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j Paper IF Citations

149 RecoveryLofLxonformationalLxontinuumLfromLSinglebparticleLxryobzMLImagesoLOptimizationLofL
ManifoldzMLInformedLbyL–roundLTruthcLIEEEcTransactionsconcComputationalcImagingaL2022aLfbf 4.5 0

148 xontributionsLofLsinglebparticleLcryoelectronLmicroscopyLtowardLfightingLxOVIybfncLTrendscinc
BiochemicalcSciencesaL2021aL 10.3 1

147 InteractionLNetworksLofLRibosomalLzxpansionLSegmentsLinLüinetoplastidscLSubrCellularcBiochemistry
aL2021aLnkaLihhbije 5.5 1

146 NÅustLinLTimeNoLTheLRoleLofLxryobzlectronLMicroscopyLinLxombatingLRecentLPandemicscLBiochemistryaL
2021aLkeaLhiinbhijf 3.2 2

145 vLTimebResolvedLxryobzMLStudyLofLSaccharomycesLcerevisiaeLmeSLRibosomeLProteinLxompositionLinL
ResponseLtoLaLxhangeLinLxarbonLSourcecLProteomicsaL2021aLgfaLegeeefgj 4.8 3

144 vlexanderLSpirinâ��sLVisionLofLtheLRibosomeLasLaLThermalLRatchetLMachinecLBiochemistryclMoscowmaL
2021aLmkaLnfebnfg 2.9

143 vLglycanLgateLcontrolsLopeningLofLtheLSvRSbxoVbgLspikeLproteincLNaturecChemistryaL2021aLfhaLnkhbnkm 17.6 63

142 WhatLisLinLtheLblackLboxtLbLvLperspectiveLonLsoftwareLinLcryoelectronLmicroscopycLBiophysicalc
JournalaL2021aLfgeaLihelbihff 2.9

141 SymmetricLactivationLandLmodulationLofLtheLhumanLcalciumbsensingLreceptorccLProceedingscofcthec
NationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaaL2021aLffmaL 11.5 7

140 MechanismLofLligandLactivationLofLaLeukaryoticLcyclicLnucleotidebgatedLchannelcLNaturecStructuralc
andcMolecularcBiologyaL2020aLglaLkgjbkhi 17.6 22

139 StructureLofLhumanL–vwvLreceptorLinLanLinactiveLstatecLNatureaL2020aLjmiaLheibhen 50.4 32

138
PropagationLofLxonformationalLxoordinatesLvcrossLvngularLSpaceLinLMappingLtheLxontinuumLofL
StatesLfromLxryobzMLyataLbyLManifoldLzmbeddingcLJournalcofcChemicalcInformationcandcModelingaL
2020aLkeaLgimibginf

6.1 13

137 POLvRISoLPathLofLLeastLvctionLvnalysisLonLznergyLLandscapescLJournalcofcChemicalcInformationcandc
ModelingaL2020aLkeaLgjmfbgjne 6.1 4

136 RibosomebassociatedLvesiclesoLvLdynamicLsubcompartmentLofLtheLendoplasmicLreticulumLinL
secretoryLcellscLSciencecAdvancesaL2020aLkaLeaaynjlg 14.3 20

135 zscherichiaLcoliLNus–LLinksLtheLLeadLRibosomeLwithLtheLTranscriptionLzlongationLxomplexcLIScienceaL
2020aLghaLfefhjg 6.1 17

134 RetrievingLfunctionalLpathwaysLofLbiomoleculesLfromLsinglebparticleLsnapshotscLNaturec
CommunicationsaL2020aLffaLilhi 17.4 33

133 TheLstructuralLbasisLforLreleasebfactorLactivationLduringLtranslationLterminationLrevealedLbyL
timebresolvedLcryogenicLelectronLmicroscopycLNaturecCommunicationsaL2019aLfeaLgjln 17.4 25
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132 LateLstepsLinLbacterialLtranslationLinitiationLvisualizedLusingLtimebresolvedLcryobzMcLNatureaL2019aL
jleaLieebiei 50.4 48

