwaysLusingLvLmetabolicLfluxLanalysisaLMetaboliceEngineeringYL
2019YLheYLfcfZfdg 9.7 1

16 tLstudyLofLtheLshortLandLlongZtermLregulationLofLxaLcoliLmetabolicLpathwaysaLJournaleofeIntegrativee
BioinformaticsYL2011YLkYLdkf 3.8 1

15 –nclusionLofLmaintenanceLenergyLimprovesLtheLintracellularLfluxLpredictionsLofLv’OaLPLoSe
ComputationaleBiologyYL2021YLdjYLedcclcee 5 0

14 TurnoverLwependentLPhenotypicLSimulationmLtLQuantitativeLvonstraintZuasedLSimulationLMethodL
ThatLtccommodatesLtllLMainLStrainLwesignLStrategiesaLACSeSyntheticeBiologyYL2019YLkYLljiZlkk 5.7

13 tLTextLMiningLtpproachLforLtheLxxtractionLofLΔineticL–nformationLfromLβiteratureaLAdvanceseine
IntelligenteSystemseandeComputingYL2015YLklZlk 0.4

12 tssignmentLofLNovelLyunctionsLtoL’elicobacterLpyloriLeiilhâ��sLzenomeaLAdvanceseineIntelligente
SystemseandeComputingYL2013YLelZfi 0.4

11 xxtractingLkineticLinformationLfromLliteratureLwithLΔineticRxaLJournaleofeIntegrativeeBioinformaticsYL
2015YLdeYLhiZik 3.8

10 xvaluatingLPathwayLxnumerationLtlgorithmsLinLMetabolicLxngineeringLvaseLStudiesaLAdvanceseine
IntelligenteSystemseandeComputingYL2014YLedhZeef 0.4

9
xvaluatingLtheLintegrationLofLproteomicLdataLforLtheLpredictionLofLintracellularLfluxesLafterL
knockoutLexperimentsaLIFACePostprinteVolumeseIPPVeveInternationaleFederationeofeAutomaticeControlYL
2010YLgfYLddgZddl

8
–dentificationLofLYieldLvoefficientsLinLanLxacoliLModelLâ��LtnLOptimalLxxperimentalLwesignLUsingL
zeneticLtlgorithmsaLIFACePostprinteVolumeseIPPVeveInternationaleFederationeofeAutomaticeControlYL
2004YLfjYLgfZgk

7
tnL–ntegratedLSystemLforLtdvancedLMonitoringLandLvontrolLofLyedZuatchLyermevtationsLofL
RecombinantLxaLcoliaLIFACePostprinteVolumeseIPPVeveInternationaleFederationeofeAutomaticeControlYL
2001YLfgYLfglZfhg
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