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n Paper IF Citations

128 TγRfLdeficiencyLinLpatientsLwithLherpesLsimplexLencephalitisaLScienceXL2007XLfdkXLdheeYk 33.3 842

127 xefiningLtrainedLimmunityLandLitsLroleLinLhealthLandLdiseaseaLNatureiReviewsiImmunologyXL2020XLecXLfkhYfll36.5 587

126 —erdL mmunitynLUnderstandingLwOV xYdmaLImmunityXL2020XLheXLkfkYkgd 32.3 484

125 vw’LyducatesL—ematopoieticLStemLwellsLtoL’enerateLProtectiveL nnateL mmunityLagainstL
TuberculosisaLCellXL2018XLdkeXLdkiYdmcaedm 56.2 471

124 NaturalLselectionLhasLdrivenLpopulationLdifferentiationLinLmodernLhumansaLNatureiGeneticsXL2008XL
gcXLfgcYh 36.3 436

123 zromLevolutionaryLgeneticsLtoLhumanLimmunologynLhowLselectionLshapesLhostLdefenceLgenesaL
NatureiReviewsiGeneticsXL2010XLddXLdkYfc 30.1 352

122  ntegrationLofLgeneticLandLimmunologicalLinsightsLintoLaLmodelLofLceliacLdiseaseLpathogenesisaL
AnnualiReviewiofiImmunologyXL2011XLemXLgmfYheh 34.7 351

121 SocialLnetworksLpredictLgutLmicrobiomeLcompositionLinLwildLbaboonsaLELifeXL2015XLgXL 8.9 294

120 yvolutionaryLdynamicsLofLhumanLTollYlikeLreceptorsLandLtheirLdifferentLcontributionsLtoLhostL
defenseaLPLoSiGeneticsXL2009XLhXLedccchie 6 272

119 ReovirusLinfectionLtriggersLinflammatoryLresponsesLtoLdietaryLantigensLandLdevelopmentLofLceliacL
diseaseaLScienceXL2017XLfhiXLggYhc 33.3 264

118 ’eneticLuncestryLandLNaturalLSelectionLxriveLPopulationLxifferencesLinL mmuneLResponsesLtoL
PathogensaLCellXL2016XLdikXLihkYiimaeed 56.2 264

117 SocialLenvironmentLisLassociatedLwithLgeneLregulatoryLvariationLinLtheLrhesusLmacaqueLimmuneL
systemaLProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaXL2012XLdcmXLigmcYh11.5 208

116 SeasonalLvariationLinLhumanLgutLmicrobiomeLcompositionaLPLoSiONEXL2014XLmXLemckfd 3.7 179

115
xecipheringLtheLgeneticLarchitectureLofLvariationLinLtheLimmuneLresponseLtoLMycobacteriumL
tuberculosisLinfectionaLProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaXL2012XLdcmXLdecgYm

11.5 179

114 MicrobialLsignalsLdriveLpreYleukaemicLmyeloproliferationLinLaLTeteYdeficientLhostaLNatureXL2018XLhhkXLhlcYhlg50.4 163

113 SocialLstatusLaltersLimmuneLregulationLandLresponseLtoLinfectionLinLmacaquesaLScienceXL2016XLfhgXLdcgdYdcgh33.3 154

112 ’enomeYWideLussociationLStudiesLofLtheL—umanL’utLMicrobiotaaLPLoSiONEXL2015XLdcXLecdgcfcd 3.7 153
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111 PromoterLvariationLinLtheLxwYS ’NYencodingLgeneLwxecmLisLassociatedLwithLtuberculosisaLPLoSi
MedicineXL2006XLfXLeec 11.6 152

110 vacterialLinfectionLremodelsLtheLxNuLmethylationLlandscapeLofLhumanLdendriticLcellsaLGenomei
ResearchXL2015XLehXLdlcdYdd 9.7 138

109 xispersalsLandLgeneticLadaptationLofLvantuYspeakingLpopulationsLinLufricaLandLNorthLumericaaL
ScienceXL2017XLfhiXLhgfYhgi 33.3 128

108 yvolutionaryLgeneticLdissectionLofLhumanLinterferonsaLJournaliofiExperimentaliMedicineXL2011XLeclXLekgkYhm16.6 118