131 NewLInsightsLintoLRibosomeLStructureLandL’unctioncLColdcSpringcHarborcPerspectivescincBiologyaL
2019aLffaL 10.2 24

130 StudyingLüineticsLbyLxountingLParticlesLinLTimebResolvedLxryobzMcLMicroscopycandcMicroanalysisaL
2019aLgjaLgbh 0.5 1

129 TheLIsraeliLacuteLparalysisLvirusLIRzSLcapturesLhostLribosomesLbyLmimickingLaLribosomalLstateLwithL
hybridLtRNvscLEMBOcJournalaL2019aLhmaLefegggk 13 8

128 RyanodineLReceptorLStructureLandL’unctionLinL—ealthLandLyiseasecLSubrCellularcBiochemistryaL2018aL
mlaLhgnbhjg 5.5 65

127 NewLOpportunitiesLxreatedLbyLSinglebParticleLxryobzMoLTheLMappingLofLxonformationalLSpacecL
BiochemistryaL2018aLjlaLmmm 3.2 21

126 TimebResolvedLxryobelectronLMicroscopyLUsingLaLMicrofluidicLxhipcLMethodscincMolecularcBiologyaL
2018aLflkiaLjnblf 1.4 24

125 IdentificationLofLionsLinLexperimentalLelectrostaticLpotentialLmapscLIUCrJaL2018aLjaLhljbhmf 4.7 14

124 xryobzMLshowsLstagesLofLinitialLcodonLselectionLonLtheLribosomeLbyLaabtRNvLinLternaryLcomplexL
withL–TPLandLtheL–TPasebdeficientLz’bTu—mivcLNucleiccAcidscResearchaL2018aLikaLjmkfbjmli 20.1 18

123 üeyLIntermediatesLinLRibosomeLRecyclingLVisualizedLbyLTimebResolvedLxryoelectronLMicroscopycL
journalcofchandcsurgerycAsianrPacificcvolumepcTheaL2018aLjfkbjgj 0.5

122 TheLprocessLofLmRNvâ��tRNvLtranslocationcLjournalcofchandcsurgerycAsianrPacificcvolumepcTheaL2018aLiejbifg0.5

121 StructureLofLtheLmeSLRibosomeLfromLSaccharomycesLcerevisiaeâ��tRNvbRibosomeLandL
SubunitbSubunitLInteractionscLjournalcofchandcsurgerycAsianrPacificcvolumepcTheaL2018aLgmkbgnn 0.5

120 TheLstructureLofLtheLmeSLribosomeLfromLTrypanosomaLcruziLrevealsLuniqueLrRNvLcomponentscL
journalcofchandcsurgerycAsianrPacificcvolumepcTheaL2018aLhmhbhmm 0.5

119 StructureLandLassemblyLmodelLforLtheLTrypanosomaLcruziLkeSLribosomalLsubunitcLjournalcofchandc
surgerycAsianrPacificcvolumepcTheaL2018aLjgkbjhf 0.5

118 vrchitectureLofLtheLProteinbxonductingLxhannelLvssociatedLwithLtheLTranslatingLmeSLRibosomecL
journalcofchandcsurgerycAsianrPacificcvolumepcTheaL2018aLglibgmj 0.5

117 zxplorationLofLparametersLinLcryobzMLleadingLtoLanLimprovedLdensityLmapLofLtheLzcLcoliLribosomecL
journalcofchandcsurgerycAsianrPacificcvolumepcTheaL2018aLigibihg 0.5

116 ’lexibleL’ittingLofLvtomicLStructuresLintoLzlectronLMicroscopyLMapsLUsingLMolecularLyynamicscL
journalcofchandcsurgerycAsianrPacificcvolumepcTheaL2018aLihhbiih 0.5

115
QuantitativeLxonnectionLbetweenLznsembleLThermodynamicsLandLSinglebMoleculeLüineticsoLvLxaseL
StudyLUsingLxryogenicLzlectronLMicroscopyLandLSinglebMoleculeL’luorescenceLResonanceLznergyL
TransferLInvestigationsLofLtheLRibosomecLjournalcofchandcsurgerycAsianrPacificcvolumepcTheaL2018aLilkbimn

