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o Paper IF Citations

139 MtvpdiHmolecularHevolutionaryHgeneticsHanalysisHusingHmaximumHlikelihoodVHevolutionaryHdistanceVH
andHmaximumHparsimonyHmethodsXHMolecularbBiologybandbEvolutionVH2011VHagVHafb_Wh 8.3 32705

138 MtvpeiHMolecularHtvolutionaryHveneticsHpnalysisHversionHeX]XHMolecularbBiologybandbEvolutionVH2013
VHb]VHafadWh 8.3 30181

137 MtvpciHMolecularHtvolutionaryHveneticsHpnalysisHRMtvpSHsoftwareHversionHcX]XHMolecularbBiologyb
andbEvolutionVH2007VHacVH_dheWh 8.3 24132

136 MtvpbiHxntegratedHsoftwareHforHMolecularHtvolutionaryHveneticsHpnalysisHandHsequenceHalignmentXH
BriefingsbinbBioinformaticsVH2004VHdVH_d]Web 13.4 9984

135 MtvpaiHmolecularHevolutionaryHgeneticsHanalysisHsoftwareXHBioinformaticsVH2001VH_fVH_accWd 7.2 4711

134 —rospectsHforHinferringHveryHlargeHphylogeniesHbyHusingHtheHneighborWjoiningHmethodXHProceedingsbofb
thebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVH2004VH_]_VH__]b]Wd 11.5 3177

133 MtvpiHaHbiologistWcentricHsoftwareHforHevolutionaryHanalysisHofHs“pHandHproteinHsequencesXH
BriefingsbinbBioinformaticsVH2008VHhVHahhWb]e 13.4 2630

132 tvolutionHofHgenesHandHgenomesHonHtheHsrosophilaHphylogenyXHNatureVH2007VHcd]VHa]bW_g 50.4 1586

131 TimeTreeiHaHpublicHknowledgeWbaseHofHdivergenceHtimesHamongHorganismsXHBioinformaticsVH2006VHaaVHahf_Wa7.2 867

130 TreeHofHlifeHrevealsHclockWlikeHspeciationHandHdiversificationXHMolecularbBiologybandbEvolutionVH2015VH
baVHgbdWcd 8.3 617

129 TemporalHpatternsHofHfruitHflyHRsrosophilaSHevolutionHrevealedHbyHmutationHclocksXHMolecularbBiologyb
andbEvolutionVH2004VHa_VHbeWcc 8.3 452

128 rontinentalHbreakupHandHtheHordinalHdiversificationHofHbirdsHandHmammalsXHNatureVH1996VHbg_VHaaeWh 50.4 413

127 MutationHratesHinHmammalianHgenomesXHProceedingsbofbthebNationalbAcademybofbSciencesbofbtheb
UnitedbStatesbofbAmericaVH2002VHhhVHg]bWg 11.5 408

126 tstimatingHdivergenceHtimesHinHlargeHmolecularHphylogeniesXHProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaVH2012VH_]hVH_hbbbWg 11.5 354

125
xnferringHspeciesHphylogeniesHfromHmultipleHgenesiHconcatenatedHsequenceHtreeHversusHconsensusH
geneHtreeXHJournalbofbExperimentalbZoologybPartbB:bMolecularbandbDevelopmentalbEvolutionVH2005VH
b]cVHecWfc

1.8 288

124 xmprovedHlignocelluloseHconversionHtoHbiofuelsHwithHthermophilicHbacteriaHandHthermostableH
enzymesXHBioresourcebTechnologyVH2013VH_agVHfd_Wh 11 247

123 MolecularHclocksiHfourHdecadesHofHevolutionXHNaturebReviewsbGeneticsVH2005VHeVHedcWea 30.1 246
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122 xncompleteHtaxonHsamplingHisHnotHaHproblemHforHphylogeneticHinferenceXHProceedingsbofbthebNationalb
AcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVH2001VHhgVH_]fd_We 11.5 240

121 UnderstandingHhumanHdiseaseHmutationsHthroughHtheHuseHofHinterspecificHgeneticHvariationXHHumanb
MolecularbGeneticsVH2001VH_]VHab_hWag 5.6 237

120 ronstraintHandHturnoverHinHsexWbiasedHgeneHexpressionHinHtheHgenusHsrosophilaXHNatureVH2007VHcd]VHabbWf50.4 229