107  nferringLtheLdemographicLhistoryLofLufricanLfarmersLandLpygmyLhunterYgatherersLusingLaL
multilocusLresequencingLdataLsetaLPLoSiGeneticsXL2009XLhXLedcccggl 6 117

106 TheLmacrophageL Rzlb RzdLregulomeLisLrequiredLforLprotectionLagainstLinfectionsLandLisLassociatedL
withLchronicLinflammationaLJournaliofiExperimentaliMedicineXL2016XLedfXLhlhYicf 16.6 112

105 xecipheringLtheLancientLandLcomplexLevolutionaryLhistoryLofLhumanLarylamineLNYacetyltransferaseL
genesaLAmericaniJournaliofiHumaniGeneticsXL2006XLklXLgefYfi 11 100

104 ’eneticLregulatoryLeffectsLmodifiedLbyLimmuneLactivationLcontributeLtoLautoimmuneLdiseaseL
associationsaLNatureiCommunicationsXL2017XLlXLeii 17.4 93

103 yvolutionaryLinsightsLintoLtheLhighLworldwideLprevalenceLofLMvγeLdeficiencyLallelesaLHumani
MoleculariGeneticsXL2006XLdhXLeihcYl 5.6 91

102 TrainedLimmunityXLtoleranceXLprimingLandLdifferentiationnLdistinctLimmunologicalLprocessesaLNaturei
ImmunologyXL2021XLeeXLeYi 19.1 85

101 ReservoirLhostLimmuneLresponsesLtoLemergingLzoonoticLvirusesaLCellXL2015XLdicXLecYfh 56.2 80

100 TheLheritageLofLpathogenLpressuresLandLancientLdemographyLinLtheLhumanLinnateYimmunityL
wxecmbwxecmγLregionaLAmericaniJournaliofiHumaniGeneticsXL2005XLkkXLlimYli 11 79

99 TheLmacrophageL Rzlb RzdLregulomeLisLrequiredLforLprotectionLagainstLinfectionsLandLisLassociatedL
withLchronicLinflammationaLJournaliofiCelliBiologyXL2016XLedeXLedekO uhm 7.3 78

98 VaginalLmicrobiomeLinLearlyLpregnancyLandLsubsequentLriskLofLspontaneousLpretermLbirthnLaL
caseYcontrolLstudyaLBJOG:ianiInternationaliJournaliofiObstetricsiandiGynaecologyXL2019XLdeiXLfgmYfhl 3.7 73

97 TheLimpactLofLagriculturalLemergenceLonLtheLgeneticLhistoryLofLufricanLrainforestLhunterYgatherersL
andLagriculturalistsaLNatureiCommunicationsXL2014XLhXLfdif 17.4 73

96 whronicL nflammationLPermanentlyLReshapesLTissueYResidentL mmunityLinLweliacLxiseaseaLCellXL2019
XLdkiXLmikYmldaedm 56.2 72

95 zunctionalLcomparisonLofLinnateLimmuneLsignalingLpathwaysLinLprimatesaLPLoSiGeneticsXL2010XLiXLedccdegm6 71

94 udaptiveXLconvergentLoriginsLofLtheLpygmyLphenotypeLinLufricanLrainforestLhunterYgatherersaL
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaXL2014XLdddXLyfhmiYicf 11.5 70

(2014-2006)
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93 zormulatingLaLhistoricalLandLdemographicLmodelLofLrecentLhumanLevolutionLbasedLonLresequencingL
dataLfromLnoncodingLregionsaLPLoSiONEXL2010XLhXLedcelg 3.7 70

92 udaptivelyLintrogressedLNeandertalLhaplotypeLatLtheLOuSLlocusLfunctionallyLimpactsLinnateL
immuneLresponsesLinLhumansaLGenomeiBiologyXL2016XLdkXLegi 18.3 70

91 SignaturesLofLpurifyingLandLlocalLpositiveLselectionLinLhumanLmiRNusaLAmericaniJournaliofiHumani
GeneticsXL2009XLlgXLfdiYek 11 68