0.5
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114 IncorporationLofLaminoacylbtRNvLintoLtheLribosomeLasLseenLbyLcryobelectronLmicroscopycLjournalcofc
handcsurgerycAsianrPacificcvolumepcTheaL2018aLhhnbhik 0.5

113 vLtwistedLtRNvLintermediateLsetsLtheLthresholdLforLdecodingcLjournalcofchandcsurgerycAsianrPacificc
volumepcTheaL2018aLhjnbhke 0.5

112 StructuralLcharacterizationLofLmRNvbtRNvLtranslocationLintermediatescLjournalcofchandcsurgeryc
AsianrPacificcvolumepcTheaL2018aLijebijj 0.5

111 xhannelLopeningLandLgatingLmechanismLinLvMPvbsubtypeLglutamateLreceptorscLjournalcofchandc
surgerycAsianrPacificcvolumepcTheaL2018aLjigbjjm 0.5 0

110 QuantitativeLxharacterizationLofLyomainLMotionsLinLMolecularLMachinescLjournalcofchandcsurgeryc
AsianrPacificcvolumepcTheaL2018aLjhgbjif 0.5

109 yomainLmovementsLofLelongationLfactorLez’gLandLtheLeukaryoticLmeSLribosomeLfacilitateLtRNvL
translocationcLjournalcofchandcsurgerycAsianrPacificcvolumepcTheaL2018aLhkfbhlg 0.5

108 TrajectoriesLofLtheLribosomeLasLaLwrownianLnanomachinecLjournalcofchandcsurgerycAsianrPacificc
volumepcTheaL2018aLikhbilj 0.5 0

107 TheLxryobzMLStructureLofLaLTranslationLInitiationLxomplexLfromLzscherichiaLcolicLjournalcofchandc
surgerycAsianrPacificcvolumepcTheaL2018aLhlhbhmg 0.5

106 yisentanglingLconformationalLstatesLofLmacromoleculesLinLhybzMLthroughLlikelihoodLoptimizationcL
journalcofchandcsurgerycAsianrPacificcvolumepcTheaL2018aLifhbifj 0.5

105 StructuralLwasisLforL–atingLandLvctivationLofLRyRfcLjournalcofchandcsurgerycAsianrPacificcvolumepcTheaL
2018aLinlbjfj 0.5

104 —ighbresolutionLcryobelectronLmicroscopyLstructureLofLtheLTrypanosomaLbruceiLribosomecLjournalcofc
handcsurgerycAsianrPacificcvolumepcTheaL2018aLijkbikg 0.5

103 vctivationLofL–TPLhydrolysisLinLmRNvbtRNvLtranslocationLbyLelongationLfactorL–cLjournalcofchandc
surgerycAsianrPacificcvolumepcTheaL2018aLinebink 0.5

102 LockingLandLUnlockingLofLRibosomalLMotionscLjournalcofchandcsurgerycAsianrPacificcvolumepcTheaL
2018aLhilbhjm 0.5

101 zinzelpartikelbRekonstruktionLbiologischerLMolekˆ…leLâ��L–eschichteLinLeinerLProbeLTNobelbvufsatzUcL
AngewandtecChemieaL2018aLfheaLfennebffeek 3.6

100 SinglebParticleLReconstructionLofLwiologicalLMoleculesbStoryLinLaLSampleLTNobelLLectureUcL
AngewandtecChemiecrcInternationalcEditionaL2018aLjlaLfemgkbfemif 16.4 24

99 StructureLandLactivityLofLlipidLbilayerLwithinLaLmembranebproteinLtransportercLProceedingscofcthec
NationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaaL2018aLffjaLfgnmjbfgnne 11.5 80

98 xriticalLRoleLforLSaccharomycesLcerevisiaeLvscfpLinLTranslationalLInitiationLatLzlevatedL
TemperaturescLProteomicsaL2018aLfmaLefmeegem 4.8 1

97 ThreebyimensionalLvnalysisLofLMitochondrialLxristaLUltrastructureLinLaLPatientLwithLLeighLSyndromeL
byLInLSituLxryoelectronLTomographycLIScienceaL2018aLkaLmhbnf 6.1 36
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96 QuantitativeLxharacterizationLofLyomainLMotionsLinLMolecularLMachinescLJournalcofcPhysicalc
ChemistrycBaL2017aLfgfaLhlilbhljk 3.4 8