119 venomicHclocksHandHevolutionaryHtimescalesXHTrendsbinbGeneticsVH2003VH_hVHa]]We 8.5 223

118 MtvpWrriHcomputingHcoreHofHmolecularHevolutionaryHgeneticsHanalysisHprogramHforHautomatedHandH
iterativeHdataHanalysisXHBioinformaticsVH2012VHagVHaegdWe 7.2 214

117 —recisionHofHmolecularHtimeHestimatesXHTrendsbinbGeneticsVH2004VHa]VHacaWf 8.5 199

116 tvolutionHofHmodernHbirdsHrevealedHbyHmitogenomicsiHtimingHtheHradiationHandHoriginHofHmajorH
ordersXHMolecularbBiologybandbEvolutionVH2011VHagVH_hafWca 8.3 183

115 veneHexpressionHintensityHshapesHevolutionaryHratesHofHtheHproteinsHencodedHbyHtheHvertebrateH
genomeXHGeneticsVH2004VH_egVHbfbWg_ 4 183

114 StatisticsHandHtruthHinHphylogenomicsXHMolecularbBiologybandbEvolutionVH2012VHahVHcdfWfa 8.3 174

113 pHgenomicHtimescaleHforHtheHoriginHofHeukaryotesXHBMCbEvolutionarybBiologyVH2001VH_VHc 3 138

112 tvolutionaryHrelationshipsHofHeukaryoticHkingdomsXHJournalbofbMolecularbEvolutionVH1996VHcaVH_gbWhb 3.1 135

111 —lacingHconfidenceHlimitsHonHtheHmolecularHageHofHtheHhumanWchimpanzeeHdivergenceXHProceedingsb
ofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVH2005VH_]aVH_ggcaWf 11.5 132

110 wumanHoriginsHandHanalysisHofHmitochondrialHs“pHsequencesXHScienceVH1992VHaddVHfbfWh 33.3 126

109 WholeWgenomeHsequencingHofHtheHsnubWnosedHmonkeyHprovidesHinsightsHintoHfolivoryHandH
evolutionaryHhistoryXHNaturebGeneticsVH2014VHceVH_b]bW_] 36.3 122

108 venomicHsequenceHofHaHranavirusHRfamilyHxridoviridaeSHassociatedHwithHsalamanderHmortalitiesHinH
“orthHpmericaXHVirologyVH2003VHb_eVHh]W_]b 3.6 114

107 soesHnonneutralHevolutionHshapeHobservedHpatternsHofHs“pHvariationHinHanimalHmitochondrialH
genomesnXHAnnualbReviewbofbGeneticsVH2001VHbdVHdbhWee 14.5 114

106 MetalsHbioleachingHfromHelectronicHwasteHbyHrhromobacteriumHviolaceumHandH—seudomonadsHspXH
WastebManagementbandbResearchVH2012VHb]VH__d_Wh 4 112

105
TheHoptimizationHprincipleHinHphylogeneticHanalysisHtendsHtoHgiveHincorrectHtopologiesHwhenHtheH
numberHofHnucleotidesHorHaminoHacidsHusedHisHsmallXHProceedingsbofbthebNationalbAcademybofbSciencesb
ofbthebUnitedbStatesbofbAmericaVH1998VHhdVH_abh]Wf

11.5 112

(1998-2001)
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104 xnformalHeWwasteHrecyclingiHenvironmentalHriskHassessmentHofHheavyHmetalHcontaminationHinH
MandoliHindustrialHareaVHselhiVHxndiaXHEnvironmentalbSciencebandbPollutionbResearchVH2014VHa_VHfh_bWag 5.1 105

103 TimeTreeaiHspeciesHdivergenceHtimesHonHtheHi—honeXHBioinformaticsVH2011VHafVHa]abWc 7.2 103

102 MultipleHsequenceHalignmentiHinHpursuitHofHhomologousHs“pHpositionsXHGenomebResearchVH2007VH_fVH_afWbd9.7 99

101 TaxonHsamplingVHbioinformaticsVHandHphylogenomicsXHSystematicbBiologyVH2003VHdaVH__hWac 8.4 99

100 “eutralHsubstitutionsHoccurHatHaHfasterHrateHinHexonsHthanHinHnoncodingHs“pHinHprimateHgenomesXH
GenomebResearchVH2003VH_bVHgbgWcc 9.7 92