90  γYdhXLglutenLandL—γuYxQlLdriveLtissueLdestructionLinLcoeliacLdiseaseaLNatureXL2020XLhklXLiccYicg 50.4 65

89 ’eneLactivationLprecedesLxNuLdemethylationLinLresponseLtoLinfectionLinLhumanLdendriticLcellsaL
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaXL2019XLddiXLimflYimgf 11.5 62

88 Ma´ tuberculosisLReprogramsL—ematopoieticLStemLwellsLtoLγimitLMyelopoiesisLandL mpairLTrainedL
 mmunityaLCellXL2020XLdlfXLkheYkkcaeee 56.2 60

87 SignatureYtaggedLtransposonLmutagenesisLidentifiesLnovelLMycobacteriumLtuberculosisLgenesL
involvedLinLtheLparasitismLofLhumanLmacrophagesaLInfectioniandiImmunityXL2007XLkhXLhcgYk 3.7 59

86 yxploringLtheLoccurrenceLofLclassicLselectiveLsweepsLinLhumansLusingLwholeYgenomeLsequencingL
dataLsetsaLMoleculariBiologyiandiEvolutionXL2014XLfdXLdlhcYil 8.3 57

85 TheLepigenomicLlandscapeLofLufricanLrainforestLhunterYgatherersLandLfarmersaLNaturei
CommunicationsXL2015XLiXLdccgk 17.4 55

84 WidespreadLShorteningLofLfSLUntranslatedLRegionsLandL ncreasedLyxonL nclusionLureLyvolutionarilyL
wonservedLzeaturesLofL nnateL mmuneLResponsesLtoL nfectionaLPLoSiGeneticsXL2016XLdeXLedcciffl 6 53

83 bacterialLinfectionLdrivesLtheLexpressionLdynamicsLofLmicroRNusLandLtheirLisomiRsaLPLoSiGeneticsXL
2015XLddXLedcchcig 6 50

82 TheLcontributionLofLnaturalLselectionLtoLpresentYdayLsusceptibilityLtoLchronicLinflammatoryLandL
autoimmuneLdiseaseaLCurrentiOpinioniiniImmunologyXL2014XLfdXLiiYkl 7.8 50

81 uLgenomicLportraitLofLtheLgeneticLarchitectureLandLregulatoryLimpactLofLmicroRNuLexpressionLinL
responseLtoLinfectionaLGenomeiResearchXL2014XLegXLlhcYm 9.7 49

80 unnexindLregulatesLxwLefferocytosisLandLcrossYpresentationLduringLMycobacteriumLtuberculosisL
infectionaLJournaliofiClinicaliInvestigationXL2015XLdehXLkheYil 15.9 49

79
SocialLstatusLaltersLchromatinLaccessibilityLandLtheLgeneLregulatoryLresponseLtoLglucocorticoidL
stimulationLinLrhesusLmacaquesaLProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitedi
StatesiofiAmericaXL2019XLddiXLdedmYdeel

11.5 47

78 ’enomeYwideLquantificationLofLtheLeffectsLofLxNuLmethylationLonLhumanLgeneLregulationaLELifeXL
2018XLkXL 8.9 44

77 yfficientLandLRobustLNβYwellLTransductionLWithLvaboonLynvelopeLPseudotypedLγentivectoraL
FrontiersiiniImmunologyXL2019XLdcXLelkf 8.4 43

76 ugeYdependentLassociationLbetweenLpulmonaryLtuberculosisLandLcommonLTOXLvariantsLinLtheL
lqdeYdfLlinkageLregionaLAmericaniJournaliofiHumaniGeneticsXL2013XLmeXLgckYdg 11 42
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75 zecalLmicrobiotaLtransplantLrescuesLmiceLfromLhumanLpathogenLmediatedLsepsisLbyLrestoringL
systemicLimmunityaLNatureiCommunicationsXL2020XLddXLefhg 17.4 40

74 wommonLmethodsLforLfecalLsampleLstorageLinLfieldLstudiesLyieldLconsistentLsignaturesLofLindividualL
identityLinLmicrobiomeLsequencingLdataaLScientificiReportsXL2016XLiXLfdhdm 4.9 40