95 vL’astLandLzffectiveLMicrofluidicLSprayingbPlungingLMethodLforL—ighbResolutionLSinglebParticleL
xryobzMcLStructureaL2017aLgjaLkkhbkleceh 5.2 77

94 NmdhLisLaLstructuralLmimicLofLeI’jvaLandLactivatesLtheLcp–TPaseLLsgfLduringLkeSLribosomeL
biogenesiscLEMBOcJournalaL2017aLhkaLmjibmkm 13 46

93 TheLtranslationLelongationLcyclebcapturingLmultipleLstatesLbyLcryobelectronLmicroscopycL
PhilosophicalcTransactionscofcthecRoyalcSocietycB:cBiologicalcSciencesaL2017aLhlgaL 5.8 17

92 StructuralLwasesLofLyesensitizationLinLvMPvLReceptorbvuxiliaryLSubunitLxomplexescLNeuronaL2017aL
niaLjknbjmecej 13.9 56

91 TimebresolvedLcryobelectronLmicroscopyoLRecentLprogresscLJournalcofcStructuralcBiologyaL2017aLgeeaLhehbhek3.4 68

90 vdvancesLinLtheLfieldLofLsinglebparticleLcryobelectronLmicroscopyLoverLtheLlastLdecadecLNaturec
ProtocolsaL2017aLfgaLgenbgfg 18.8 96

89 xhannelLopeningLandLgatingLmechanismLinLvMPvbsubtypeLglutamateLreceptorscLNatureaL2017aLjinaLkebkj50.4 125

88 yeterminationLofLtheLribosomeLstructureLtoLaLresolutionLofLgcjLˆ�LbyLsinglebparticleLcryobzMcLProteinc
ScienceaL2017aLgkaLmgbng 6.3 23

87 TheLmechanismLofLtranslationcLFvuuuResearchaL2017aLkaLfnm 3.6 9

86 StructureLofLtheLSTRvkLreceptorLforLretinolLuptakecLScienceaL2016aLhjhaL 33.3 73

85 StructuralLwasisLforL–atingLandLvctivationLofLRyRfcLCellaL2016aLfklaLfijbfjlcefl 56.2 204

84 üeyLIntermediatesLinLRibosomeLRecyclingLVisualizedLbyLTimebResolvedLxryoelectronLMicroscopycL
StructureaL2016aLgiaLgengbgfef 5.2 52

83 zlucidationLofLvMPvLreceptorbstargazinLcomplexesLbyLcryobelectronLmicroscopycLScienceaL2016aLhjhaLmhbk33.3 89

82 –eneralizedLsinglebparticleLcryobzMbbaLhistoricalLperspectivecLMicroscopyclOxfordpcEnglandmaL2016aL
kjaLhbm 1.3 31

81 TwoLpromisingLfutureLdevelopmentsLofLcryobzMoLcapturingLshortblivedLstatesLandLmappingLaL
continuumLofLstatesLofLaLmacromoleculecLMicroscopyclOxfordpcEnglandmaL2016aLkjaLknbln 1.3 30

80 xontinuousLchangesLinLstructureLmappedLbyLmanifoldLembeddingLofLsinglebparticleLdataLinLcryobzMcL
MethodsaL2016aLfeeaLkfbl 4.6 114

79 WhitherLRibosomeLStructureLandLyynamicsLResearchtLTvLPerspectiveUcLJournalcofcMolecularcBiologyaL
2016aLigmaLhjkjbn 6.5 10

(2016-2017)
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78 StructureLandLassemblyLmodelLforLtheLTrypanosomaLcruziLkeSLribosomalLsubunitcLProceedingscofcthec
NationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaaL2016aLffhaLfgflibfgfln 11.5 48

77 xT’LxhallengeoLResultLsummarycLJournalcofcStructuralcBiologyaL2015aLfneaLhimbjn 3.4 29

76 zfficientLestimationLofLthreebdimensionalLcovarianceLandLitsLapplicationLinLtheLanalysisLofL
heterogeneousLsamplesLinLcryobelectronLmicroscopycLStructureaL2015aLghaLffgnbhl 5.2 24