99 —atternsHofHtransitionalHmutationHbiasesHwithinHandHamongHmammalianHgenomesXHMolecularbBiologyb
andbEvolutionVH2003VHa]VHhggWhb 8.3 88

98 txceptionalHreductionHofHtheHplastidHgenomeHofHsaguaroHcactusHRrarnegieaHgiganteaSiHLossHofHtheH
ndhHgeneHsuiteHandHinvertedHrepeatXHAmericanbJournalbofbBotanyVH2015VH_]aVH___dWaf 2.7 80

97 TheHoriginHofHMetazoaiHaHtransitionHfromHtemporalHtoHspatialHcellHdifferentiationXHBioEssaysVH2009VHb_VHfdgWeg4.1 79

96 weterogeneityHofHnucleotideHfrequenciesHamongHevolutionaryHlineagesHandHphylogeneticHinferenceXH
MolecularbBiologybandbEvolutionVH2003VHa]VHe_]Wa_ 8.3 76

95 —erformanceHofHrelaxedWclockHmethodsHinHestimatingHevolutionaryHdivergenceHtimesHandHtheirH
credibilityHintervalsXHMolecularbBiologybandbEvolutionVH2010VHafVH_aghWb]] 8.3 73

94 seepHModelHqasedHTransferHandHMultiWTaskHLearningHforHqiologicalHxmageHpnalysisXHIEEEb
TransactionsbonbBigbDataVH2020VHeVHbaaWbbb 3.2 72

93 StructuralHdynamicsHflexibilityHinformsHfunctionHandHevolutionHatHaHproteomeHscaleXHEvolutionaryb
ApplicationsVH2013VHeVHcabWbb 4.8 69

92 —hylomedicineiHanHevolutionaryHtelescopeHtoHexploreHandHdiagnoseHtheHuniverseHofHdiseaseH
mutationsXHTrendsbinbGeneticsVH2011VHafVHbffWge 8.5 61

91 StoichiogenomicsiHtheHevolutionaryHecologyHofHmacromolecularHelementalHcompositionXHTrendsbinb
EcologybandbEvolutionVH2011VHaeVHbgWcc 10.9 59

90 QuantitativeHanalysisHofHtheHsrosophilaHsegmentationHregulatoryHnetworkHusingHpatternHgeneratingH
potentialsXHPLoSbBiologyVH2010VHgVHe_]]]cde 9.7 58

89 MaximumHlikelihoodHoutperformsHmaximumHparsimonyHevenHwhenHevolutionaryHratesHareH
heterotachousXHMolecularbBiologybandbEvolutionVH2005VHaaVHa_bhWc_ 8.3 58

88 tvolutionaryHanatomiesHofHpositionsHandHtypesHofHdiseaseWassociatedHandHneutralHaminoHacidH
mutationsHinHtheHhumanHgenomeXHBMCbGenomicsVH2006VHfVHb]e 4.5 57

87 tvolutionaryHdiagnosisHmethodHforHvariantsHinHpersonalHexomesXHNaturebMethodsVH2012VHhVHgddWe 21.6 55
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86
MoreHreliableHestimatesHofHdivergenceHtimesHinH—anHusingHcompleteHmts“pHsequencesHandH
accountingHforHpopulationHstructureXHPhilosophicalbTransactionsbofbthebRoyalbSocietybB:bBiologicalb
SciencesVH2010VHbedVHbaffWgg

5.8 54

85 qioinformaticsHsoftwareHforHbiologistsHinHtheHgenomicsHeraXHBioinformaticsVH2007VHabVH_f_bWf 7.2 53

84 —ositionalHconservationHandHaminoHacidsHshapeHtheHcorrectHdiagnosisHandHpopulationHfrequenciesHofH
benignHandHdamagingHpersonalHaminoHacidHmutationsXHGenomebResearchVH2009VH_hVH_deaWh 9.7 50

83 ulytxpressiHvisualHminingHofHspatiotemporalHpatternsHforHgenesHandHpublicationsHinHsrosophilaH
embryogenesisXHBioinformaticsVH2011VHafVHbb_hWa] 7.2 49

82 SignaturesHofHecologicalHresourceHavailabilityHinHtheHanimalHandHplantHproteomesXHMolecularbBiologyb
andbEvolutionVH2006VHabVH_hceWd_ 8.3 48