73 MycobacterialLinfectionLinducesLaLspecificLhumanLinnateLimmuneLresponseaLScientificiReportsXL2015XL
hXLdille 4.9 40

72 γackLofLassociationLbetweenLgeneticLpolymorphismsLinLenzymesLassociatedLwithLfolateLmetabolismL
andLunexplainedLreducedLspermLcountsaLPLoSiONEXL2009XLgXLeihgc 3.7 40

71 pncuLmutationsLinLpyrazinamideYresistantLMycobacteriumLtuberculosisLisolatesLinLPortugalaL
AntimicrobialiAgentsiandiChemotherapyXL2004XLglXLekfiYl 5.9 40

70 xifferentLselectiveLpressuresLshapeLtheLevolutionLofLTollYlikeLreceptorsLinLhumanLandLufricanLgreatL
apeLpopulationsaLHumaniMoleculariGeneticsXL2013XLeeXLglemYgc 5.6 38

69 SocialLstatusLdrivesLsocialLrelationshipsLinLgroupsLofLunrelatedLfemaleLrhesusLmacaquesaLAnimali
BehaviourXL2016XLdddXLfckYfdk 2.8 38

68 PromoterLandLneckLregionLlengthLvariationLofLxwYS ’NLisLnotLassociatedLwithLsusceptibilityLtoL
tuberculosisLinLTunisianLpatientsaLHumaniImmunologyXL2007XLilXLmclYde 2.3 37

67 ’eneYbodyLhYhydroxymethylationLisLassociatedLwithLgeneLexpressionLchangesLinLtheLprefrontalL
cortexLofLdepressedLindividualsaLTranslationaliPsychiatryXL2017XLkXLedddm 8.6 36

66 zetalLmicroglialLphenotypeLinLvitroLcarriesLmemoryLofLpriorLinLvivoLexposureLtoLinflammationaL
FrontiersiiniCellulariNeuroscienceXL2015XLmXLemg 6.1 35

65 wharacterizingLhYhydroxymethylcytosineLinLhumanLprefrontalLcortexLatLsingleLbaseLresolutionaLBMCi
GenomicsXL2015XLdiXLike 4.5 34

64 uluLrepeatsLasLtranscriptionalLregulatoryLplatformsLinLmacrophageLresponsesLtoLMaLtuberculosisL
infectionaLNucleiciAcidsiResearchXL2016XLggXLdchkdYdchlk 20.1 30

63 yvolutionLofLtheLT RLdomainYcontainingLadaptorsLinLhumansnLswingingLbetweenLconstraintLandL
adaptationaLMoleculariBiologyiandiEvolutionXL2011XLelXLfclkYmk 8.3 30

62 TheLdemographicLhistoryLandLmutationalLloadLofLufricanLhunterYgatherersLandLfarmersaLNaturei
EcologyiandiEvolutionXL2018XLeXLkedYkfc 12.3 29

61 —umanLNβ’eyLisLexpressedLandLformsLanLintracytoplasmicLcomplexLwithLwxmgLandLxuPdeaLJournali
ofiImmunologyXL2014XLdmfXLidcYi 5.3 26

60 ’enomicLyvidenceLforLγocalLudaptationLofL—unterY’atherersLtoLtheLufricanLRainforestaLCurrenti
BiologyXL2019XLemXLemeiYemfhaeg 6.3 25

59 TheLcontributionLofLadmixtureLtoLprimateLevolutionaLCurrentiOpinioniiniGeneticsiandiDevelopmentXL
2017XLgkXLidYil 4.9 25

58 xominanceLrankLcausallyLaffectsLpersonalityLandLglucocorticoidLregulationLinLfemaleLrhesusL
macaquesaLPsychoneuroendocrinologyXL2016XLkgXLdkmYdll 5 24

(2016-2020)
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57 ’eneticLandLtranscriptionalLanalysisLofLhumanLhostLresponseLtoLhealthyLgutLmicrobiotaaLMSystemsXL
2016XLdXL 7.6 24

56
SocialLhistoryLandLexposureLtoLpathogenLsignalsLmodulateLsocialLstatusLeffectsLonLgeneLregulationL
inLrhesusLmacaquesaLProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaXL
2020XLddkXLeffdkYeffee