75
QuantitativeLxonnectionLbetweenLznsembleLThermodynamicsLandLSinglebMoleculeLüineticsoLvLxaseL
StudyLUsingLxryogenicLzlectronLMicroscopyLandLSinglebMoleculeL’luorescenceLResonanceLznergyL
TransferLInvestigationsLofLtheLRibosomecLJournalcofcPhysicalcChemistrycBaL2015aLffnaLfemmmbfenef

3.4 9

74 StructureLofLmammalianLeI’hLinLtheLcontextLofLtheLihSLpreinitiationLcomplexcLNatureaL2015aLjgjaLinfbj 50.4 142

73 StructureLofLaLmammalianLryanodineLreceptorcLNatureaL2015aLjflaLiibn 50.4 276

72 StructuralLdynamicsLofLribosomeLsubunitLassociationLstudiedLbyLmixingbsprayingLtimebresolvedL
cryogenicLelectronLmicroscopycLStructureaL2015aLghaLfenlbfej 5.2 60

71 vctivationLofL–TPLhydrolysisLinLmRNvbtRNvLtranslocationLbyLelongationLfactorL–cLSciencecAdvancesaL
2015aLfaL 14.3 40

70 yynamicalLfeaturesLofLtheLPlasmodiumLfalciparumLribosomeLduringLtranslationcLNucleiccAcidsc
ResearchaL2015aLihaLfejfjbgi 20.1 38

69 TheLvwxb’LproteinLzttvLgatesLribosomeLentryLintoLtheLtranslationLelongationLcyclecLNaturec
StructuralcandcMolecularcBiologyaL2014aLgfaLfihbjf 17.6 77

68 zttvLregulatesLtranslationLbyLbindingLtheLribosomalLzLsiteLandLrestrictingLribosomebtRNvLdynamicscL
NaturecStructuralcandcMolecularcBiologyaL2014aLgfaLfjgbn 17.6 61

67 ParticleLmigrationLanalysisLinLiterativeLclassificationLofLcryobzMLsinglebparticleLdatacLJournalcofc
StructuralcBiologyaL2014aLfmmaLgklblh 3.4 8

66 TrajectoriesLofLtheLribosomeLasLaLwrownianLnanomachinecLProceedingscofcthecNationalcAcademycofc
SciencescofcthecUnitedcStatescofcAmericaaL2014aLfffaLflingbl 11.5 160

65 vutomatedLparticleLpickingLforLlowbcontrastLmacromoleculesLinLcryobelectronLmicroscopycLJournalc
ofcStructuralcBiologyaL2014aLfmkaLfbl 3.4 36

64 —epatitisbxbvirusblikeLinternalLribosomeLentryLsitesLdisplaceLeI’hLtoLgainLaccessLtoLtheLieSLsubunitcL
NatureaL2013aLjehaLjhnbih 50.4 133

63 —ighbresolutionLcryobelectronLmicroscopyLstructureLofLtheLTrypanosomaLbruceiLribosomecLNatureaL
2013aLiniaLhmjbn 50.4 102

62 StoryLinLaLsamplebtheLpotentialLTandLlimitationsULofLcryobelectronLmicroscopyLappliedLtoLmolecularL
machinescLBiopolymersaL2013aLnnaLmhgbk 2.2 18

61 IntermediateLstatesLduringLmRNvbtRNvLtranslocationcLCurrentcOpinioncincStructuralcBiologyaL2012aL
ggaLllmbmj 8.1 26
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60 IntegrityLofLtheLPbsiteLisLprobedLduringLmaturationLofLtheLkeSLribosomalLsubunitcLJournalcofcCellc
BiologyaL2012aLfnlaLlilbjn 7.3 62

59 StructuralLcharacterizationLofLmRNvbtRNvLtranslocationLintermediatescLProceedingscofcthecNationalc
AcademycofcSciencescofcthecUnitedcStatescofcAmericaaL2012aLfenaLkenibn 11.5 79

58 StructuralLinsightsLintoLcognateLversusLnearbcognateLdiscriminationLduringLdecodingcLEMBOcJournalaL
2011aLheaLfinlbjel 13 47