81 —erformanceHofHcomputationalHtoolsHinHevaluatingHtheHfunctionalHimpactHofHlaboratoryWinducedH
aminoHacidHmutationsXHBioinformaticsVH2012VHagVHa]hbWe 7.2 47

80 qioleachingHofHvoldHandHSilverHfromHWasteH—rintedHrircuitHqoardsHbyH—seudomonasHbalearicaHSpt_H
xsolatedHfromHanHeWWasteHRecyclingHuacilityXHCurrentbMicrobiologyVH2018VHfdVH_hcWa]_ 2.4 46

79 —rospectsHforHbuildingHlargeHtimetreesHusingHmolecularHdataHwithHincompleteHgeneHcoverageHamongH
speciesXHMolecularbBiologybandbEvolutionVH2014VHb_VHadcaWd] 8.3 42

78 StructuralHandHbiochemicalHstudiesHofHserineHacetyltransferaseHrevealHwhyHtheHparasiteHtntamoebaH
histolyticaHcannotHformHaHcysteineHsynthaseHcomplexXHJournalbofbBiologicalbChemistryVH2011VHageVH_adbbWc_5.4 42

77 srosophilaHgeneHexpressionHpatternHannotationHthroughHmultiWinstanceHmultiWlabelHlearningXH
IEEEtACMbTransactionsbonbComputationalbBiologybandbBioinformaticsVH2012VHhVHhgW__a 3 40

76 RelationshipHbetweenHgeneHcoWexpressionHandHsharingHofHtranscriptionHfactorHbindingHsitesHinH
srosophilaHmelanogasterXHBioinformaticsVH2009VHadVHacfbWf 7.2 35

75 wumanHgenomicHdiseaseHvariantsiHaHneutralHevolutionaryHexplanationXHGenomebResearchVH2012VHaaVH_bgbWhc9.7 32

74 “ullomersiHreallyHaHmatterHofHnaturalHselectionnXHPLoSbONEVH2007VHaVHe_]aa 3.7 31

73 putomatedHannotationHofHsrosophilaHgeneHexpressionHpatternsHusingHaHcontrolledHvocabularyXH
BioinformaticsVH2008VHacVH_gg_Wg 7.2 30

72
TheHnarrowHactiveWsiteHcleftHofH”WacetylserineHsulfhydrylaseHfromHLeishmaniaHdonovaniHallowsH
complexHformationHwithHserineHacetyltransferasesHwithHaHrangeHofHrWterminalHsequencesXHActab
CrystallographicabSectionbD:bBiologicalbCrystallographyVH2012VHegVHh]hW_h

29

71 pH—rotocolHforHsiagnosingHtheHtffectHofHralibrationH—riorsHonH—osteriorHTimeHtstimatesiHpHraseH
StudyHforHtheHrambrianHtxplosionHofHpnimalH—hylaXHMolecularbBiologybandbEvolutionVH2015VHbaVH_h]fW_a 8.3 28

70 pHbagWofWwordsHapproachHforHsrosophilaHgeneHexpressionHpatternHannotationXHBMCbBioinformaticsVH
2009VH_]VH__h 3.6 28

69 SingleHpotHbioconversionHofHprairieHcordgrassHintoHbiohydrogenHbyHthermophilesXHBioresourceb
TechnologyVH2018VHaeeVHabaWac_ 11 28

(2018-2010)
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68 SignaturesHofHnitrogenHlimitationHinHtheHelementalHcompositionHofHtheHproteinsHinvolvedHinHtheH
metabolicHapparatusXHProceedingsbofbthebRoyalbSocietybB:bBiologicalbSciencesVH2009VHafeVHae]dW_] 4.4 27

67 uastHandHslowHimplementationsHofHrelaxedWclockHmethodsHshowHsimilarHpatternsHofHaccuracyHinH
estimatingHdivergenceHtimesXHMolecularbBiologybandbEvolutionVH2011VHagVHacbhWca 8.3 27

66 RampantHpurifyingHselectionHconservesHpositionsHwithHposttranslationalHmodificationsHinHhumanH
proteinsXHMolecularbBiologybandbEvolutionVH2011VHagVH_dedWg 8.3 27