11.5 23

55 ’eneLsetLsignatureLofLreversalLreactionLtypeL LinLleprosyLpatientsaLPLoSiGeneticsXL2013XLmXLedccfieg 6 23

54 zunctionalLcharacterizationLofLnaturallyLoccurringLgeneticLvariantsLinLtheLhumanLTγRdYeYiLgeneL
familyaLHumaniMutationXL2011XLfeXLigfYhe 4.7 23

53 xwYS ’NLinteractsLwithLMycobacteriumLlepraeLbutLsequenceLvariationLinLthisLlectinLisLnotLassociatedL
withLleprosyLinLtheLPakistaniLpopulationaLHumaniImmunologyXL2006XLikXLdceYk 2.3 23

52 —ighYthroughputLSNPLgenotypingnLcombiningLtagLSNPsLandLmolecularLbeaconsaLMethodsiini
MoleculariBiologyXL2009XLhklXLehhYki 1.4 23

51 ’utLmicrobiomeLheritabilityLisLnearlyLuniversalLbutLenvironmentallyLcontingentaLScienceXL2021XLfkfXLdldYdli33.3 22

50 γengthLvariationLofLxwYS ’NLandLγYS ’NLneckYregionLhasLnoLimpactLonLtuberculosisLsusceptibilityaL
HumaniImmunologyXL2007XLilXLdciYde 2.3 21

49
PolygenicLadaptationLandLconvergentLevolutionLonLgrowthLandLcardiacLgeneticLpathwaysLinLufricanL
andLusianLrainforestLhunterYgatherersaLProceedingsiofitheiNationaliAcademyiofiSciencesiofithei
UnitediStatesiofiAmericaXL2018XLddhXLyddehiYyddeif

11.5 21

48 yvolutionaryLgeneticsLevidenceLofLanLessentialXLnonredundantLroleLofLtheL zNY˛‡LpathwayLinL
protectiveLimmunityaLHumaniMutationXL2011XLfeXLiffYge 4.7 20

47 xecipheringLtheLgeneticLcontrolLofLgeneLexpressionLfollowingLMycobacteriumLlepraeLantigenL
stimulationaLPLoSiGeneticsXL2017XLdfXLedccimhe 6 17

46 yxtracellularLadenosineLtriphosphateLaffectsLtheLresponseLofLhumanLmacrophagesLinfectedLwithL
MycobacteriumLtuberculosisaLJournaliofiInfectiousiDiseasesXL2014XLedcXLlegYff 7 16

45 yvolutionaryLandLpopulationLTepiUgeneticsLofLimmunityLtoLinfectionaLHumaniGeneticsXL2020XLdfmXLkefYkfe6.3 15

44 NaturalLselectionLcontributedLtoLimmunologicalLdifferencesLbetweenLhunterYgatherersLandL
agriculturalistsaLNatureiEcologyiandiEvolutionXL2019XLfXLdehfYdeig 12.3 15

43 TheLroleLplayedLbyLnaturalLselectionLonLMendelianLtraitsLinLhumansaLAnnalsiofitheiNewiYorki
AcademyiofiSciencesXL2010XLdedgXLdYdk 6.5 15

42 ProteomicLcharacterizationLofLphagosomalLmembraneLmicrodomainsLduringLphagolysosomeL
biogenesisLandLevolutionaLMoleculariandiCellulariProteomicsXL2012XLddXLdfihYkk 7.6 14

41
xwYS ’NRLneckYregionLpolymorphismsLandL— VYdLsusceptibilitynLzromLpopulationLstratificationLtoLaL
possibleLadvantageLofLtheLkbhLheterozygousLgenotypeaLJournaliofiInfectiousiDiseasesXL2006XLdmgXL
ddlgYhoLauthorLreplyLddlhYk

7 14

40 ProtectiveLroleLofLxwYS ’NLTwxecmULneckYregionLallelesLwithLaLJournaliofiInfectiousiDiseasesXL2008XL
dmlXLilYkd 7 13
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39  dentificationLofLaL˛‡cLReceptorLuntagonistLThatLPreventsLReprogrammingLofL—umanLTissueYresidentL
wytotoxicLTLwellsLbyL γdhLandL γedaLGastroenterologyXL2020XLdhlXLiehYifkaedf 13.3 13