57 MolecularLdynamicsLofLz’b–LduringLtranslocationcLProteins:cStructurepcFunctioncandcBioinformaticsaL
2011aLlnaLfilmbmk 4.2 33

56
xryoelectronLmicroscopyLstructuresLofLtheLribosomeLcomplexLinLintermediateLstatesLduringLtRNvL
translocationcLProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaaL2011aL
femaLimflbgf

11.5 32

55 yynamicsLofLtheLbaseLofLribosomalLvbsiteLfingerLrevealedLbyLmolecularLdynamicsLsimulationsLandL
xryobzMcLNucleiccAcidscResearchaL2010aLhmaLfhgjbie 20.1 43

54 xharacterizationLofLtheLnuclearLexportLadaptorLproteinLNmdhLinLassociationLwithLtheLkeSLribosomalL
subunitcLJournalcofcCellcBiologyaL2010aLfmnaLfelnbmk 7.3 54

53 StructureLandLdynamicsLofLaLprocessiveLwrownianLmotoroLtheLtranslatingLribosomecLAnnualcReviewc
ofcBiochemistryaL2010aLlnaLhmfbifg 29.1 197

52 TheLRibosomeLxomesLvlivecLIsraelcJournalcofcChemistryaL2010aLjeaLnjbnm 3.4 8

51 RibosomebinducedLchangesLinLelongationLfactorLTuLconformationLcontrolL–TPLhydrolysiscL
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaaL2009aLfekaLfekhbm 11.5 199

50 zlongationLinLtranslationLasLaLdynamicLinteractionLamongLtheLribosomeaLtRNvaLandLelongationL
factorsLz’b–LandLz’bTucLQuarterlycReviewscofcBiophysicsaL2009aLigaLfjnbgee 7 92

49 SinglebparticleLreconstructionLofLbiologicalLmacromoleculesLinLelectronLmicroscopybbheLyearscL
QuarterlycReviewscofcBiophysicsaL2009aLigaLfhnbjm 7 105

48 xomprehensiveLmolecularLstructureLofLtheLeukaryoticLribosomecLStructureaL2009aLflaLfjnfbfkei 5.2 130

47 yeterminationLofLsignalbtobnoiseLratiosLandLspectralLSNRsLinLcryobzMLlowbdoseLimagingLofL
moleculescLJournalcofcStructuralcBiologyaL2009aLfkkaLfgkbhg 3.4 63

46 SPIyzRLimageLprocessingLforLsinglebparticleLreconstructionLofLbiologicalLmacromoleculesLfromL
electronLmicrographscLNaturecProtocolsaL2008aLhaLfnifbli 18.8 371

45 ’lexibleLfittingLofLatomicLstructuresLintoLelectronLmicroscopyLmapsLusingLmolecularLdynamicscL
StructureaL2008aLfkaLklhbmh 5.2 678

44 VisualizationLofLtheLhybridLstateLofLtRNvLbindingLpromotedLbyLspontaneousLratchetingLofLtheL
ribosomecLMolecularcCellaL2008aLhgaLfnebl 17.6 203

43 RecognitionLofLaminoacylbtRNvoLaLcommonLmolecularLmechanismLrevealedLbyLcryobzMcLEMBOc
JournalaL2008aLglaLhhggbhf 13 44
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42 yisentanglingLconformationalLstatesLofLmacromoleculesLinLhybzMLthroughLlikelihoodLoptimizationcL
NaturecMethodsaL2007aLiaLglbn 21.6 333

41 PreparationLofLmacromolecularLcomplexesLforLcryobelectronLmicroscopycLNaturecProtocolsaL2007aLgaLhghnbik18.8 165

40 StructuresLofLmodifiedLez’gLmeSLribosomeLcomplexesLrevealLtheLroleLofL–TPLhydrolysisLinL
translocationcLEMBOcJournalaL2007aLgkaLgigfbhf 13 145

39 TheLprocessLofLmRNvbtRNvLtranslocationcLProceedingscofcthecNationalcAcademycofcSciencescofcthec
UnitedcStatescofcAmericaaL2007aLfeiaLfnklfbm 11.5 178