65 MtvpWMsiHmolecularHevolutionaryHgeneticsHanalysisHsoftwareHwithHmutationalHdiagnosisHofHaminoH
acidHvariationXHBioinformaticsVH2014VHb]VH_b]dWf 7.2 26

64 xdentifyingHspatiallyHsimilarHgeneHexpressionHpatternsHinHearlyHstageHfruitHflyHembryoHimagesiHbinaryH
featureHversusHinvariantHmomentHdigitalHrepresentationsXHBMCbBioinformaticsVH2004VHdVHa]a 3.6 25

63 SynthesisHandHcharacterizationHofHcrossWlinkedHenzymeHaggregatesHRrLtpsSHofHthermostableH
xylanaseHfromHveobacillusHthermodenitrificansHX_XHProcessbBiochemistryVH2019VHg]VHfaWfh 4.8 24

62 pHcaseHstudyiHbiomedicalHwasteHmanagementHpracticesHatHcityHhospitalHinHwimachalH—radeshXHWasteb
ManagementbandbResearchVH2011VHahVHeehWfb 4 24

61 wigherHintensityHofHpurifyingHselectionHonHmh]OHofHtheHhumanHgenesHrevealedHbyHtheHintrinsicH
replacementHmutationHratesXHMolecularbBiologybandbEvolutionVH2006VHabVHaagbWf 8.3 23

60 ronformationalHdynamicsHofHnonsynonymousHvariantsHatHproteinHinterfacesHrevealsHdiseaseH
associationXHProteins:bStructurepbFunctionbandbBioinformaticsVH2015VHgbVHcagWbd 4.2 22

59 venomeWwideHprofilingHofHhumanHcapWindependentHtranslationWenhancingHelementsXHNatureb
MethodsVH2013VH_]VHfcfWd] 21.6 22

58 ReoxidationHofHqiogenicHReducedHUraniumiHpHrhallengeHTowardHqioremediationXHCriticalbReviewsbinb
EnvironmentalbSciencebandbTechnologyVH2014VHccVHbh_Wc_d 11.1 21

57
—urifyingHselectionHmodulatesHtheHestimatesHofHpopulationHdifferentiationHandHconfoundsH
genomeWwideHcomparisonsHacrossHsingleWnucleotideHpolymorphismsXHMolecularbBiologybandb
EvolutionVH2012VHahVHbe_fWab

8.3 21

56 QuantifyingHtheHintragenicHdistributionHofHhumanHdiseaseHmutationsXHAnnalsbofbHumanbGeneticsVH
2003VHefVHdefWfh 2.2 21

55 SingleHcolumnHdiscrepancyHandHdynamicHmaxWminiHoptimizationsHforHquicklyHfindingHtheHmostH
parsimoniousHevolutionaryHtreesXHBioinformaticsVH2000VH_eVH_c]Wd_ 7.2 21

54 romparisonHofHembryonicHexpressionHwithinHmultigeneHfamiliesHusingHtheHulytxpressHdiscoveryH
platformHrevealsHmoreHspatialHthanHtemporalHdivergenceXHDevelopmentalbDynamicsVH2012VHac_VH_d]We] 2.9 19

53 tvolutionaryHmetaWanalysisHofHassociationHstudiesHrevealsHancientHconstraintsHaffectingHdiseaseH
markerHdiscoveryXHMolecularbBiologybandbEvolutionVH2012VHahVHa]gfWhc 8.3 17

52 tvolutionaryHbalancingHisHcriticalHforHcorrectlyHforecastingHdiseaseWassociatedHaminoHacidHvariantsXH
MolecularbBiologybandbEvolutionVH2013VHb]VH_adaWf 8.3 17

51 —hylogeneticHconstructionHofH_fHbacterialHphylaHbyHnewHmethodHandHcarefullyHselectedHorthologsXH
GeneVH2009VHcahVHdhWec 3.8 16

Sudhir Kumar

6



50 rhemoWbiohydrometallurgyâ��pHhybridHtechnologyHtoHrecoverHmetalsHfromHobsoleteHmobileHSxMH
cardsXHEnvironmentalbNanotechnologypbMonitoringbandbManagementVH2016VHeVH_b]W_bb 3.3 15

49 MetallurgicalHprocessesHunveilHtheHunexploredHLsleepingHminesLHeWHwasteiHaHreviewXHEnvironmentalb
SciencebandbPollutionbResearchVH2020VHafVHbabdhWbabf] 5.1 14