38 ’eneticLandLevolutionaryLdeterminantsLofLhumanLpopulationLvariationLinLimmuneLresponsesaL
CurrentiOpinioniiniGeneticsiandiDevelopmentXL2018XLhfXLelYfh 4.9 13

37 QuantitativeLtraitLlociLTQTγULstudyLidentifiesLnovelLgenomicLregionsLassociatedLtoLwhiariYlikeL
malformationLinL’riffonLvruxelloisLdogsaLPLoSiONEXL2014XLmXLelmldi 3.7 12

36
PrimateLinnateLimmuneLresponsesLtoLbacterialLandLviralLpathogensLrevealsLanLevolutionaryL
tradeYoffLbetweenLstrengthLandLspecificityaLProceedingsiofitheiNationaliAcademyiofiSciencesiofithei
UnitediStatesiofiAmericaXL2021XLddlXL

11.5 11

35 uLShortYTermL—ighYzatLxietLultersL’lutathioneLγevelsLandL γYiL’eneLyxpressionLinLOxidativeL
SkeletalLMusclesLofLYoungLRatsaLFrontiersiiniPhysiologyXL2019XLdcXLfke 4.6 10

34 TheLepigeneticallyYencodedLmemoryLofLtheLinnateLimmuneLsystemaLCurrentiOpinioniiniImmunologyXL
2020XLihXLkYdf 7.8 10

33 uLmultilayeredLimmuneLsystemLthroughLtheLlensLofLunconventionalLTLcellsaLNatureXL2021XLhmhXLhcdYhdc 50.4 9

32 TransposableLelementsLhaveLcontributedLhumanLregulatoryLregionsLthatLareLactivatedLuponL
bacterialLinfectionaLPhilosophicaliTransactionsiofitheiRoyaliSocietyiB:iBiologicaliSciencesXL2020XLfkhXLecdmcffe5.8 8

31
RNuseqLprofilingLofLprimaryLmicrogliaLandLastrocyteLculturesLinLnearYtermLovineLfetusnLuLglialLinL
vivoYinLvitroLmultiYhitLparadigmLinLlargeLmammalianLbrainaLJournaliofiNeuroscienceiMethodsXL2017XL
ekiXLefYfe

3 7

30 MolecularLSignatureLofLwu xLSyndromenLNoncanonicalLRolesLofLS’OdLinLRegulationLofLT’zY˛†L
SignalingLandLypigenomicsaLCellulariandiMoleculariGastroenterologyiandiHepatologyXL2019XLkXLgddYgfd 7.9 6

29 WhenLgeneticsLmeetsLepigeneticsnLdecipheringLtheLmechanismsLcontrollingLinterYindividualL
variationLinLimmuneLresponsesLtoLinfectionaLCurrentiOpinioniiniImmunologyXL2014XLemXLddmYei 7.8 6

28 PredictingLsusceptibilityLtoLtuberculosisLbasedLonLgeneLexpressionLprofilingLinLdendriticLcellsaL
ScientificiReportsXL2017XLkXLhkce 4.9 6

27 ugonismLandLgroomingLbehaviourLexplainLsocialLstatusLeffectsLonLphysiologyLandLgeneLregulationLinL
rhesusLmacaquesaaLPhilosophicaliTransactionsiofitheiRoyaliSocietyiB:iBiologicaliSciencesXL2022XLfkkXLecedcdfe5.8 5

26 PreYexistingLchromatinLaccessibilityLandLgeneLexpressionLdifferencesLamongLnaiveLwxgLT´ cellsL
influenceLeffectorLpotentialaLCelliReportsXL2021XLfkXLddccig 10.6 5

25 ’eneticLancestryLeffectsLonLtheLresponseLtoLviralLinfectionLareLpervasiveLbutLcellLtypeLspecificaL
ScienceXL2021XLfkgXLddekYddff 33.3 5

24 SocialLstatusLaltersLchromatinLaccessibilityLandLtheLgeneLregulatoryLresponseLtoLglucocorticoidL
stimulationLinLrhesusLmacaques 5