38 ThreebyimensionalLzlectronLMicroscopyLofLMacromolecularLvssembliesL2006aL 369

37 TheLribosomeLandLtheLmechanismLofLproteinLsynthesiscLReportsconcProgresscincPhysicsaL2006aLknaLfhmhbfifl14.4 51

36 vLmethodLofLfocusedLclassificationaLbasedLonLtheLbootstrapLhyLvarianceLanalysisaLandLitsLapplicationL
toLz’b–bdependentLtranslocationcLJournalcofcStructuralcBiologyaL2006aLfjiaLfmibni 3.4 136

35 zstimationLofLvarianceLinLsinglebparticleLreconstructionLusingLtheLbootstrapLtechniquecLJournalcofc
StructuralcBiologyaL2006aLfjiaLfkmbmh 3.4 107

34 TheLroleLofLtRNvLasLaLmolecularLspringLinLdecodingaLaccommodationaLandLpeptidylLtransfercLFEBSc
LettersaL2005aLjlnaLnjnbkg 3.8 82

33 TheLstructureLofLtheLmeSLribosomeLfromLTrypanosomaLcruziLrevealsLuniqueLrRNvLcomponentscL
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaaL2005aLfegaLfegekbff 11.5 51

32 yomainLmovementsLofLelongationLfactorLez’gLandLtheLeukaryoticLmeSLribosomeLfacilitateLtRNvL
translocationcLEMBOcJournalaL2004aLghaLfeembfn 13 333

31 RegulationLofLeukaryoticLtranslationLbyLtheLRvxüfLproteinoLaLplatformLforLsignallingLmoleculesLonL
theLribosomecLEMBOcReportsaL2004aLjaLffhlbif 6.5 217

30 yynamicsLofLz’b–LinteractionLwithLtheLribosomeLexploredLbyLclassificationLofLaLheterogeneousL
cryobzMLdatasetcLJournalcofcStructuralcBiologyaL2004aLfilaLgmhbne 3.4 73

29 TimebresolvedLimagingLofLmacromolecularLprocessesLandLinteractionscLJournalcofcStructuralcBiologyaL
2004aLfilaLgenbfe 3.4 3

28 zlectronLmicroscopyLofLfunctionalLribosomeLcomplexescLBiopolymersaL2003aLkmaLgghbhh 2.2 51

27 IncorporationLofLaminoacylbtRNvLintoLtheLribosomeLasLseenLbyLcryobelectronLmicroscopycLNaturec
StructuralcandcMolecularcBiologyaL2003aLfeaLmnnbnek 17.6 296

26 LockingLandLunlockingLofLribosomalLmotionscLCellaL2003aLffiaLfghbhi 56.2 529

25 TowardLanLunderstandingLofLtheLstructuralLbasisLofLtranslationcLGenomecBiologyaL2003aLiaLghl 18.3 28
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24 vLtwistedLtRNvLintermediateLsetsLtheLthresholdLforLdecodingcLRnaaL2003aLnaLhmibj 5.8 33

23
yynamicLreorganizationLofLtheLfunctionallyLactiveLribosomeLexploredLbyLnormalLmodeLanalysisLandL
cryobelectronLmicroscopycLProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofc
AmericaaL2003aLfeeaLnhfnbgh

11.5 299

22 vLcoldLlookLatLtranscriptioncLStructureaL2002aLfeaLffjkbl 5.2

21 xryobzMLrevealsLanLactiveLroleLforLaminoacylbtRNvLinLtheLaccommodationLprocesscLEMBOcJournalaL
2002aLgfaLhjjlbkl 13 248

20 SinglebparticleLimagingLofLmacromoleculesLbyLcryobelectronLmicroscopycLAnnualcReviewcofc
BiophysicscandcBiomolecularcStructureaL2002aLhfaLhehbfn 258

19 ThreebdimensionalLimagingLofLbiologicalLcomplexitycLJournalcofcStructuralcBiologyaL2002aLfhmaLmjbnf 3.4 82

18 xryobelectronLmicroscopyLasLanLinvestigativeLtooloLtheLribosomeLasLanLexamplecLBioEssaysaL2001aLghaLlgjbhg4.1 37
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