48 LearningHsparseHrepresentationsHforHfruitWflyHgeneHexpressionHpatternHimageHannotationHandH
retrievalXHBMCbBioinformaticsVH2012VH_bVH_]f 3.6 14

47 MethodsHforHincorporatingHtheHhypermutabilityHofHrpvHdinucleotidesHinHdetectingHnaturalHselectionH
operatingHatHtheHaminoHacidHsequenceHlevelXHMolecularbBiologybandbEvolutionVH2009VHaeVHaafdWgc 8.3 14

46 tnhancementHofHgoldHandHsilverHrecoveryHfromHdiscardedHcomputerHprintedHcircuitHboardsHbyHSpt_H
usingHresponseHsurfaceHmethodologyHRRSMSXHxbBiotechVH2018VHgVH_]] 2.8 12

45 rloningVHexpressionVHpurificationHandHcharacterizationHofHhumanHmitochondrialHcarbonicHanhydraseH
VpXHxbBiotechVH2016VHeVH_e 2.8 11

44 putomatedHannotationHofHdevelopmentalHstagesHofHsrosophilaHembryosHinHimagesHcontainingH
spatialHpatternsHofHexpressionXHBioinformaticsVH2014VHb]VHaeeWfb 7.2 11

43 qioconversionHofHherbalHindustryHwasteHintoHvermicompostHusingHanHepigeicHearthwormHtudrilusH
eugeniaeXHWastebManagementbandbResearchVH2011VHahVH_a]dW_a 4 10

42 —hylogeneticHplacementHofHmetagenomicHreadsHusingHtheHminimumHevolutionHprincipleXHBMCb
GenomicsVH2015VH_eHSupplH_VHS_b 4.5 9

41 WastewaterHfertiWirrigationiHanHecoWtechnologyHforHsustainableHagricultureXHSustainablebWaterb
ResourcesbManagementVH2020VHeVH_ 1.9 9

40 SignaturesHofHnaturalHselectionHonHmutationsHofHresiduesHwithHmultipleHposttranslationalH
modificationsXHMolecularbBiologybandbEvolutionVH2014VHb_VH_ec_Wd 8.3 9

39 xmageWlevelHandHgroupWlevelHmodelsHforHsrosophilaHgeneHexpressionHpatternHannotationXHBMCb
BioinformaticsVH2013VH_cVHbd] 3.6 9

38 MeasuringHconservationHofHcontiguousHsetsHofHautosomalHmarkersHonHbovineHandHporcineHgenomesH
inHrelationHtoHtheHmapHofHtheHhumanHgenomeXHGenomeVH2002VHcdVHfehWfe 2.4 9

37 tvolutionaryHsiagnosisHofHnonWsynonymousHvariantsHinvolvedHinHdifferentialHdrugHresponseXHBMCb
MedicalbGenomicsVH2015VHgHSupplH_VHSe 3.7 8

36 rrystalHstructureHofHserineHacetylHtransferaseHfromHqrucellaHabortusHandHitsHcomplexHwithHcoenzymeH
pXHBiochimicabEtbBiophysicabActabrbProteinsbandbProteomicsVH2014VH_gccVH_fc_Wg 4 8

35
pssociationHofHorthodenticleHwithHnaturalHvariationHforHearlyHembryonicHpatterningHinHsrosophilaH
melanogasterXHJournalbofbExperimentalbZoologybPartbB:bMolecularbandbDevelopmentalbEvolutionVH2009
VHb_aVHgc_Wdc

1.8 8

34 ronstrainingHfossilHcalibrationsHforHmolecularHclocksXHBioEssaysVH2006VHagVHff]W_jHauthorHreplyHffaWb 4.1 8

33
TechnoWeconomicHanalysisVHkineticsVHglobalHwarmingHpotentialHcomparisonHandHoptimizationHofHaH
pilotWscaleHunheatedHsemiWcontinuousHanaerobicHreactorHinHaHhillyHareaiHuorHnorthHxndianHhillyHstatesXH
RenewablebEnergyVH2020VH_ddVH__g_W__h]

8.1 8

(2020-2016)
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32 pHmeshHgenerationHandHmachineHlearningHframeworkHforHsrosophilaHgeneHexpressionHpatternHimageH
analysisXHBMCbBioinformaticsVH2013VH_cVHbfa 3.6 7