23 SocialLaffiliationLpredictsLmitochondrialLxNuLcopyLnumberLinLfemaleLrhesusLmacaquesaLBiologyi
LettersXL2019XLdhXLecdlcigf 3.6 4

22 MolecularLepidemiologyLofLMycobacteriumLtuberculosisLinLγisbonaLRevistaiPortuguesaiDei
PneumologiaXL2008XLdgXLefmYhm 4

(2008-2020)
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21 γungLypithelialLSignalingLMediatesLyarlyLVaccineY nducedLwxgLTLwellLuctivationLandLwontrolaLMBioXL
2021XLdeXLecdgiled 7.8 4

20 ulveolarLmacrophagesLfromLpersonsLlivingLwithL— VLshowLimpairedLepigeneticLresponseLtoL
MycobacteriumLtuberculosisaLJournaliofiClinicaliInvestigationXL2021XLdfdXL 15.9 4

19 —olyL mmuneLToleranceXLvatmanMaLImmunityXL2018XLglXLdckgYdcki 32.3 3

18 γackLofLevidenceLforLintergenerationalLinheritanceLofLimmuneLresistanceLtoLinfectionsaaLNaturei
ImmunologyXL2022XL 19.1 3

17 uuthorLresponsenL’enomeYwideLquantificationLofLtheLeffectsLofLxNuLmethylationLonLhumanLgeneL
regulationL2018XL 3

16 vacterialL nfectionLRemodelsLtheLxNuLMethylationLγandscapeLofL—umanLxendriticLwells 3

15 SingleYcellLRNuYsequencingLrevealsLpervasiveLbutLhighlyLcellLtypeYspecificLgeneticLancestryLeffectsL
onLtheLresponseLtoLviralLinfection 3

14 ’enomeYwideLquantificationLofLtheLeffectsLofLxNuLmethylationLonLhumanLgeneLregulation 2

13 ’eneLactivationLprecedesLxNuLdemethylationLinLresponseLtoLinfectionLinLhumanLdendriticLcells 2

12 SocialLhistoryLandLexposureLtoLpathogenLsignalsLmodulateLsocialLstatusLeffectsLonLgeneLregulationL
inLrhesusLmacaques 2

11 WidespreadLshorteningLofLfâ��LuntranslatedLregionsLandLincreasedLexonLinclusionLareLevolutionarilyL
conservedLfeaturesLofLinnateLimmuneLresponsesLtoLinfection 2

10 MycobacterialLinfectionLinducesLaLspecificLhumanLinnateLimmuneLresponseL2015XL 1

9 ’ettingLunderâ��andLthroughâ��theLskinnLecologicalLgenomicsLofLchytridiomycosisLinfectionLinLfrogsaL
MoleculariEcologyXL2012XLedXLfcmhYk 5.7 1

8 NaturalLselectionLcontributedLtoLimmunologicalLdifferencesLbetweenLhumanLhunterYgatherersLandLagriculturalists1

7 TransposableLelementsLhaveLcontributedLhumanLregulatoryLregionsLthatLareLactivatedLuponL
bacterialLinfection 1

6 PrimateLinnateLimmuneLresponsesLtoLbacterialLandLviralLpathogensLrevealsLanLevolutionaryL
tradeYoffLbetweenLstrengthLandLspecificity 1

5 udaptivelyLintrogressedLNeandertalLhaplotypeLatLtheLOuSLlocusLfunctionallyLimpactsLinnateL
immuneLresponsesLinLhumans 1

4 ’eneticLregulatoryLeffectsLmodifiedLbyLimmuneLactivationLcontributeLtoLautoimmuneLdiseaseLassociations 1
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3 ugonismLandLgroomingLbehaviorLexplainLsocialLstatusLeffectsLonLphysiologyLandLgeneLregulationLinL
rhesusLmacaques 1

2 uLsignatureLofLNeanderthalLintrogressionLonLmolecularLmechanismsLofLenvironmentalLresponsesaL
PLoSiGeneticsXL2021XLdkXLedccmgmf 6 0

1 MyLOldLWorldLchapXLthisL˛–YgalLisLnotLforLyouaLCelliHostiandiMicrobeXL2021XLemXLfdhYfdk 23.4
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