31 —resenceHofHglucoseVHxyloseVHandHglycerolHfermentingHbacteriaHinHtheHdeepHbiosphereHofHtheHformerH
womestakeHgoldHmineVHSouthHsakotaXHFrontiersbinbMicrobiologyVH2013VHcVH_g 5.7 6

30 SingleHresidueHmutationHinHactiveHsiteHofHserineHacetyltransferaseHisoformHbHfromHtntamoebaH
histolyticaHassistsHinHpartialHregainingHofHfeedbackHinhibitionHbyHcysteineXHPLoSbONEVH2013VHgVHeddhba 3.7 6

29
ValorizationHofHLignocellulosicHResiduesHforHrostWtffectiveH—roductionHofHThermoWplkaliWStableH
XylanaseHbyHveobacillusHthermodenitrificansHX_HofHxndianHwimalayanHwotHSpringXHWastebandbBiomassb
ValorizationVH2020VH__VH_a]dW_a_d

3.2 6

28
“WterminalHresiduesHareHcrucialHforHquaternaryHstructureHandHactiveHsiteHconformationHforHtheH
phosphoserineHaminotransferaseHfromHentericHhumanHparasiteHtXHhistolyticaXHInternationalbJournalbofb
BiologicalbMacromoleculesVH2019VH_baVH_]_aW_]ab

7.9 5

27 tfficientHMethodsHforHsatingHtvolutionaryHsivergencesH2020VH_hfWa_h 5

26 tvaluationHofHeWwasteHstatusVHmanagementHstrategiesVHandHlegislationsXHInternationalbJournalbofb
EnvironmentalbSciencebandbTechnologyV_ 3.3 5

25 qiophysicalHaspectsHofHlysozymeHadductHwithHmonocrotophosXHAnalyticalbandbBioanalyticalbChemistry
VH2014VHc]eVHdcffWgd 4.4 4

24 —ushingHbackHtheHexpansionHofHintronsHinHanimalHgenomesXHCellVH2005VH_abVH__gaWc 56.2 4

23 qioleachingHofHmetalsHfromHwasteHprintedHcircuitHboardsHusingHbacterialHisolatesHnativeHtoH
abandonedHgoldHmineXHBioMetalsVH2021VHbcVH_]cbW_]dg 3.4 4

22 pdaptiveHtnrichmentHofHaHThermophilicHqacterialHxsolateHforHtnhancedHtnzymaticHpctivityXH
MicroorganismsVH2020VHgVH 4.9 3

21 LMx“tSLHmethodHforHgenomicHs“pHextractionHfromHdeepHbiosphereHbiofilmsXHJournalbofb
MicrobiologicalbMethodsVH2019VH_efVH_]dfb] 2.8 3

20 ThermophilicHqiohydrogenH—roductioniHrhallengesHatHtheHxndustrialHScaleH2015VHbWbd 3

19 “oHpositiveHselectionHforHvHalleleHinHaHpdbHresponseHelementHinHturopeansXHCellVH2014VH_dfVH_chfWh 56.2 2

18 vRpS—H[venomicHResourceHpccessHforHStoichioproteomics]iHcomparativeHexplorationsHofHtheHatomicH
contentHofH_aHsrosophilaHproteomesXHBMCbGenomicsVH2013VH_cVHdhh 4.5 2

17 TheHevolutionaryHhistoryHofHaminoHacidHvariationsHmediatingHincreasedHresistanceHofHSXHaureusH
identifiesHreversionHmutationsHinHmetabolicHregulatorsXHPLoSbONEVH2013VHgVHedecee 3.7 2

16 putomaticHannotationHtechniquesHforHgeneHexpressionHimagesHofHtheHfruitHflyHembryoH2005VH 2

15 tnergyiHrleanHstovesHalreadyHinHuseHinHruralHxndiaXHNatureVH2012VHch_VHbbb 50.4 1
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14 LowerHboundsHonHmultipleHsequenceHalignmentHusingHexactHbWwayHalignmentXHBMCbBioinformaticsVH
2007VHgVH_c] 3.6 1

13 —retreatmentHofHlowWgradeHshreddedHdustHeWwasteHtoHenhanceHsilverHrecoveryHthroughH
biocyanidationHbyHSpt_XHxbBiotechVH2021VH__VHcdc 2.8 1
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